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Workshop Outline

e About GREI

e Introduction to Generalist Repositories in the NIH Data Landscape

® Best Practices for Sharing Data

® Best Practices for Finding Data

e Common Metadata Elements Across Repositories

e Examples of NIH Intramural Research Shared in Generalist Repositories
® Resources

e Feedback and Questions
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NIH Generalist Repository Ecosystem Initiative

The mission of GREI is to establish a common set of capabilities, services, metrics, and social infrastructure;
raise general awareness and facilitate researchers to adopt FAIR principles to better share and reuse data.

This initiative will further enhance the biomedical data ecosystem and help researchers find and share data
from NIH-funded studies in generalist repositories.

Goals of the Generalist Repository Ecosystem Inititative

2 4

Make it easer Enable the improved Support greater Avoid duplication Encourage NIH-
for researchers to discoverability of reproducability of of data across funded researchers to
share data NIH-funded data NIH-funded research repositories be both contributors
across generalist bu ensuring data and consumers to
repositories associated with increase
publications is the reuse of data
readily available

https://doi.org/10.6084/m9.figshare.21318270
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Considerations When
Selecting a Repository

Repository Selection Considerations Tool
(NIDDK) is intended to assist investigators
to align the data types to be generated
with appropriate repositories for
submission and sharing.

After repository selection, investigators
should confirm repository eligibility criteria
and data requirements(e.g., data access
type, preservation duration, storage
capacity, possible data linkage strategies,
acceptable file format)

Generalist
repository

Begin here for
each data type

Use FOA-
specified
repository

the funding opportunity
announcement (FOA)

specify a required

epository?

Is there a
model organism-specific
repository that can be

Organism-specific
repository

e.g., Mouse Genome Informatics
(MGl), Zebrafish Information Network
(ZFIN)

Istherea
disease-specific or organ-
specific repository that can
be used?

Disease-specific or
organ-specific
repository

e.g., The Cancer Imaging Archive

Isthere a
data type-specific or
method-specific
repository that can be

Microscopy image
data—specific
repository

Medical image
data-specific
repository

e.g., Cell Image Library, e.g., Medical Imaging and
Image Data Resource (IDR) Data Resource Center

Institution or
community-based
repository

NIDDK Central
Repository

e.g., NIH Generalist
Repository Ecosystem
Initiative (GREI) (Vivli,

Figshare, etc.)

Imaging >

Biochemical — =——————p Omics

Biochemistry
repository

e.g., Protein Data Bank
(PDB)

Workbench,
Metabolights

Proteomics
repository

e.g., PeptideAtlas, Proteomic
Data Commons (PDC),
Proteomics Identification
Database (PRIDE),

Mass Spectrometry Interactive
Virtual Environment (MassIVE)

Metabolomics/
lipidomic repository

e.g., Metabolomics

Genomics/
transcriptomics/
epigenomics
repository

e.g., Gene Expression Omnibus
(GEO); NHGRI Genomic Data
Science Analysis, Visualization,
and Informatics Lab-space
(AnVIL)


https://www.niddk.nih.gov/-/media/Files/Research-Funding/Data-Management-and-Sharing/PI-T02RepositorySelectionConsiderations.pdf
https://www.niddk.nih.gov/-/media/Files/Research-Funding/Data-Management-and-Sharing/PI-T02RepositorySelectionConsiderations.pdf

NIH Desirable Characteristics of Data Repositories

When choosing a repository to manage and share data resulting from Federally funded
research, here are some desirable characteristics to look for:

‘ Unique Persistent Identifiers

‘ Long-Term Sustainability

. Metadata

‘ Curation and Quality Assurance

- —J _J

. Free and Easy Access

. Broad and Measured Reuse

‘ Clear User Guidance

‘ Security and Integrity

@ Cconfidentiality

‘ Common Format

‘ Provenance

‘ Retention Policy

— - J —J J —J J

Guidance set forth by NIH

And by The National Science

and Technology Council, cited
in OSTP guidance



https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/selecting-a-data-repository#desirable-characteristics-for-all-data-repositories
https://www.whitehouse.gov/wp-content/uploads/2022/05/05-2022-Desirable-Characteristics-of-Data-Repositories.pdf
https://www.whitehouse.gov/wp-content/uploads/2022/05/05-2022-Desirable-Characteristics-of-Data-Repositories.pdf
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Home > Data Management and Sharing Policy > Sharing Scientific Data > Repositories for Sharing Scientific Data

Repositories for Sharing Scientific Data

In general, NIH does not endorse or require sharing data in any particular repository, although some initiatives and
funding opportunities will have individual requirements. Overall, NIH encourages researchers to select the repository
that is most appropriate for their data type and discipline. See Sel a Data Repository.

Browse through this listing of NIH-supported repositories to learn more about some places to share scientific data. Note
that this list is not exhaustive. Select the link provided in the “Data Submission Policy” column to find data submission See Accessing Scientific Data for more
instructions for each repository. o information about accessing data from NIH-

supported repositories.
Can't find a repository that suits your data? Here are several more resources: PP a

[ * A listing of generalist repositories that accepts all data types ]

« Nature's Data Repository Guidance

« The Registry of Research Data Repositories 2

NIH-supported Scientific Data Repositories* o~ &
Open
L Time
Institute or Center 4 Repository Name 4 Repository Description 4 g:::' il:sai?n o g:lt‘,a cySubm-ssum e ¢ f;?’"‘ e :
Al v Keyword Filter B::)aosit

The Metabolomics Program's Data Repository and Coordinating
Center (DRCC), housed at the San Diego Supercomputer Center
Workboneh (SDSC), Un{vers|ty of California, San ?nego. has devel?ped the Howito e bt datate
Common Fund (MetwB) Workbench. MetWB will serve as a national and Yes MetWB Yes
N international repository for metabolomics data and metadata and e
will provide analysis tools and access to metabolite standards,

protocols, tutorials, training, and more.

The SPARC Portal provides interactive access to a growing

collection of data, maps, and computational studies that focus on

the role of the autonomic nervous system in controlling organ Yes How to submit data to Yes
function. These resources are made available to the public with the SPARC

intent of advancing bioelectronic medicine towards more precise

treatment of diseases and conditions.

Stimulating Peripheral

Common Fund

Conditions Portal (SPARC)

https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data



https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/repositories-for-sharing-scientific-data
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Home > Data Management and Sharing Policy > Sharing Scientific Data >

Generalist Repositories

While NIH encourages the use of domain-specific repositories where
discipline or the type of data they generate, a generalist repository ci
disciplinary focus. NIH does not recommend a specific generalist rep:

 Dataverse®

e Dryad®

e Figshare®

e |EEE Dataport®

e Mendeley Data®

e Open Science Framework @

e Synapse®

o Vivli%

e Zenodo®

https://sharing.nih.gov/data-management-and-sharing-policy/s
haring-scientific-data/generalist-repositories

While NIH encourages the use of
domain-specific repositories where possible,
such repositories are not available for all
datasets. When investigators cannot locate a
repository for their discipline or the type of data
they generate, a generalist repository can be a
useful place to share data.

Generalist repositories accept data regardless of
data type, format, content, or disciplinary focus.
NIH does not recommend a specific generalist
repository and the list below, which is not
exhaustive, is provided as a guide for locating
generalist repositories.

&


https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/generalist-repositories
https://sharing.nih.gov/data-management-and-sharing-policy/sharing-scientific-data/generalist-repositories

Use Case: L

_» As an NIH-funded researcher, | want to select a repository to share my data, so that | can
comply with my data management and sharing plan and the conditions of my grant.

Is this repository a good fit for my data?

(W T Iy N Iy Ay N Iy

Data from any discipline (and interdisciplinary data)

Data that has an appropriate home in a disciplinary or specialist repository

Data in any format (and multiple formats)

Data that should be shared in conjunction with software/code required for analysis
Data that should be shared in conjunction with data in a disciplinary repository
Data ready and intended for broad sharing and reuse

Data and metadata that can benefit from quality control (curation)

Data that requires a long-term embargo or managed access

Data containing personally identifiable information (PIl) or other sensitive content



Generalist Repository

Comparison Chart

doi: 10.5281/zenodo.3946720

HARVARD
DATAVERSE

This chart is designed to assist researchers in finding a generalist repository should no domain
repository be available to preserve their research data. Generalist repositories accept data regardless
of data type, format, content, or disciplinary focus. For this chart, we included a repository available to all

researchers specific to clinical trials (Vivli) to bring awareness to those in this field.

https:/fairsharing.org/collection/GeneralRepositoryComparison

Brief Description

Size limits

Storage space per
researcher

Persistent, Unique
Identifier Support

Harvard Dataverse is
afree data repository
open to all researchers
from any discipline, both
inside and outside of
the Harvard community,
where you can share,
archive, cite, access, and
explore research data.

No byte size limit

per dataset. Harvard
Dataverse currently sets
afile size limit of 2.5GB.

1TB per researcher

DOI, Handle

Open-source,

Afree, open access, data

led data
curation, publishing, and
preservation platform for

CCO publicly available

research data

Dryad is an independent

non-profit that works

directly with:

+ researchers to publish
datasets utlizing best
practices for discovery
and reuse

- publishers to support
the integration of data
availability statements
and data citations into
their workflows

institutions to enable
scalable campus
support for research
data managment best
practices at low cost

300GB/dataset

No limit

repository where users
can make all outputs of
their research available in
adiscoverable, reusable,
and citable manner.
Users can upload files
of any type and are

able to share diverse
research products
including datasets,
code, multimedia files,
workflows, posters,
presentations, and
more. With discoverable
metadata supporting
FAIR principles, file
visualizations, and
integrations, researchers
can make their work
more impactful and
move research further
faster.

Soft limit of 20GB/file for
free accounts. System
limit of 5000GB/file.
Unlimited storage of
public data but 20GB
storage for private data
for free accounts. Email
info@figshare.com to
have upload and storage
limits raised.

No limit

Mendeley Datais a free
repository specialized
for research data.
Search more than 20+
million datasets indexed
from 1000s of data
repositories and collect
and share datasets with
the research community
following the FAIR data
principles.

10GB per dataset

No limit

https://doi.org/10.5281/zen0do.3946719

OSFisafreeand

open source project
management tool that
supports researchers
throughout their entire
project lifecycle in open
science best practices.

Projects currently have
not storage limit. There
is a 5GB/file upload limit
for native OSF Storage.
There is no limitimposed
by OSF for the amount
of storage used across
add-ons connected to a
given project.

No limit

Vivliis an independent,
non-profit organization
that has developed a
global data-sharing

and analytics platform.
Our focus is on sharing
individual participant-
level data from
completed clinical trials
to serve the international
research community.

If more than 10GB per
study data, reach out
tous

No limit

Powering Open Science,
built on Open Source.
Built by reserachers for
researchers. Run from
the CERN data centre,
whose purpose is long
term preservation

for the High Energy
Physics discipline, one
of the largest scientific
datasets in the world

50GB per dataset,
contact us via https://
zenodo.org/support for
higher limits

No limit

Common features and
unique features

Common:

Core Metadata

Persistent Identifiers (PIDs)
Discoverable

Flexibility

Open access, FAIR

Metrics

Unique:

Output types
Storage, size limits
Licenses

Review

Controlled Access
Visualization
Costs



https://doi.org/10.5281/zenodo.3946719
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ACCESSING DATA

Home > Other Sharing > NIH g

NIH Institute and Center Data Sharing Policies

Data sharing i a priorty across NIH. To this end, many intitutes, centers, and research programs have nstituted specifc data sharing polices n addiion to the trans-NIH polices
These policies are listed in the table below. Note that individual funding may specify or 50 be sure to read all instructions carefully.

Institute or Center .

Data Sharing Policy s

Through the NIH HEAL Initiative Public Access and Data Sharing Policy (the Policy), NIH seeks to create an i the need for clinicians, and patients to collaborate on sharing their
collective data and knowledge about opioid misuse and pain to provide scientific solutions to the opioid crisis. Under the Policy, applicants for extramural research funding (grants, cooperative agreements, contracts, and
other transactions; "Applicants”) for NIH HEAL Initiative Research Projects are required to submit a Public Access and Data Sharing Plan that (1) describes their for making resulting and, to
the extent possible, the Underyling Primary Data immediately and broadly available to the public or (2), if applicable, provides a justification to NIH if such sharing is not possible. Underlying Primary Data should be
made as widely and freely available as possil fing the privacy of partici nd protecting confidential and proprietary data.

HEAL Public Access and Data
Sharing

HEAL

The primary goal of NCI's Cancer Moonshot™ s to significantly accelerate cancer research discovery and meaningful The Cancer ic A d Data Sharing Policy addresses the
recommendation of the Blue Ribbon Panel's Enhanced Data Sharing working group to the National Cancer Advisory Board that researchers, clinicians, and patients should collaborate in sharing their collective data and
knowledge about cancer to accelerate progress towards improving cancer outcomes. Under this policy, applicants for Cancer Moonshot Research Projects are required to submit a “Public Access and Data Sharing Plan”
that describes their for making, to resulting Publi ind the Underlying Primary Data immediately and broadily available to the public. Investigators applying for Cancer
Moonshot funds must provide a justification to NCI f such sharing is not possible.

" hot™ Public Ac

NCI believes that the full value of NCI-supported Clinical Trials can
availability of results from NCI-supported clinical trials from all NCI-funded hg per
Access Policy for expectations of the policy.

clinical trials are publi:
and/or contracts that

as rapidly as possible. The Clinical Tial Access Policy aims at ensuring public
clinical trials. Review the NCI Clinical Trial

NCI Clinical Trial Access Policy. Final Trial Results are expected to be reported in @ publicly accessible manner within twelve (12) months of the Trals Primary Completion Date regardless of whether the lnical ral was completed as planned or
rdingly, data from i are to be repor in twelve (12) months of the date that the last subject had data collected or was examined even if the Trial does not
achieve is primary sim. To r.omply with the Polcy,Final Tral Results may be reported in  publcly accessibly manner in various ways, which i resultsina
subr publicly ibl to of clinical trial information (such as ClinicalTrials.gov), or any other formalized reporting format that may become
available (e 9. -bbrw.-ud reports submitted to specific journals v

implified posting procedures).

Requires to release primary in the form of g public databases as soon as the data is verified. Consortia members will also
identify validation standards that will be applied in subsequent analyses of the data or with additional experimentation where appropriate. All data will be deposited to public databases, such as GenBank or the
ENCODE/modENCODE Data Coordination Centers (DCCs) and these pre-publication data will be available for all to use.

ith an initial i the
ENCODE Consortia Data Release, Blong with 0 Sl

Data Use, and Publication Policies

NHGRI

Broad d: maximum

may be

federally pports the broadest riate g
or, if more appropriate, controlled access.

timely data ugh widely ibl

repositories. Tl P

NHGRI encourages sharing of all data types. However, at this time the NIH GDS Policy and NHGRI i plans apply particularty to sing|
transcriptomic data, epigenomic data, or other molecular data produced by array-based technologies or high-throughput sequencing technologies.

NHGRI Genomic Data Sharing Policy (SNP) array data,

et e
methodologies used) — are expected to be shared.

h as associated (9., clinical information relevant to the disease under study). exposure data, and descriptive information (e.g.. protocols or

Encourages all applicants to include a plan to address data sharing or to state why data shaung is ot possible. For studies that meet the the following crteia, applicants re required to rovide a data sharing plan.
which will be reviewed and approved by NHLBI a) t irect costs; b) research studies that have 500 or more participants ¢) ancillary
studies based on NHLBI- d) appi response to FOAs that specify inclusion of data sharing plans; or €) other research studies deemed appropriate for data sharing by
NHLBI program official investigators.

NHLBI

Studies

Rplement to the NIH F

and Sharing

Defers to the NIH DMS. Pohcv scope 2
timelines, NIH:

This policy also sets additional NHLBI-specific expectations for compliance

in general citly indicates sci i d

y to NHLBI-funded par

NHLBI

https://sharing.nih.gov/other-sharing-policies/nih-institute-and-center-data-sharing-policies

NIH Staff @ | FAQ | Contacts & Help
ABOUT

m- &

4 Repositories 4

Various HEAL-Compliant repositories

Genomic Data Commons, dbGaP, TCIA

Various

ENCODE, GenBank or other public databases

repositories, including: dbGaP,
AnVIL. SRA, GEO. ClinVar, National Cancer Insitute
Genomic Data Commons, UniProt, FlyBase, Database at
the European Bioinformatics

NHLBI data repository through NHLEI and other
repositories

NHLBI-supported researchers are expected to share
igh existing
rwosnones, such as NHLBI
but allows for the de
same datan ruitipla repositries withustficaton Inthe
DMS Plan.

Y
&
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NHGRI

NHGRI

NHLBI

NHLBI

Home > Other Sharing Policies > NIH Institute and Center Data Sharing Policies

NIH Institute and Center Data Sharing Policies

Data sharing s a priority across NIH. To this end, many institutes, centers, and research programs have instituted specific data sharing policies in addition to the trans-NIH policies.
These policies are listed in the table below. Note that individual funding opy ities may specify other ions, 50 be sure to read all instructions carefully.

HEAL Public Access and Data
Sharing

Cancer Moonshot™ Public Access
and Data Sharing Policy

INCI Clinical Trial Access Policy

ENCODE Consortia Data Release,
Data Use, and Publication Policies

Genomic Data Sharing Policy

INHLBI Policy for Data Sharing from
Chumﬂlluals_anﬂmdmnlamul

NHLBI Supplement to the NIH Policy
for Data Management and Sharing

Through the NIH

collective data an:
other transactions
the extent possibl

NIH Policy on the Dissemination of NIH-Funded Clinical Trial Information

madeaswidetyal  The NIH Policy on the Dissemination of NIH-Funded Clinical Trial Information sets the expectation that all NIH-funded awardees and investigators conducting
meprimarygeat  Clinical trials will register and report results of their trial in Clinicaltrials.gov. Read the details of the policy below.

recommendation ¢
knowledge about;
that describes the

Moonshot funds must provid T RCTTT SGeh Shanng 1s Aot poSTible.

NCI believes that the full value of NCI-supported Interventional Clinical Trials can be realized only i

availability of results from NCI-supported clinical trials from all NCI-funded research grants, cooper] Search n
Access Policy for expactations of the policy: SCIENTIFIC DATA SHARING
NIH Staff @ | FAQ | Contacts & Help
Final Trial Results are expected to be reported in a publicly accessible manner wnhm twelve (12) m
terminated earlier. Accordingly, data from i are also exp ported within {7
achieve its primary aim. To comply with the Policy, Final Tml Rnsults mny be mpanzd ina pubhdv DATA MANAGEMENT AND SHARING POLICY GENOMIC DATA SHARING POLICY OTHER SHARING POLICIES ACCESSING DATA ABOUT
scientific journal, submitting study reports to publicly 7
available (e.g., abbreviated reports i ific j ia simplified posti i
Home > Genomic Data Sharing Policy > About Genomic Data Sharing > Genomic Data Sharing Policy Overview
Requires resource producers y data along with an initial i in the form

identify validation standards that will be applied in subsequent analyses of the data or with addtior

ENCODE/modENCODE Data Coordination Centers (DCCs) and these pre-publication data will be ay Genomic Data Sha ring Poli cy Overview

Broad data sharing promates maxii i federally i h. NHIE

: = NIH expects the broad and responsible sharing of human as well as non-human genomic data
repositories. These repositories may be open access (unrestricted) or, if more appropriate, controlled

resulting from NIH-funded research because the timely sharing of research results can accelerate
NHGRI encourages sharingof all dta types. However, at his timethe NIH GDS Policy and NHGRI discoveries that improve our ability to diagnose, treat, and prevent disease.
molecular data produced by array-based technologiel

Other data sharing policies may also apply to your
research.
Learn More

Data pertinent to the i of i ich as associated pl ype data (e.g.. clin To comply with the NIH Genomic Data Sharing Policy %, NIH expects that investigators and institutions:
3

methodologies used) — are expected to be shared.

Encourages all applicants to include a plan to address data sharing or to ingis 1 « Provide an Institutional Certification form at Just-in-Time, if working with human data
which wi be reviewed and aproved by the elevant NHLBI pogram offic: 3 research applicati
studies based on NHLBI-funded parent studies d) applications/proposals submitted in response to

NHLBI program official investigators. | « Responsibly use controlled-access data

« Submit genomic data in a timely manner to an appropriate repository

| ek i cite controlled data in icati and

Defers to the NIH DMS Policy scope and deﬁnmnns in general but explicitly indicates saznnﬁc data
timelines, and ancillary studies to NHLBI-funded Select each step below to learn more.

+ Develop and provide a plan for sharing genomic data as a part of the Data Management and Sharing Plan

Individual NIH Institutes, Centers, or Offices may have additional expectations (see GDS Policy Expectations by NIH Institute & Center).

 seror SUBMTING GeNOMICOATA uBMTTIG SENoM 0ATA
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HEAL Data Repository Selection Guide

HEAL investigators are, in most cases, required to share their HEAL-funded data, but the HEAL Data Platform itself does not host data. Instead,
the HEAL Data Ecosystem uses appropriate, established long-term data storage repositories. To help HEAL investigators select a repository and
meet their data sharing and FAIR data practices obligations, the HEAL Data Stewards evaluated and selected a number of HEAL-compliant
repositories. The Stewards chose these compliant repositories from the NLM Data Sharing Resources lists and evaluated them based on HEAL
data repository selection principles.

Generally, HEAL investigators who have access to a repository managed by their administering NIH Institute or Center (IC) should explore that
option first. For further information, please read the NIH IC Section below. If this is not applicable, investigators should review the list to identify a
repository well suited to the organism they are studying, the type of data they are producing, and/or a repository they have used in the past.
Investigators should submit data to a discipline-specific repository, where possible, but may submit to a generalist repository if their data do not fit
naturally into one of the compliant domain-specific repositories. If you feel the best repository for your data is not on the HEAL-compliant list,
please contact the HEAL Stewards.

With HEAL investigator input, the Stewards will continue to work together with NIH to evaluate and update the list based on HEAL’s needs.
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HEAL Data Repository Selection Guide

HEAL-Compliant Repository List

The repositories below represent the most up-to-date list of compliant destinations for HEAL data. For more information about each repository, we
provide direct links to repositories and re3data/FAIRsharing entries. Re3data is a global registry of research data repositories, providing objective
summaries of repository attributes. FAIRsharing is a similar resource, providing curated and crowd-sourced descriptions and evaluations of
repository features.

The HEAL Stewards ordered this list loosely by preference. In many cases, you should go down the list and select the first repository to which you
are eligible to submit data and that accepts your data type.

Some NIH Institutes or Centers (ICs) require their HEAL investigators, or a subset of their HEAL investigators, to deposit their data in a repository
managed by the IC. Be sure to check your Notice of Award language to see if your administering IC has a supporting repository.

. .
Il COLUMNS == FILTERS = DENSITY ; EXPORT VIVII

Repository Descriptive Tags Organism IC/Program Get Started Here Overview F ig S h a re
Vivli Clinical Trial, Generalist  Human N/A Vivli Guidance View re3data entry D r a
yad

MassIVE Mass spectrometry Unrestricted N/A MassIVE Guidance View re3data entry

Dat
National Sleep Research Resource (NSRR) Sleep recordings and ... Human N/A NSRR Guidance View re3data entry a a Ve rs e
Figshare Generalist Unrestricted N/A Figshare Guidance View re3data entry M e n d e I ey D a ta
Dryad Generalist Unrestricted N/A Dryad Guidance View re3data entry O p e n S c i e n C e F ra m eWo r k

Dataverse Generalist Unrestricted N/A Dataverse Guidance View re3data entry Z
emodo

Mendeley Data Generalist Unrestricted N/A Mendeley Data Workflow and Guidance View re3data entry

OpenScience Framework Generalist Unrestricted N/A Open Science Framework Guidance View re3data entry

Qualitative Data Repository at Syracuse Universi Qualitative Unrestricted N/A Qualitative Data Repository Guidance View re3data entry

1-26 of 26
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About NIDDK

NIDDK Data Management & Sharing

NIDDK Data
Management & —
Sharing

¢ NIDDK Guidance for
Writing a DMS Plan

¢ NIDDK DMS Tools &
Resources

The goal of the NIH Data Management and Sharing (DMS) policy is to maximize the availability

of data from NIH-supported research to advance NIH’s mission to enhance health, lengthen

life, and reduce illness and disability. The DMS policy provides a consistent, minimum

expectation of data management and sharing for all research supported by the agency. To help

investigators implementing the NIH DMS policy, the National Institute of Diabetes and

Digestive and Kidney Diseases (NIDDK) offers Institute-specific guidance for drafting a DMS

Plan, as well as tools and examples to supplement the NIH DMS policy and resources NIHE'.

|
Guidance for Writing a DMS Plan

Access NIDDK specific guidance for the
DMS plan elements.

« Data Type

« Related Tools, Software, and/or Code

« Standards

« Data Preservation, Access, and
Associated Timelines

« Access, Distribution, or Reuse
Considerations

« Oversight of Data Management and
Sharing

DMS Tools and Resources

Access NIDDK resources for completing a
DMS Plan.

« DMS Plan Worksheet

« DMS Plan Examples

 Data and Metadata Standards

« Selecting a Data Repository

« NIDDK DMS Webinar Series

« Frequently Asked Questions (FAQ)
« Glossary of DMS Terms

https://www.niddk.nih.gov/research-funding/research-resources/data-management-sharing
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Selecting a Data Repository

Using an appropriate data repository generally improves the FAIRness (Findability,
Accessibility, Interoperability, and Reusability) of the data. Selection of an appropriate
data repository is essential to maximize data sharing. NIDDK affirms the desired
repository characteristics NIHE established by NIH, and strongly encourages the use of
existing repositories to the extent possible for preserving and sharing scientific data.
Investigators need to consider the type of data they will be submitting when selecting a
repository. A short justification of the repository selected for each data type must be
included.
NIDDK strongly encourages investigators to consider the factors below in order when
selecting a repository:

1. NOFO requirement (e.g., NIDDK-funded, large, multi-site clinical studies should

submit data to the NIDDK Central Repository).

2. Organism, domain, or data type-specific repositories.

3. Whether controlled access to data is required (e.g., for protection of human
subjects’ privacy).

Repository Selection Aides

« The Repository Selection Considerations Tool (NIDDK) (PDF, 293.45 KB) A is

intended to assist investigators to align the data types to be generated with
appropriate repositories for submission and sharing.

» dkNET @ lists available data repositories used by NIDDK supported researchers and
provides tools to help comply with data sharing requirements.

« NIH Repositories for Sharing Scientific Data niHE', NIH-supported repositories and
generalist repositories niHE for a wide range of data types and disciplines.

« The NIDDK DMS webinar “Finding a Repository for Your Data” provided additional
information about NIDDK-research relevant repositories. The webinar videos linked
below provides:

o an overview of the tools and resources available on the NIDDK Information
Network (dkNET) through Dr. Grethe’s presentation @ @.

o data eligibility and acceptance criteria as summarized in a presentation by Dr.
Rodriguez & @ on the NIDDK Central Repository.

o how generalist repositories can be leveraged when a domain or data-type

specific repository is not available, as reviewed in the presentation by
Mr. Chandramouliswaran & @.

https://www.niddk.nih.gov/research-funding/research-resources/data-management-sharing/dms-tools-resources#datarepository

(e
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the funding opportunity
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specify a required

Is there a
model organism—specific
repository that can be

Organism-specific
repository

.., Mouse Genome Informatics
(MGI), Zebrafish Information Network
(2ZFIN)

Is therea
disease-specific or organ-
specific repository that can
be used?

Disease-specific or
organ-specific
repository

e.g., The Cancer Imaging Archive
(Tcia)

Is there a
data type-specific or
method-specific
repository that can be
used?

Imaging

Microscopy image
data-specific
repository

Medical image
data—specific
repository

e.g., Cell Image Library,
Image Data Resource (IDR)

e.g., Medical Imaging and
Data Resource Center

NIDDK Central Institution or
Repository community-based
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Repository Ecosystem
Initiative (GREI) (Vivli,
Figshare, etc.)
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e.g., Protein Data Bank lipidomic repository

(PDB)

Workbench,
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Proteomics
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e.g., PeptideAtlas, Proteomic
Data Commons (PDC),
Proteomics Identification
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Mass Spectrometry Interactive
Virtual Environment (MassIVE)

e.g., Metabolomics

Genomics/
transcriptomics/
epigenomics
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e.g., Gene Expression Omnibus
(GEO); NHGRI Genomic Data
Science Analysis, Visualization,
and Informatics Lab-space
(AnvIL)
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How is GREI making data
sharing easier for intramural
researchers?

Flexible data sharing of many
different output types

Easy deposit workflows

Combine with other repositories
Interoperable common metadata
and persistent identifiers
Product enhancements for NIH
data sharing and discovery

Tool integrations



How is GREI improving
discoverability of datasets
across ALL repositories?

Good discoverability across search
engines and indexes

Metadata for discovery and reuse
Product enhancements for
tracking and reuse of NIH data
Common metrics

Data Citations

Credit for your work



Discussion Question

~N

Experience using Generalist Repositories



Best Practices for Sharing Data



Best practices for sharing data

GATHER all stages of data needed for reanalysis

o Consider including the following:
« Unprocessed raw data in recommended file types
« Prepared and organized numerical data
(tables, spreadsheets, etc.)
« Code used to process and analyze data
« Output (statistics and visualizations)

e -

VERIFY files can be shared publicly
* Remove restricted materials such as:

+ Copyrighted or Licensed documents or software (CC0) v

- Content from published articles, grants, or patents 5

« Data from third party with restricted terms-of-use 7

« Identifiable human subjects data v

« Locations of endangered and vulnerable species

CHOOSE open file formats

e Use non-proprietary open file formats when possible to
enable easy access, better preservation and interoperability.

e If you include proprietary files, consider also providing the
data in an open format.

o Plain text formats are preferred.

ORGANIZE files logically

o Check files for errors or omissions.

o Name files descriptively and consistently.

o Omit needless files.

o Create a clear and logical file structure.

® Bundle organized files into compressed file archives.

o Try to keep individual files or archives smaller than 10GB.
o Verify file archives open and are not corrupted.

DESCRIBE your dataset in a README

o Write clearly for a broad audience. »

e Describe processing pipeline and analysis steps. l

o Define variables and allowable values.

o Describe software used to process, visualize,
analyze, and compress your data (add open source
recommendations if possible).

SHARE your data

o |dentify a suitable data repository &
® Review submission instructions fo) * o
® Prepare your data following best practices a’ o

e Cite your published data package and share it on
professional websites and/or social media

=

https://datadryad.org/docs/QuickstartGuideToDataSharing.pdf q&g



Gather all data

needed for
reanalysis

For ease of reuse and understanding include:

e Unprocessed, raw data

e Prepared & organized numerical data
(spreadsheets, tables, etc.)

e Code, scripts, or software used to
process and analyze data

e Output (statistics & visualizations)




Verify that files can be shared publicly

Remove restricted materials such as:

Copyrighted or licensed documents or software
(non-CCO)

Content from published articles, grants, or patents
Data from 3rd party with restricted terms-of-use

|dentifiable human subjects data

Location information for species at risk (declining,
threatened, endangered, or vulnerable status)




Choose open file formats

Use non-proprietary, open file formats when possible to
enable easy access, better preservation, and
interoperability (commonly used in research community;,
unencrypted, uncompressed)

If you do include proprietary files, consider also providing
the datain an open format

Plain text formats are preferred (.csv)

License: Ideally, CCO. This allows reuse without any
restrictions, requirements




A) Organized by File type

DatasetA.tar.gz
|- pata/

| |- Processed/
| |- Raw/

|- Results/

| |- Figurel.tif
| |- Figure2.tif
| |- Models/

| - README.md

Organize files logically

B) Organized by Analysis

DatasetB.tar.gz
|- Figurel/
| |- pata/

|- Results

| |- Figurel.tif

|

|

|- Figure2/

| |- pata/

| |- Results/
|
|_

| |- Pigure2.tif

README.md

Check files for errors or omissions

Name files descriptively and
consistently

Remove unnecessary files
Create aclear and logical file structure

Bundle organized files into compressed
file archives

Keep individual files or archives less
than 10GB insize

Verify file archives open and are not
corrupted



Prepare a comprehensive README file

Write clearly for a broad audience
Describe processing pipeline and analysis steps

Define all variables, abbreviations, missing data
codes, and units and allowable values

Dates and locations of data collection (use
standardized date formats)

Provide description of file structure and contents

Describe code, scripts, or software used to
process, visualize, analyze, and compress the data

# Title of Dataset:

Brief summary of dataset contents, contextualized in experimental
procedures and results.

## Description of the Data and file structure

This is a freeform section for you to describe how the data are
structured and how a potential consumer might use them. Be as
descriptive as necessary. Keep in mind that users of your data might
be new to the field and unfamiliar with common terminology, metrics,
ete.

Describe relationship between data files, missing data codes, other
abbreviations used. Be as descriptive as possible.

## sharing/access Information
Links to other publicly accessible locations of the data:

Was data derived from another source?
If yes, list source(s):

)

((E



Decide where to share your data! https./doi.org/10.5281/zen0do.3946719

Generalist Repository This chart is designed to assist researchers in finding a generalist repository should no domain Re posrto ry Featu r‘eS

repository be available to preserve their research data. Generalist repositories accept data regardless

of data type, format, content, or disciplinary focus. For this chart, we included a repository available to all

-
com pa r Ison c ha rt researchers specific to clinical trials (Vivli) to bring awareness to those in this field.

doi: 10.5281/zen0do.3946720 https://fairsharing.org/collection/GeneralRepositoryComparison C ommon:

Core Metadata
Brief Description Harvard Dataverse is Open-source, Afree, openaccess, data | Mendeley Dataisafree | OSFisafree and Vivliis an independent, Powering Open Science, Pe r S | S te n t | d e n t | ﬁ e r S

afree data repository community-led data repository where users | repository specialized open source project non-profit organization | built on Open Source.
opentoallresearchers | curation, publishing,and | canmakeall outputsof | for research data. managementtoolthat | that has developeda Built by reserachers for .
fromany discipline, both | preservation platform for | their research availablein | Searchmore than 20+ supports researchers global data-sharing researchers. Run from D |ISCOVera b | e
inside and outside of CCOpublicly available | adiscoverable, reusable, | million datasetsindexed | throughout theirentire | and analytics platform. | the CERN data centre,
the Harvard community, | research data and citable manner. from 1000s of data projectlifecycleinopen | Ourfocusisonsharing | whose purpose s long I
where you can share, Dryadis anindependent | Users canupload files repositories and collect | science best practices. | individual participant- term preservation F | ex| b | | | ty
archive, cite, access, and | non orofit that works of any type and are and share datasets with level data from for the High Energy
explore researchdata. | girectly with: able to share diverse the research community completed clinical trials | Physics discipline, one
) research products following the FAIR data toserve the international | of the largest scientific €N access FA | R
- researchers to publish i — ; y
= including datasets, principles. research community. datasets in the world
datasets utlizing best .
il code, multimedia files, .
practices for discovery | qriflows, posters, M et 'ICS
andreuse presentations, and
+ publishers tosupport | more. With discoverable
theintegrationof data | metadata supporting
availability statements | FAIR principles, file
and data citations into visualizations, and

their workflows integrations, researchers U n g U e:

institutions to enable can make their work

scalable campus more impactful and

utput types
datamanagmentbest | faster.

practices atlow cost Storage, S|Ze ||m|tS

Size limits No byte size limit 300GB/dataset Softlimit of 20GB/file for | 10GB per dataset Projects currently have | If more than 10GB per 50GB per dataset, .
per dataset. Harvard free accounts. System not storage limit. There | study data, reach out contact us via https:/ L |censes
Dataverse currently sets limit of 5000GBHfile. is a 5GB/file upload limit | tous zenodo.org/support for
afile size limit of 25GB. Unlimited storage of for native OSF Storage. higher limits .
public data but 20GB Thereis no limitimposed E | t
storage for private data by OSF for the amount Va U a l O n
for free accounts. Email of storage used across

info@figshare.com to add-ons connected to a C t | | d A
e ontrolie CCess
Visualization
Storagg ‘space per 1TB per researcher No limit No limit No limit No limit No limit No limit

researcher C O S t S

Persistent, U DOI, Handle
Identifier Support



https://doi.org/10.5281/zenodo.3946719

In Review: Best practices for sharing data

1 Gather all data needed for reanalysis

2 Verify files can be shared publicly

3 Choose open file formats

4 Organize files logically

5 Describe your dataset in a detailed README file

6 Choose a suitable repository to share your data

W



Best practices for sharing datain a

Data preparation:

Additional considerations for human subjects data

What level of data transformation does the repository require for reducing risk of
re-identification?

What privacy services or support does your institution offer?

Governance: Do data requests go through a managed approval process or can anyone
get at the data without restriction?

Technical: Is the data accessible only in a secure enclave or workspace or can users
download the data to their own computers?

/\
re-identification ﬁ

Jane

123 Main Street, Anytown, USA

)]

~
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Best practices for sharing data ina general

Example of

de-identified human
subjects data shared
in Harvard Dataverse

Terms of use and
application form
for data requests

Description

Subject
License/Data Use
Agreement

Files  Metadata

Search this d

Bozett, Frederick W., 2022, *Children of Gay Fathers, 1985", https:/dol.org/10.7910/DVN/D24VWO, Harvard
Dataverse, V3

Cite Dataset »

Children of Gay Fathers, 1985
[ vorscn 22 ]

Contact Owner

Learn about Data Citation Standards.
Dataset Metrics

112 Downloads

Access Dataset ~

Share

st repository

Restricted, de-identified data

‘The purpose of this research was to discover how children cope with having a gay father. Participants
were 19 children of gay fathers, iving in lowa City, IA, Okiahoma ity, OK, or San Francisco, CA. Of
the children, 13 were female and 6 were male. The children’s ages ranged from 14 to 35.

Data were collected through in-depth, unstructured interviews. Questions asked included how the
children found out about their fathers' homosexuality, how they feel about it, whom they have told
‘and why, whom they haven't told and why, what other people’s reactions have been, whether their
relationship with their father is any different since they found out that he is gay, whether their father .
acts any differently towar now that hi is outin the open, and th
and disadvantages of having a gay father.

The Murray Research Archive holds copies of the 19 interview transcripts.
Social Sciences

Custom Dataset Terms

Terms  Versions

00874Bozett-Children-Measures.pdf
Adobe PDF - 1.0 MB

Published Aug 6, 2018

0 Downloads

MDS: e4d...c4a S

Collection of blank measures used in the study

00874Bozett-Children-MemoOfAgreement.pdf
Adobe PDF - 375.9 KB

Published Nov 27, 2007

30 Downloads

MDS: fc7...ed4 Si

Legal agreement between data depositor and Murray Archive

led Usage Terms

00874Bozett-Children-PaperData-Subject01-Female.pdf

Adobe PDF - 718.9 KB
Published Aug 23, 2018

Subject 01 Interview Transcripts

Dataset Terms A

License/Data Use Agreement

Terms of Use

Our Gommunity Norms as well as good scientific practices expect that proper credit is given via citation. Please use the data
citation shown on the dataset page.

Custom Dataset Terms — the following Custom Dataset Terms have been defined for this dataset.

« The Murray Archive (the Distributor) has granted me a revocable license to use this dataset solely for the purposes of
conducting research, and the Distributor may terminate this license at any time and for any reason.

1 will use the dataset solely for statistical analysis and reporting of aggregated information, and not for investigation of
specific individuals or organizations, except when identification is authorized in writing by the Distributor.

1 will produce no links among the Distributor's datasets or among the Distributor's data and other datasets that could
identify individuals or organizations.

I represent that neither 1, nor anyone | know, has any prior knowledge of the possible identities of any study participants
in any dataset that | am being licensed to use.

1 will not knowingly divuige any information that could be used to identify individual participants in the study, nor wil
attempt to identify or contact any study participant, and | agree to use any precautions necessary to prevent such
identification.

« 1will make no use of the identity of any person or establishment discovered inadvertently. If | suspect that | might
recognize or know a study participant, | will immediately inform the Distributor, and | will not use or retain a copy of data
regarding that study participant. If these measures to resolve an identity disclosure are not sufficient, the Distributor may
terminate my use of the dataset.

1 will not reproduce the dataset except as is necessary for my scholarly purposes. | will destroy the dataset upon the
completion of my scholarly work with it.

« 1will not share data from the dataset (in any form or by any means) with any third party, including other members of my
research team, as | understand that all users of data must obtain the data directly from the Distributor.

1 will make appropriate acknowledgement of the contributor of the dataset as well as the Distributor in any manuscript or
presentation (published or unpublished) using the citation standard documented here: http:/thedata.org/citation

THE DISTRIBUTOR MAKES NO WARRANTIES, EXPRESS OR IMPLIED, BY OPERATION OF LAW OR OTHERWISE,
REGARDING OR RELATING TO THE DATASET.

Submission of the following Application For The Use Of Data is required to access the data from this study.

dobe PDF - 1.1 MB

'ublished Aug 23, 2018
Downloads

DS: 0f6...00f

ubject 02 Interview Transcripts

dobe PDF - 804.0 KB
ublished Aug 23, 2018
Downloads

DS: eeb...8ae 5

ubject 03 Interview Transcripts.

0874Bozett-Children-PaperData-Subject02-Female.pdf

0874Bozett-Children-PaperData-Subject03-Male.pdf

[e

[e

/

Documentation unrestricted for
access, to give users information on
the project




B

est practices for sharing data in a generalist repository

Leveraging persistent identifiers

A persistent identifier is a long-lasting reference to a resource.

Aiming to solve for lost and broken links to important information through both technical
and human failures.

Enables access to a resource even if it is moved to different locations or owners.
Creates opportunities for interoperability with many kinds of infrastructure and systems.

Key element in making data FAIR (Findable, Accessible, Interoperable, Reproducible)!

Here’s what you can do: - Get and use PIDs

- Register for an ORCID iD! — https://orcid.org

- Include relevant related PIDs in the metadata for your software, dataset, and paper PIDs,
even if your repository or publisher says they’re optional.

- Use repositories that provide PIDs


https://orcid.org

Best practices for sharing data in a generalist repository

There are PIDs for people, places, and things

PIDs for people (researchers) include ISNIs
and ORCID iDs

Connecting Research
and Researchers

Example:
https://orcid.org/0000-0002-5989-8244

PIDs for places (research organizations)
include ROR and Funder IDs

ROR::
A A

Example:
https://ror.org/05d5mza29

PIDs for things (research outputs/inputs like
grants, papers, projects, etc.) include Crossref
and DataCite DOls, IGSNs, and more!

; Crossref

o

DataCite

Example:
https://doi.org/10.17605/osf.io/izu37/



https://orcid.org/0000-0002-5989-8244
https://ror.org/05d5mza29
https://doi.org/10.17605/OSF.IO/JZU37

Best Practices for Finding Data



Best practices for FINDING datain a

Describing data for discovery and reuse

All GREI repositories support the DataCite metadata schema and may support others

Repositories will typically have some fields with built-in controlled vocabularies and others that
are free-text

o Title: Be descriptive, include data type, location, timeframe, and subject”

o Abstract: Describe the data and context of its collection, not the results of a study”™
o  Author name(s) and affiliation(s)

o Research domain

o  Funding information, award number

o Keyword(s): Add synonyms, broader or more specific terms, use standardized
vocabularies where possible

o Related works: Link to supplemental info, data management plans, preprint, related
article, links to other publicly accessible locations of the data, etc.

)]

~
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Google search for finding data

Example: Harvard Dataverse Abstract

Harvard Dataverse > Brain Genomics Superstruct Project (GSP) Dataverse >

Brain Genomics Superstruct Project (GSP)
==

Buckner, Randy L.; Roffman, Joshua L; Smoller, Jordan W., 2014, *Brain Genomics Superstruct Project (GSP)", h
ttps://doi.org/10.7910/DVN/25833, Harvard Dataverse, V10 T T

g doi:10.7210/DVN/25833
By subject matter and title,
a DOl may be required

e Dataset - Learn about Data Citation Standards.

Description Large scale imaging data sets are necessary to address complex questions regarding the relationship
between brain and behavior. The Brain Genomics Superstruct Project Open Access Data Release
exposes a carefully vetted collection of neuroimaging, behavior, cognitive, and personality data for
over 1,500 human participants. Each neuroimaging data set includes one high-resolution Magnetic
Resonance Imaging (MRI) acquisition and one or more resting-state functional MRI acquisitions. Each
functional acquisition is accompanied by a fully-automated quality assessment and pre-computed
brain morphometics are also provided.

Subject Other
License/Data Use Custom Dataset Terms
Agreement

Files =~ Metadata  Terms  Versions

doi:10.7910/DVN/25833

Images Videos News Maps Shopping Books Flights Finance

About 362 re:

Harvard Dataverse
https://dataverse.harvard.edu > dataset » DVN

Search aggregators can
support cross-repository

Brain Genomics Superstruct Project (GSP) - Harvard Dataverse
Persistent Identifier, doi:10.7910/DVN/25833. Publication Date, 2014-05-22. Title, Brain
Genomics Superstruct Project (GSP)

search to understand all

n https://www.nature.com » scientific data > data descriptors
Brain Genomics Superstruct Project initial data release with

by AJ Holmes - 2 c by 339 — The GSP release data provides a carefully vetted

sources for a single dataset

collection of neuroimaging, behavioral, cognitive, and personality data for 1,570 participants.

By author and title
yields ample citations

Randy Buckner Brain Genomics
Images  Videos  News  Shopping  Books  Maps  Flights  Finance

1t 84,100 results (0.33 seconds)

Scholarly articles for Randy Buckner Brain Genomics
Brain Genomics Si 'struct Project init a rel Holmes - C b

Harvard Brain Science Initiative
hitps://brain.harvard.edu » people=randy-buckner

Randy Buckner - Harvard Brain Science Initiative
Randy Buckner, PhD. Professor of Psychology and Neuroscience, Harvard University. Human
Brain Network Organization & Genomics. Weighing about three pounds, the ..

vard.edu > people » randy-I-

Randy L. Buckner | Department of Psychology
Randy Buckner received his BA in Psychology and his PhD in Neurosciences from Washington)
University in St. Lois. He is a member of the Center for Brain .

Nature Journal
https:/www.nature.co data > data de:

Brain Genomics Superstruct Project initial data release with

by AJ Holmes Cited by 339 — The present data fully cover the striatum, thalamus, and

cerebellum allowing for analyses that extend beyond the cerebral cortex (see Buckner et

9) National Institutes of Health (.gov)
hitps:/jpubmed.ncbi.nim.nih.gov »
Brain Genomics Superstruct Project initial data release with

by AJ Holmes - 2015 - Cited by 339 — Brain Genomics Superstruct Project inital data release
with structural, functional, and behavioral measures ... Randy L Buckner. Affliations. ! Center f.

Simons Foundation Autism Research Initiative
hitps://www.sfari.org » funded-project » the-brain-ge.



https://doi.org/10.7910/DVN/D24VWO

Leverage search & browse via Google Dataset Search!

Google

Dataset Search

Try coronavirus covid-19 or water quality site:canada.ca.

Learn more about Dataset Search.




Search functionalities in

e Keyword, Advanced & Faceted Search

e Search by Funding Agency, Content Type, Geographic
Location, Journal, Institution

e Browse by Category, Featured Datasets, Collections

e Sort, Filter or Refine by Publication Year, Newest, Most
Relevant, Field, File Extension, Funder

Add Search functionality for multiple repos; standard + key differentiators

&>
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Examples of search functionalities in
generalist repositories
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The

Dataverse’ - Search & browse

Project

Search:

Keyword search
Advanced search
Funding agency
Faceted search
Sorting T~
Cross repository
integration

ot Metrics

(fileType:Tab AND variableName:age)

52,530,800 Downloads

Q

Advanced Search

'% HARVARD

Dataverse

i Metrics

Search this dataverse...

¥ % Dataverses (6,286)

E Datasets (166,036)
¥ [ Files (2,206,157)

hY

Dataverse Category
Research Project (2,335)
Researcher (1,942)
Organization or Institution (503)
Research Group (439)

Journal (138)

Metadata Source
Harvard Dataverse (1,596,184)
Harvested (782,295)

Publication Year
2023 (329,099)
2022 (340,452)

Keyword Term

AFRICA (328)

AFRICA SOUTH OF SAHARA (309)
EAST AFRICA (162)

2021 (324,873)
2020 (163,100)
2019 (89.593)

Subject

Social Sciences (62,565)
Arts and Humanities (36,507)
Eath and

52,530,800 Downloads.

Share, archive, and get credit for your data. Find and cite

More...

More...

448)

ASIA (148)
health (145)
United States Agency for |

@

World Bank (24)

Funding Information Agency

nternational

Development (USAID) (247)
Bill and Melinda Gates Foundation (BMGF)

Bill and Melinda Gates Foundation (31)

Bill & Melinda Gates Foundation (BMGF) (23)

More...

9,529)

More...

Add Data ~

Search ~

About

a across all research

Q  Advanced Search

11to 10 of 2,378,479 Results.

Enhancing Learning Through Facilitating Techniques and Environments: The Role
Performance

Sep 11,2023

Ojo, Rianne Ola B, 2023, “Enhancing Learning Through Faciltating Techniques

and Current Performance”, hitps://doi.org/10.7910/DVN/4TUAJQ, Harvard Data)
As well as evaluating and assessing students, teachers perceptions of humour and playful
classroom environment: particularly as facilitating tools for easing stress, improving relatior|

Appendix_Reference Data.pdf
Sep 11, 2023 - Enhancing Learning Through Faciltating Techniques and Environ|
Gurrent Performance
Adobe PDF - 273.6 KB - MD5: 454...bed S
Foundational _Reference data

Well being.pdf
Sep 11, 2023 - Enhancing Learning Through Faciltating Techniques and Environ|
Current Performance
Adobe PDF - 279.8 KB - MDS: 202..60
Investigating Impacts of Socio Economic and Psychological Factors

Replication Data for: Defining and conceptualizing patient-centered family planning
Sep 11,2023
Meskers, Dominique; Elkins, Aaron; Obozekhal, Vivian, 2023, *Replication Data
5 : R

A scoping review", hitps://doi org/1

This data file includes the extracted/charted data for the scoping review.

Figl - flowchart 20230911.pdf
Sep 11,2023 - Replication Data for: Defining and conceptualizing patient-center
SR flow diagram

File Type

Image (495,798)
Data (397,126)

Text (357,854)
Unknown (302,072)
Document (184,696)

More...

File Tag
Data (135,039) w

p—

escrpton Tet

o Csicason Torm O

Rolted Pustcston et Tpe O

Funding ntormation Agsncy O

Funcig normacen donets

Disroieen oot

P —

]

hamay

Country:United States (51,786)
Physical Format:Pamphlets (27,695)
Photo (26,226)

Documentation (22,388)

More...

Access

Public (2,153,422)

Restricted (52,527)

Embargoed then Public (188)
Embargoed then Restricted (20)

Fie e 0

Data Fie Persatent D O

arablo Labes ¢

P Tage &




The

Dataverse’ - Search & browse

Project

Dataset details:

Detailed dataset page
Metadata
Description

Authors

Citation

Download options

Documentation, README,

code, etc.

Multiple format download

options

Browse:

e (Categories/Subjects
e F[eatured Datasets/collections

e

ModuleC_Hhmemberiab
Dt/

Tabular Data - 2327 KB
Publshed Aug 2. 2023

20ownionds.

14 Vs, 7045 Obsorvatons UNF-5:q0ZN.. 1=

ModuleD_Hhteb
Do/

Tobulr Data-38.1 KB
Pubished Aug 2, 2023

0 Downloads

13 Variabies, 1200 Obisarvations UNFi5Kvbs..1%

K

IFPRI Dataverse Home.

(International Food Policy Research Institute)

Harvard Dataverse >

X Contact @ Share
The International Food Policy Research Institute (IFPRI) views the products of ts research, including research datasets, as global public goods, and is committed to enabling their
widespread distribution and use.
This s in keeping with the IFPRI Research Data Management and Open Access (RDMOA) Policy and the CGIAR Open Access and Data Management Policy.

‘The IFPRI Dataverse during IEPRI research.
metadata, and other “The Terms of Use require props

include tables in various standard formats, survey instruments, codebooks,
of 10 IFPRI and any named authors.

Please direct questions about IFPRI datasets to IFPRI-Data or IFPRI-Library. For information on the latest resources and news on research data management, please visit IFPRI's
Research Data website.

< ASTI

Nexus SAMs

HarvestChoice IMPACT >

BETTERCHOICES BETTERLIVES
led by IFPRI Nexus SAM IFPRI HarvestChoice Dataverse International Model for Policy
Agricultural Science and Analysis of Agricultural
Technology Indicators (ASTI) Commodities and Trade (IMPACT)
Dataverse Dataverse

Search this dataverse. Q | Advanced Search

¥ & Dataverses () 11010 0f 799 Results

# £ Datasets (791)

4 Games for Embargosd Name (A-2)
[ Files (13,127) E Aug2, 2023 gt
Dataverse Category [E)' emationaiFo Pty Research sttt FPr; Haramya Unversit, 202, iopia Grouncvater Gamet P,
‘Governance?, G vi fewe:
Research Project (7) ot

Research Group (1) y treatments _

\

ModuleL5-5_vartab
QKB
Published Aug 2, 2023

0 Downloads
21 Variables, 1732 Observations UNF-6:M00...+ag:

Surveyinstrument.pdf
v

Adobe PDF - 1.1
Published Aug 2, 2023
0 Down

ot
et
[ovesiomars |
ModuleA_th.tab

Da/

Published Aug 2, 2028
0 Download

© Variables, 1200 Observations UNF:5:brvA.10A

[ o=ta J sunver |

® o &

Fllo Access B
@ Public
Download Options &

‘Stata 14 Binary (Original File Format)
Tab-Delimited

RData

Download Metadata &

Variable Metadata

Data File Citation

Explore Option

Data Explorer

Ask the Data

v

Browse: Recently added

€ Open in New Window

Ask the Data ant to know

View Data

wwravisuns uava-adOUt?

Answer please

FlsToon- | € ot vinden

This data is about households and their ] /e ek

i ita 1 3000t howseholds and hle members.

e 2 v m 4 2 4 3 1 o ' '
oo 3 [ P v 2 ' b




jli-c DRYAD Search & browse

Free-text field to search & explore

‘* DRYAD

Who we are

What we do ‘ Join us ‘ Help~ ‘ Datasets v ‘ Logout

\/

Search...

Explore data
Search and browse

Find by...

Placename

North America, Europe, Australia,
USA, Canada, United States,
California, South America, Africa,
more »

Or, initiate a search by geographic location,
subject keywords, journal, or institution

Journal

Ecology and Evolution, PLOS
ONE, Molecular Ecology,
Evolution, Royal Society Open
Science, Proceedings of the Royal
Society B: Biological Sciences,
Proceedings of the Royal Society
B, Journal of Evolutionary Biology,
The American Naturalist, more »

Subject keyword

Holocene, Anthropocene,
Coevolution, Life History
Evolution, trade-offs, Inbreeding,
Mate choice, present, Homo
Sapiens, more »

Institution

University of California, Davis,
French National Centre for
Scientific Research, University of
California, Berkeley, University of
Oxford, Cornell University,
University of British Columbia,
Chinese Academy of Sciences,
University of Florida, University

)

&

of Washington, more »



%3 DRYAD
Search & browse

Additional options
available to further
refine search results by
file extension and
funder

/

-

Start Over [Institution

University of California, Berkeley | %

Limit your search

Subject keyword >
Geographical Location >
Journal >
Institution v
University of California, 776
Berkeley %
University of California, 48
Davis
University of California 30
System
Cornell University 20
Stanford University 19
University of Florida 19
University of Minnesota 17
University of Washington 17
more »
File Extension >
Funder >

«Previous | 1-10 of 776 | Next >

1. 2015/16 El Nifo increased water demand and pushed
plants from a Mesic tropical montane grassland
beyond their hydraulic safety limits

2. 2023 California Community Water System
institutional type update

3. 2D attenuation model of Long Valley (CA) s
4. 3D attenuation model of Long Valley Caldera (CA) €5

5. 3D microCT of lithium metal battery after charge and
discharge

6. 5-species MHD study of Martian proton loss and
source

7. A Bayesian method of evaluating discomfort due to
glare: The effect of order bias from a large glare source

8. A fast machine-learning-guided primer design pipeline
for selective whole genome amplification

9. A global phylogenomic study of the Thelypteridaceae

10. A highly contiguous genome assembly for the
California quail (Callipepla californica)

«Previous Next>2 3|/4]|5

»

»

77



% DRYAD Search &browse e

Improvements in planning:

Provide more robust search options on Dryad site, include additional
filters

Offer search option by date, sort option
Clean-up: remove ISSNs as titles, etc.
Allow discoverability of Research Areas from metadata drop-down

Boolean search functionality

)

Pl

&;



:figshare

Search & browse:
publication year
faceted search

Figshare is adding publication year
faceted search in August 2023.
https:/figshare.com/search/new

Date posted v

Posted last week

Posted last month

Posted last year

Start date End date

dd.mm.yyyy to dd.mm.yyyy

Item type

[] Book (65)
[
(

| Chapter (30)
| Composition (225)

[] Conference Contribution (98)
("] Figure (1023)

show more

Publication year
(] 2035
(] 2034
(] 2033
(] 2032

(] 2031

show more

Source
("] figshare.com (65)
("] Academic Institution (30)

("] Academic Publisher (223)

Publication years X

search for years Q

2029
[]2028
[[] 2027
] 2026
] 2025
(] 2024
[]2023
(12022
] 2021
[]2020
] 2019
["]2018
(] 2017
[ 2016
[]2015
[]2014
[]2013
[]2012
(] 2011

"] 2010

Charged Polymers

 Charged Polymers
128.10.2018 in Clinical and

or bifunctional
tygen and hydrogen
128.10.2018 in Clinical and

1 Charged Polymers

14

1ips among six
with data

1

Charged Polymers

»



https://figshare.com/search/new

Search & browse: Filtering by funder

health sciences

(Funder (1/20 selected)
[] Arts and Humanities Research ... (10,679)
United States Department of Hea... (2,485)
[] Engineering and Physical Scienc... (2,060)
[] National Institute of General Medic... (353)
[ Biotechnology and Biological Scien... (338)

show more

@ Select your filters and press "apply’ to see
your results.

Apply filters Reset
. J

About

Features Tools

Browse Search on figshare...

2,485 results found

Lightweight data engineering,
tools, and approaches to facilitate
data reuse and data science

Lightweight data engineering,
tools, and software to

facilitate data reuse and da...
Presentation posted on 2019-05-16

Sean Davis

Knowledge

Contact | Help

Privacy Policy

Q Login Sign up

X Q

Need help? + Follow this search

Associations of exposure to
perfluoroalkyl substances

with thyroid hormone ...
Journal contribution posted on 2019-
09-16

Temporal Dietary and
Physical Activity Patterns are

Associated with Obesity
Thesis posted on 2020-05-01 in
Purdue University Graduate School

Marah M Ageel v

Christina Xiao v Y Hide footer

Cookie Policy | Terms Sitemap

Figshare added funder as a search facet in May 2023.



AR, MENDELEY DATA Search, browse, and sort

Users can filter by Publication
Year using the slider feature or
manual date entry

Publication date may also be
sorted in order by newest to
oldest, or based on relevance

Filter Results

PUBLISHED DATE

1970

1970

From
1970

To
2023

Sort by

Most relevant

Newest
Oldest

Most relevant

e



SR, MENDELEY DATA Search & browse: filter by content type

Filter by content type by
checking the desired
check-box. Number in
parentheses (#) indicates
number of items
identified for each type
based upon the search
criteria.

This feature was incorporated into
Mendeley prior to the GREI project.

From To
1970 2023
DATATYPES

[ Dataset (60)

[] Collection (18)

] Image (15)

[] Tabular Data (11)
[] Document (10)

[ Text(8)

] Other (4)

] Software/Code (4)
] Interactive Resource (3)
[ Slides (3)

[ File Set (2)

[ Sequencing Data (1)

ALD VA 1 1Y IO 1IN AU U IS Cal CHUICIWatoiiia wain Do uassinieu as pi
is still controversial whether there is an association between the type of cholesteatoma ai
association between hearing loss and the type of acquired cholesteatoma, and the status
historical cohort study involving patients diagnosed with acquired cholesteatoma who wi
bone gaps and the status of the ossicular chain were analyzed for both types of choleste:

Dataset

Export: APA BibTeX DataCite RIS

Hearing loss assessment in primary and secondary acquired cholesteatoma,

Olsen, Julia Maria, Ribeiro, Fernando de Andrade Quintanilha, Yasui, Mariana Mieko Me
Published 1 January 2022 | figshare Academic Research System

ABSTRACT INTRODUCTION: Acquired middle ear cholesteatoma can be classified as pr
is still controversial whether there is an association between the type of cholesteatoma ai
association between hearing loss and the type of acquired cholesteatoma, and the status
historical cohort study involving patients diagnosed with acquired cholesteatoma who w
bone gaps and the status of the ossicular chain were analyzed for both types of choleste:

Dataset

Export: APA BibTeX DataCite RIS

s



Search & browse: Coming soon!

My Projects ~ Search  Support \ate @ Ash Shairzay~

Search OSF

6,755,825 Results All ltems  Projects Registrations Preprints Files Users Created date, newest v

B New search experience

PROJECT v

Date Created ) releaSing mid_AUgUSt!

Adults’ perspectives on young children’s use of digital technology: A systematic

Funder ~ : . . Loy
review of questionnaires used and findings
National Science Foundation

Charlotte Lund Rasmussen, Amber Beynon, Sarah Stearne, and 10 more

McCormick Foundation 72
Date created: 2023-03-15 06:48 PM | Last edited: 2023-03-15 06:48 PM

Open Science Foundation . N
Context. Consectetur adipiscing elit. Aliquam at porttitor sem. Aliquam erat volutpat. Donec placerat nisl magna, et

Funder name faucibus arcu condimentum sed. Lorem ipsum dolor sit amet, consectetur adipiscing elit...
Funder name ' Learn more at:
Funder name
°
o s V https://help.osf.io/
Funder name ¢ ¢ ‘

Replication of Anger Damns the Innocent at BYU-I Winter 2023

F r nar
Funder name Kayla Havens, Emma Jones, Kelsey O'Neal, and 2 more

Funder name Date created: 2023-03-15 06:48 PM | Last edited: 2023-03-15 06:48 PM

See more Context. Consectetur adipiscing elit. Aliquam at porttitor sem. Aliquam erat volutpat. Donec placerat nisl magna, et
faucibus arcu condimentum sed. Lorem ipsum dolor sit amet, consectetur adipiscing elit...
s e Open Practice Resources
() Data (&) AnalyticCode [@) Materials [B) Papers Supplements
License v z , -}
Resource Type b
PREPRINT v
Collection h
Genetics and Education: Recent developments in the context of an ugly history
Institution e and an uncertain future
Daphne Martschenko, Sam Trejo, Ben Domingue
Registry s

Date created: 2023-03-15 06:48 PM | Last edited: 2023-03-15 06:48 PM

Context. Consectetur adipiscing elit. Aliquam at porttitor sem. Aliquam erat volutpat. Donec placerat nisl magna, et
faucibus arcu condimentum sed. Lorem ipsum dolor sit amet, consectetur adipiscing elit...



https://help.osf.io/

Search & browse—ability to search via NIH

<

&«

1 X

@ ¥ B O® O =

@ vivi

archwivliorg/porta
News & Events Resources  Find Studles

Members

C
F_ N
. - . L
wmaey Home About
EHQUIRY GUICK STUDY LOX r @ 1Y
We are committed to advancing the knowledge around the COVID-19 pandemic

Share trials Search for trials

KEYWORD SEARCH

COoVvID-19
SPONSOR INFORMATION N ocaTion START DATE
From

SPONSCR TYPE

STUDY DESIGN
NTER STUDIES
Select Multiple
Sele
END DATE

From

Jltiple

STUDY PHASE

Select Multiple

234PM

& a
Al RNE s

e $ O

oo ®s @

2 :vz;:ltycltlxxniy BB Q search
Search and browse with the sponsor type allowing for NIH studies (metadata provided by clinicaltrials.gov)

=% Vivli

CENTER FOR GLOBAL CLINICAL RESEARCH DATA



=% Vivli Search & browse —filters-start and end date and by sponsor

CENTER FOR GLOBAL CLINICAL RESEARCH DATA

Phase IB/Il Open-label Single Arm Study to Evaluate Safety and Efficacy of Tucatinib in Combination With Palbociclib and Letrozole in Subjects With Hormone Receptor Positive and HER2-positive Metastatic Breast Cancer

Phase IB/Il Open-label Single Arm Study to Evaluate Safety and Efficacy of Tucatinib in Combination With Palbociclib and Letrozole in Subjects With Hormone Receptor Positive and HER2-positive Metastatic Breast
Cancer
NCT03054363 | 16-1681.cc View Study Details

Breast Cancer
Tucstinib in Combination with Palbociclib and Letrozole {Ssfety Cohort), Tucstinib in Combinstion with Pslbociclib and Letrozole a2

Phase 1/Phsse 2

SAMPLE SIZE

LOCATION

END DATE




Search & browse — access right, file type, keyword, and other fields

¥ Allversions

Access Right

() Open (429)
[ Restricted (17)
[ Closed (5)

File Type

[ Pdf (298)
OZip (69)
[ Docx (13)
06z (13)
[CcCsv(12)
OTxt(11)
O Xisx (9)
O Meta (7)
OPng (6)
CMd (5)

& kristiholmes@gmail.com

Found 8 results. - . E Sort by:
Most recent %

|asc. v

.o 20202100 Lowce | opn s | —

Data and materials for "The Consequences of Data Dispersion in Genomics: A Comparative
Analysis of Data Sources for Precision Medicine" manuscript"

(® Garcia S.; (» Costa;

Data and sripts for the "The Consequences of Data Dispersion in Genomics: A Comparative Analysis of Data Sources for Precision
Medicine" manuscript" manuscript, sent to BMC Bioinformatics

Uploaded on December 20, 2022

ocober 25 2022 1.0 Daase [ opniccess view
MIMESIS Paper Supplementary Dataset
( Romagnoli Dario; () Benelli Matteo;

This repository contains the code to perform all the analyses and the data generated by the author of the MiMeSis paper (Romagnoli et al.,
submitted).

Uploaded on October 28, 2022

[ Sptembe 25,2022 1) | Diae | Opo cces view
Interpretable Al for drug response prediction
Li, Yihui; Hostallero, David; Emad, Amin;

This dataset contains input data needed to run the models evaluated in our study “Interpretable deep learning architectures for improving
drug response prediction: myth or reality?". The data required to run each model is organized into sub-folders, with the folder name being
the correspon

Uploaded on September 28, 2022

[{A18:2020 )] Dotaset | Rosircied Access View

Dataset related to case report article "Gabapentin treatment in a patient with KCNQ2 developmental
epileptic encephalopathy.”

(& Freri, Elena; (9 Granata, Tiziana; Ragona, Francesca;

Keywords

Precision Medicine (27)
[ Bioinformatics (9)

() Machine Learning (9)

[ Biodiversity (8)

[ Taxonomy (8)

Machine Learning (7)

[ Personalized Medicine (6)
([ Artificial Intelligence (5)
([ Bioinformatics (5)

JcovID-19 (5)

Type

[ Publication (281) +
Dataset (69)

[ Software (42)

([ Presentation (19)
[ Poster (17)
[CJother (12)

[ Image (7) +

[ Video (4)

Refinement available across a wide range of fields https://help.zenodo.org/guides/search/, including all fields

(e.g. funder, ORCID, datetime and ranges, and affiliation) identifier schemes, relations, and contributor types. Fqﬂ;\)?l

(1t


https://help.zenodo.org/guides/search/

Search & browse — search guide

About Blog Help Projects Deyvj

Fields reference

Help FAQ Guides

The table below lists the data type of each field. Below is a quick description of what each data type means and what is

« string: Field does not require exact match (example field: title).
« string (exact): Field requires exact match (example field: doi ).

Sea rC h g U I d e « CV: Controlled vocabularies are similar to "string (exact)" but takes only a specific list of values.

« integer: A number (range queries possible).
This guide explains how to perform advanced search queries on Zenodo using easy to understand examples: « datetime: An ISO8601 date or datetime, e.g. 2017-12-31 (range queries possible).

 boolean: true or false.

Simple search (one or multiple terms)

Field name Type Notes
Example: open science access_conditions string
access_right cv See "Access rights (CV)" below.
Results will match records with the terms open or science in any field. Note that stemming is applied so e.g. science will also match sciences . Search results are ranked acc T TES ’
) . alternate.identifier string (exact)
toanialgortihmithatitakes your query terms into account: alternate.scheme cv See "ldentifier schemes (CV)" below.
You can require presence of both terms using either the + or AND operator: communities string (exact)ldentifier of community.
i . conceptdoi string (exact)Related to DOI versioning.
Examples: +open +science or open AND science contributors.\x string Contributors name, affiliation, type and ORCID
You can require absence of one or more terms using either the - or NOT operator: contributors.affiliation string
contributors.name string
Examples: -open +science or NOT open AND science Tontribio o e string (exact)
contributors.type cv See “Contributor types (CV)" below.
Phrase search created datetime  Creation timestamp of record in Zenodo.
Example: "open science" SIERIACS.\* string
creators.affiliation string
Results will match records with the phrase open science in any field. creators.name string
creators.orcid string (exact)
Field search description string
doi string (exact)
Example: title:open embargodate datetime
Results will match records with the term open in the field title . If you want to search for multiple terms in the title you must group the terms using parenthesis: filecount integer Number of files in record.
filename string (exact)
Example: title: (open science) filetype string (exact)File extension (e.g. pdf ).
See the field reference below for the full list of fields you can search. grants.\* string
grants.acronym string
Combined simple, phrase or field search aramsscode i {exect)
o grants. funder.\x string

Refinement available across a wide range of fields https://help.zenodo.org/guides/search/, including all fields
(e.g. funder, ORCID, datetime and ranges, and affiliation) identifier schemes, relations, and contributor types.
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Common Metadata Elements Across Repositories



Common metadata elements across repositories

GREI Metadata and Search Subcommittee:
Recommendations from DataCite schema version 4.4

Version 01: Last updated 2023-06-29

Overview

One goal of GREI is to support interoperability and discovery of datasets across repositories by
establishing common metadata standards for the generalist repositories. Having focused on an
agreed standard, the DataCite Metadata Schema 4.4, the GREI Metadata and Search
subcommittee has set its Year 2 goal for repositories to build on their existing work on metadata
for research datasets. Focusing on a few high-level use cases for data sharing and searching
allowed the group to move forward to identify specific metadata beyond the DataCite required
properties metadata that would meet the needs of those use cases.

With the inclusion of DataCite as a GREI stakeholder, more opportunities have been reviewed
to now provide a recommendation to the GREI repositories to add additional metadata fields
and enhance the quality of the metadata being provided. The subcommittee has continued
having detailed discussions ensuring that GREI repositories collect and provide metadata in a
way that is useful to all stakeholders.

With this in mind, the GREI Metadata and Search subcommittee has created this
recommendation to strongly encourage that each repository member collect the following
metadata to support the generalist repository use cases for sharing, discovering and tracking
the impact of data.

We also hope this common metadata schema will be useful for data repositories beyond GREI
to improve interoperability across data repositories and across the NIH data landscape.

Recommendation

The document lists strongly encouraged metadata to be collected by each GREI repository in
alignment with the metadata collected by DataCite’s optional metadata properties. Where
applicable, the values and vocabularies that repositories are encouraged to use have also been

ravinuind bis bha aithanmmitban and inaliidad in tha raaammnandatinas

Curtin, Lisa; Feri, Lorenzo; Gautier, Julian;
Gonzales, Sara; Gueguen, Gretchen; Scherer,
David; Scherle, Ryan; Stathis, Kelly; Van Gulick,
Ana, & Wood, Julie. (2023).

GREI| Metadata and Search Subcommittee
Recommendations V01 2023-06-29. Zenodo.
https://doi.org/10.5281/zenodo.8101957

DOI 10.5281/zenodo.8101957


https://doi.org/10.5281/zenodo.8101956
https://doi.org/10.5281/zenodo.8101956
https://doi.org/10.5281/zenodo.8101956
https://doi.org/10.5281/zenodo.8101956

Common metadata elements across repositories

Implement
Best Practices

Support
Discovery of

for Data

NIH-Funded

Repositories Data Adopt B As an NIH-funded researcher, | want to select a repository to share my data, so that | can
Commit to Consistent | comply with my data management and sharing plan and the conditions of my grant.
“Coopetition” Metadata

~ Models /

As a researcher, | want to find research data of interest so that | can validate findings, reuse
data, and build on work within my discipline.

= As an institution, | want to report on all datasets from my institution, so that | can ensure
= s B v
compliance of research data sharing and management plan commitments by our
researchers.

Conduct Facilitate

QA/QC

Outreach

Li > As a funder from a specific NIH institute or in general, | want to find datasets we have
— funded, so that | can report on compliance with policies, and track impact of research funding
and usage of data.
Prepare Connect
Training -
. Digital
Materials 8

Objects

Implement Catalog
Open Use Cases
Metrics Supported



@ DataCite

A persistent identifier (PID) is a unique, long-lasting
reference to an entity.

| :dﬁ https://datadryad.org/stash/dataset/

https://doi.org/10.5061/dryad.708gr doi:10.5061/dryad.708gr
foogy e
Special URL that is registered in a known Always points to the same resource
system, like DOI, ORCID or ROR (or a metadata representation)

A



Example: Dataset DOI - Harvard Dataverse

https.//doi.org/10.7910/DVN/DEAZAQ

N

https./dataverse.harvard.edu/dataset xhtml?p
ersistentld=doi:10.7910/DVN/DEAZAQ

@ DataCite

w HARVARD Add Data ~ Search ~ About User Guide Support Sign Up Log In
Dataverse

Harvard Dataverse >

Replication Data for: The profile of research on Long-

Covid: A survey
 version 20 |

Contact Owner Share

Ren, Feng, 2022, *Replication Data for: The profile of research on
Long-Covid: A survey”, https://doi.org/10.7910/DVN/DEAZAQ, Harvard
Dataverse, V2

Dataset Metrics ©

Cite Dataset ~ Learn about Data Citation Standards.
0 Downloads ©

Description ©

The file contains raw data,data processing results, various data inspection results and a variety
of estimation results. (2022-12-28)

Subject O
Social Sciences

License/Data Use Agreement

Files Metadata Terms Versions

2 Export Metadata ~

Citation Metadata A

Persistent Identifier © doi:10.7910/DVN/DEAZAQ

Publication Date ©) 2022-12-27
Title © Replication Data for: The profile of research on Long-Covid: A survey
Author © Ren, Feng (China University of Petroleum (East China))

Point of Contact © Use email button above to contact

Ren, Feng (China University of Petroleum (East China))

estimation resuits. (2022-12-28)

Subject © Social Sciences f & |
Depositor © Ren, Feng &V

Deposit Date © 2022-12-27

Description © The file contains raw data,data processing results, various data inspection results and a variety of ﬂ



How Recommendations Align to DataCite Metadata

We chose the DataCite metadata schema because:

All GREI repositories already use it
to register DOls

It's domain agnostic

DataCite already collaborates closely
with GREI

Other services rely on metadata
expressed in DataCite’'s schema,
including metadata aggregators and
DataCite's own Event Data service

The GREI Metadata Recommendations
highlight specific properties from the
DataCite Metadata Schema (v4.4), beyond
the minimum required fields.
Repositories are encouraged to
incorporate these properties in their
metadata or identify a local equivalent
field.

o For example, an “Author Identifier”
field may be mapped to the
DataCite “nameldentifier”
sub-property of “Creator”.

When registering a DOI with DataCite,
recommended properties should be
included in the DataCite DOI metadata.




How Recommendations Align to DataCite Metadata

As a funder from a specific NIH institute or
in general, | want to find

, so that | can report on compliance
with policies, and track impact of research
funding and usage of data.

As a funder from a specific NIH institute
or in general, | want to find datasets we
have funded, so that | can report on
compliance with policies, and track
impact of research funding and usage of
data.

So repositories need to collect information about who funded the
research that produced the dataset

So repositories need to collect information about other

19

FundingReference

191

funderName

19.2

funderldentifier

Use IDs from the CrossRef’s Funder Registry or
from ROR.

19.2.a

funderldentifierType

Select “Crossref Funder ID” or “ROR” from
DataCite’s controlled list.

19.2b

schemeURI

Use
https://www.crossref.org/services/funder-registry/ or
https://ror.org/

19.3

awardNumber

19.3.a

awardURI

research that cited and used the data MAKE
DATA
COUNT
12 Relatedldentifier
12.a relatedldentifierType Use controlled list values from DataCite.
12.b relationType Use controlled list values from DataCite.
12.f resourceTypeGeneral Use controlled list values from DataCite.

[\
A

)

€



Example - search for datasets - DRYAD
e

Explore data ‘ Search
j D R YA D Whoweare | Whatwedo | Joinus | Helpv \ Datasets ¥ \ Log
<«— New dashboard available

Dataset funder dashboard

Limit to For dates

Partnerinstitution:‘ Institution v Date type:| Embargo/publication v‘ \X/|th Optlon to export
Funder:| National Institute Start date: ’W reS U LtS | n CS\/ fo r m at

to

Title, Authors, DOI, Funder.
End date:) mm/dd/ [m] ’ ) 4 ’
my_o] Award, First submitted, Embargoed,

Submi R .
ubmit eset Published

Title 11 Authors 1! pol ! Funder 1! Award Tl Submitted 1) | Embargoed T} | Published 1)
B-cell-specific Attie; Cardone; de Klerk; 10.5061/dryad.bcc2fqzcw | National RO1DK101573 08/16/2021 05/11/2022
deletion of Zfp148 Emfinger; Foster; Gygi; Hebrok; Institute of - O
improves nutrient- Keller; Kendziorski; Kibbey; Diabetes and Home Insert PageLayout Formuilas
stimulated B-cell Le}Nandowskl, Liu; Merrins; i D}gestlvg and ] T —— sy A = — S = reston + §F] aroup
Ca2+ responses Mitok; Paulo; Perales; Rabaglia; Kidney Diseases \/ o)y promert @ [(‘é » [ vy i - gz ETACIR p Data Validation j "
. roperties eapply = - 4| ungrou
Schueler; Simonett; Stapleton; GetExternal  Refresh Stocks  Currencies 7, sort Fiter _ Textto ;| Remove Duplicates |} Consolidate What-lf
Data Al Edit Links Vo Advanced  columns | - Analysis = | subtote
Wang; Yu
1@ Activate Microsoft 365 to Create and Edit Activate Microsoft 365 to Create and Edit
B-cell-specific Attie; Cardone; de Klerk; 10.5061/dryad.bcc2fqzew | National R( 8 a £
v
deletion of Zfp148 Emfinger: Foster: Gvgi: Hebrok: Institute of
- A B (5 D E F G H |

1 Title Authors pol Funder Funder id Award First submitted Embargoed Published

2 Data from: Age-at-injury Green; Murphy; Ortiz; Ro 10.5061/dryad.5tb2rbpdr National Institute of Neu http://dx.doi.org/10.130: R21NS120022 08/25/2021 06:01:03 UTC 01/01/2022 00:00:00 UTC

3 Data from: Use of an exc Bowers; Carper; Muchon: 10.5061/dryad.7pvmevdx National Institute of Gen http://dx.d 12/26/2022 20:25:59 UTC 01/01/2023 00:00:00 UTC

4 Quantitative analysis of < Lerit; Ryder 10.5061/dryad.h70rwdg National Institute of Gen http://dx.d 07/06/2020 21:30:03 UTC 01/02/2021 00:00:00 UTC

5 Quantitative analysis of  Lerit; Ryder 10.5061/dryad.h70rxwdg National Institute of Gen http://dx.d: 07/06/2020 21:30:03 UTC 01/02/2021 00:00:00 UTC

6 Quantitative analysis of < Lerit; Ryder 10.5061/dryad.h70rxwdg National Heart, Lung, anc http://dx.d 07/06/2020 21:30:03 UTC

7 Trans-specific polymorph Lively; Million 10.5061/dryad.t76hdr82t Eunice Kennedy Shriver N http://dx.doi. 12/09/2021 01:41:04 UTC

8 | Data from: Total synthes Adamson; Darzi; Donalds 10.5068/D1Q38N National Institute of Gen http://dx.doi.org/10.13039/100000057 10/19/2022 04 UTC

9 04 UTC

Summary statistics from Ambati; Faraco; Hallmay: 10.5061/dryad.kd51c5b9l National Institutes of He: http://dx.doi.org/10.130: NIH-23724 10/29/2022 0




Example - search for datasets - Figshare

DataCite Commons

Publication Year

2023

Work Type

Dataset

License

0O cc-BY-4.0

Field of Science

Biological sciences
O Health sciences
O Chemical sciences
O Mathematics

Registration Agency

O DataCite

NN A BN

(@ DataCite

tuberculosis Q Pages ~ Support =) Sign In

B Works ¥ pPeople 1T Organizations £ Repositories

4 Works

Accuracy of the InnowaveDX MTB/RIF test for detection of Mycobacterium tuberculosis and

rifampicin resistance: a prospective multicentre study

Yunfeng Deng, Zichun Ma, Biyi Su, Guanghong Bai, Jianhua Pan, Quan Wang, Long Cai, Yanhua Song, Yuanyuan Shang, Pinyun Ma, Jing
Li, Qianxuan Zhou, Gulibike Mulati, Dapeng Fan, Shanshan Li, Yaoju Tan & Yu Pang

Dataset published 2023 in figshare Academic Research System

Early and accurate diagnosis of tuberculosis (TB) is necessary to initiate proper therapy for the benefit of the patients and to prevent
disease transmission in the community. In this study, we developed the InnowaveDX MTB/RIF (InnowaveDX) to detect Mycobacterium
tuberculosis (MTB) and rifampicin resistance simultaneously. A prospective multicentre study was conducted to evaluate the diagnostic
performance of InnowaveDX for the detection MTB in sputum samples as compared with Xpert and culture. The calculated limit of
detection (LOD) for InnowaveDX was 9.6 CFU/ml for TB detection and 374.9 CFU/ml for RIF susceptibility. None of the other bacteria
tested produced signals that fulfilled the positive TB criteria, demonstrating a species-specificity of InnowaveDX. Then 951 individuals
were enrolled at 7 hospitals, of which 607 were definite TB cases with positive culture and/or Xpert results, including 354 smear-
positive and 253 smear-negative cases. InnowaveDX sensitivity was 92.7% versus bacteriologically TB standard. Further follow-up
revealed that 61 (91.0%) out of 67 false-positive patients with no bacteriological evidence met the criteria of clinically diagnosed TB.
Among 125 RIF-resistant TB patients diagnosed by Xpert, 108 cases were correctly identified by InnowaveDX, yielding a sensitivity of
86.4%. Additionally, the proportion of very low bacterial load in the discordant susceptibility group was significantly higher than in the
concordant susceptibility group (P =0.029). To conclude, we have developed a novel molecular diagnostic with promising detection
capabilities of TB and RIF susceptibility. In addition, the discordant RIF susceptibility results between InnowaveDX and Xpert are more
frequently observed in samples with very low bacterial load.

DOI registered January 2, 2023 via DataCite.

®©®
[ Datasetj( Biological sciences] [ Mathematicsj[ Health sciences j \

ol https://doi.org/10.6084/m9.figshare.21804085 a




Example - search for datasets - OSF

OSFHOME - My Projects ~ Search  Support € etchen Gueguen v

SGa rCh OS F Enter search term(s) here

31 results All Projects Registrations Preprints Files Users
Refine
PROJECT
Funder: Deutsche Forschungsgemeinschaft  x Development of a dynamic loudness model including perceptual weights (Entwicklung
eines dynamischen Lautheitsmodells mit perzeptiven Gewichten) - (DFG grants OB 346/6-1
Date created - and VE 373/2-1)
Funder = Alexander Fischenich , Jesko Verhey , Daniel Oberfeld , and Jan Hots
Date created: 2022-02-08 | Date modified: 2023-07-04
Subject -
License -
Resource type = PROJECT N
JournalArticle 6 o eniiwt 5 B 2 o B
Does teachers’ spirituality make a difference? The explanatory value of spirituality and
Dataset 5 religiosity for teachers’ professional beliefs on teaching and learning
Collection 1 Alexander Christ, Nastja Hausler , Stephan Kroner , and Marcus Penthin
ConferenceProceeding 1 Date created: 2019-11-26 | Date modified: 2023-06-11
Software 1
Provider -

PROJECT
Characterization of the planarian surface electroencephalogram
Jannes Freiberg , Julian Keil , and Christian Kaernbach

Date created: 2023-04-15 | Date modified: 2023-04-21




Discussion Question

~N

What types of data are you sharing?
What are your data repository needs?



Examples of NIH Intramural Research
Shared in GREI Repositories
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i DRYAD

Repository features that meet NIH requirements

https://doi.or:
DRYAD

10.5061/dryad.w3r2280w6

s |

Whoweare | Whatwedo | joinus | Helpw | Datasets~ | Logout

—e

Data from: An adaptive biomolecular condensation
response is conserved across environmentally divergent
species

@————  Keyport Kik, Samantha, University of Chicago,
Christopher, Dana, University of Chicago

All authors can connect their ORCID iDs

Glauninger, Hendrik, University of Chicago
Wang Hickemell, Caitiin, University of Chicago
Bard, Jared, University of Chicago

Ford, Michael, MS Bioworks*

Sosnick, Tobin, University of Chicago
Drummond, D. Allan, University of Chicago

DOI assigned upon submission, does not change

smkeyport@gmail.com, dchristopher3@uchicago.edu,
Hendrik Glauninger@uchicagomedicine.org, hicago.edu, | e
mford@msbioworks.com, trsosnic@uchicago.edu, dadrummond@uchicago.edu

Published Aug 22, 2023 on Dryad. https:/doiorg/10.5061/dryad.w3r2280wé

Optional usage notes to help ensure ease of access &
understanding

Cite this dataset B

Keyport Kik, Ssmantha et al. (2023). Data from: An adaptive biomolecular condensation response is
served i verg ies [Dataset] Dryad.

hitpsiidoi org/10.5061/drysd w3r22B0w6

Funder & award details, searchable on the site

Search, browse, & explore datasets Abstract

Cells must sense and respond to sudden ive envi hangy survive

and thrive. Across eukaryotes, stresses such as heat shock trigger conserved responses: growth srrest,

Data package available for download with option to upload L s rmesl it Lkl
new versions, README is required b, cscshiseeionsaro e e

evolutionary conservation and tuning, and its integration into other well-studied aspects of the stress
response. Using three marphologically near-identical budding yeast species sdapted to different
thermal environments and diverged by up to 100 million years, we show that proteome-scale

Links to preprint and supplemental info hosted on Zenodo; fon s tned o species specifc hermaliches, dosely racking comesgonding
can alSO llnk tO Data Mgmt Plan, related I’eseal’ch, etc. growth and transcriptional respanses. in each species, poly(A)-binding protein—a core marker of stress

‘granules—condenses in iselation at species-specific temperatures, with conserved molecular features
and i iges modulating ion. From gical to the molecular scale. our
results revesl previously isted levels of selection in the eukaryotic stress
response, while establishing & rich, tractable system for further inguiry

Metrics! Track views, downloads, and citations

Usage notes

-
Seven folders contain raw and processed data as well as R o Python seripts to preduce the figures in

Subject keywords (aid in discoverability); minimum 3 thepapec

keywords required Funding

National Institute of General Medical Sciences, Award: GM144278

National Institute of General Medical Sciences, Award: GM127406

CCO license required for all data hosted by Dryad permits
unrestricted reuse, alternate license can be selected for
Zenodo software files, supplemental files are CCBY

@ National Institute of General Medicsl Sciences, Award: ROL GMOS5694
National Institute of General Medical Sciences, Award: R35 GM14833
National Institute of General Medical Sciences, Award: T32 GM007197-43
National Institute of Environmental Health Sciences, Award: F31 ES032337-

Helen Hay Whitney Foundation

Data files

¥ Download dataset

> Aug22,2023

* changes not displayed to the public

Related works

Preprint
hitpsi/doi.erg/10.1101/2023.07.28.551061

Supplemental information
hitpsiidoiong/10.5281/2en0de.8192760

DHhOoB0W

<@ 5views
é 0 downloads

£ 0citations

Subject keywords

Flow eytometry

Mass spectrometry

Biolagical sciences

dynamic light scattering
hydrogen-deuterium exchange
K marxianus

RNA-seq

S. cerevisise

S. kudriavzevii

This work is licensed under 8 CCO 1.0 Universal
{CCO 1.0) Public Domain Dedication license.

©EE

‘
@
‘

s


https://doi.org/10.5061/dryad.w3r2280w6

Use case: supplemental data

Zenodo supports
preservation and sharing
of awide range of digital

assets, including datasets,

images, software, video
and audio files, and more
directly from
https://zenodo.org/.

Zenodo.org will be unavailable for 2 hours on September 29th from 06:00-08:00 UTC. See announcement.

August 22,2023

Data from: An adaptive biomolecular
condensation response is conserved across
environmentally divergent species

 Keyport Kik, Samantha; Christopher, Dana; Glauninger, Hendrik; Wong Hickernell, Caitiin; Bard, Jared; Ford, Michael;

Sosnick, Tobin; Drummond, D. Allan

Cells must sense and respond to sudden

survive and thrive. Across

eukaryotes, stresses such as heat shock trigger conserved responses: growth arrest, a specific transcriptional response,
and biomolecular condensation of protein and mRNA into structures known as stress granules under severe stress. The

formation dapti and even

of these condensed

structures tic. Here we provide an

jiew into its

conservation an tuning, and s ntegration inta ther wellstudied aspects of the sireas response. Using three
morphologially neardential budding yeastspecies adapted t diferent thermal environmens and diverged by up 0 100

million years, we show that pr

is tuned to sp pecific thermal niches, closely

tracking corresponding growth and transcriptional responses. In each species, poly(A)-binding protein—a core marker of
stress granules—condenses in isolation at species-specific temperatures, with conserved molecular features and
conformational changes modulating condensation. From the ecological to the molecular scale, our results reveal

previously levels of
tractable system for further inquiy.

selection in the eukaryotic stress response, while establishing a rich,

Seven folders contain raw and processed data as well as R or Python scripts to produce the figures in the paper.

Funding provided by: National Institute of General Medical Sciences
Crossref Funder Registry ID: http://dxdoi.org/10.13039/100000057

Award Number: GM144278

Funding provided by: National Institute of General Medical Sciences
Crossref Funder Registry ID: http://dx.doi.org/10.13039/100000057

Award Number: GM127406

Funding provided by: National Institute of General Medical Sciences
rncerat Eviniar Danistr I hitnliry Ani A/ 13030/1ANNANNG7

s

v
some
158
e
12aue
- Digstzang 2718
Fles w431 v
Name size
iysvgs 20230817 2 37M8 @ e | & vt
S A1 A0 ©
supp-ies 2073081770 saake. | & ookt

Y

- P

3 0

@ views & downloads

See more details.

Part of \

O

DRYAD

indexed in

OpenAlRE

Publication date:
August 22,2023

Dol
DOI ' 10.5281/2en0do.8192760

Siences
6
Related identifiers:
Cited by
b 10.1101/2023.07.28.551061
Derived from
10.5061/dryad w3r2280w6
Communities:
v Dryad
(Z Creative Commons Attribution 4.0 International
r

Y| o -

Whoweare | Whatwedo | joinus | Help~ | Dstsets~ | Logout

DRYAD

Data from: An adaptive biomolecular condensation
response is conserved across environmentally divergent
species

3 Downlosd dataset

Keyport Kik, Samantha, University of Chicago, © > Awg22.2023

Christophes, Dana, University of Chicago e R Rtk

Glauninger, Hendrik, University of Chicago
Wong Hickemell, Caitin, University of Chicago

8ard, Jared, University of Chicago

Ford, Michael, MS Bloworks*

Sosnick, Tobin, University of Chicago

Drummond, D. Allan, Unlversity of Chicago
smkeyport@gmallcom, dchristopher3@uchicago.edu,

Preprint
hutps/idoliorg/10.11_01/2023.07.28.551061

Supplemental information

<idoi 0rg/10.528 1/ 2enode 8192760

Published Aug 22, 2023 on Dryad. hitps:/idoiorg/10.5061/dryad w3r2280w6

Cite this dataset &

Keyport Kik, Ssmantha et sl (2023). Data
" orysd
o idoiorg/ 10,5061 drysd w3i2280w6
Metrics
Abstract
@ 5views
nd thei shock & 0downloads
£8) 0 citations
enigmatic

4§ i 2 the stress
response. Usi 5 s Subject keywor

Flow cytometry

N Inesch Mass spectiometry
features.

# = dynamic ight scattering
esponse, while stsblishingaich, tractabl sytem orfuther inquiry hydrogen-deuterium exchange
Usage notes v

o i S coreviine
thepaper. Erw—
Funding

nse

Award: GM12740¢

This work i licensed under a CCO 10 Universal

v ROL OS5 E94 {€€0 1.0) Public Domain Dedication fiense.

Award

Award: F31ES032337-

Helen Hay Whitney Foundation

Data from: An adaptive biomolecular
condensation response is conserved across
environmentally divergent species. Zenodo.
https://doi.org/10.5281/zenodo.8192760

=


https://doi.org/10.5281/zenodo.8192760
https://zenodo.org/

M Mendeley Data

Mendeley Data Case Study 1:

Whole genome sequence data of Leptospira weilii and
o Leptospira Leptospira kirschneri isolated from human
Providing Steps to Reproduce a Dataset  subjects Sri Lanka

Published: 13 June 2023 | Version 1 | DOI: 10.17632/3f8tvpw348.1
Contributors: Indika Rathnabahu, Dinesha Jayasundara, Janith Warnasekara, Micheal Matthias, Joseph M. Vinetz, Suneth Agampodi

Steps to reproduce

Cultures were isolated using EMJH media

DNA extraction was performed using the DNeasy Blood & Tissue Kit, following a Gram-negative bacteria protocol, with an RNase
cleanup step included.

The quantity of extracted DNA was measured using a Qubit 4 fluorometer.

High-quality genomic DNA (gDNA) was utilized to construct multiplexed PacBio SMRTbell libraries using the SMRTbell Express
Template Prep Kit.

Shearing of 1 g of genomic DNA was achieved using Covaris g-tubes, and DNA concentration was enhanced using AMPure PB
beads.

The DNA underwent repair and ligation to a barcoded 8A adaptor, followed by adherence to size selection instructions for Blue
Pippin TM 4 kb or more,

Whole genome sequencing was conducted using the PacBio Single Molecule Real-Time (SMRT) platform

Raw data were processing and genome assembly using Canu 2.1 and Circlator and then circularized.

Genome annotation was conducted using RAST (Rapid Annotation Using Subsystem Technology ) and NCBI Prokaryotic Genome
Annotation Pipeline.

—% ol
https://data.mendeley.com/datasets/3f8tvpw348/1 ﬂ" N



Step 1: Create New Draft DataSet and Add Title

Draft autosaved 14 September 2023 14:10 You can close and resume the draft whenever you want.

Draft (Version 1)

* Indicated fields which must be completed before publishing

Title *

- Intramural Researcher Reproducibility Test

Contributors *

= Traci Snowden X + Add contributor



Step 2: Scroll down to find the “Steps to reproduce” field and

tool tip

Steps to reproduce

3000 characters left p

Additional metadata for Elsevier datasets

Date the data was collected *

YYYY-M-D

Outline how you arrived at your
data, to help others understand
how the data was gathered and
how to reproduce your research.
For instance, which methods and
protocols were used, and
instruments, reagents, software or
workflows if any?

%?])



Mendeley Data: Case Study 2

Assigning an Embargo Date

M Mendeley Data

DNA-TFAM smFRET

Published: 15 August 2023 | Version 1 | DOI: 10.17632/4whngps32r.1
Contributors: Hyun Huh, Jiayu Shen, Aparna Ramachandran, Yogeeshwar Ajjugal, Smita Patel, Sang-Hyuk Lee

@ Embargo: 13 February 2024, 12:00 AM UTC
This dataset will be made public in 153 days

What does under embargo mean?

When publishing a dataset, a user may choose to defer the date at which the data becomes available (for example, so that it is
available at the same time as an associated article). This means that the description and files of that dataset are not publicly
available until the embargo date is reached. Meanwhile, some other information about the dataset - such as the contributors, title,
citation and associated articles become available immediately, prior to the embargo.

Download calendar event

@ Sign In / Register

Latest version

Version 1

Embargo date: 13 February 2024 (153 days)
Published: 15 Aug 2023
DOI: 10.17632/4whngps32r.1

Cite this dataset

Huh, Hyun; Shen, Jiayu; Ramachandran,
Aparna; Ajjugal, Yogeeshwar ; Patel, Smita;
Lee, Sang-Hyuk (2023), “DNA-TFAM
smFRET”, Mendeley Data, V1, doi:
10.17632/4whngps32r.1

D) Copy to clipboard

)

€



Step 1: Click on the “Set embargo” link in the dataset draft

My files
New Folder 3 Move U Delete
There are currently no files in your dataset
If you publish, a metadata only dataset will be created
C e e ey
: Drag files or folders here :
: :
: Click here to upload :
1 1
m) (A Set embargo



Step 2: Click the “Embargo Date” radio button

Select a time period or a calendar date by/on which your dataset will become public.

[ﬁ Set embargo / Restrict access] X Remove
@ Set embargo X Remove
Embargo date
The files will be hidden until the embargo date. Embargos are made public at 12am UTC.
Select time period Select date
or
3 Months 6 Months 1 Year dd/mm/yyyy

with specific requesters.

€



Dataverse

e  Restricted Access

Custom Terms

® Request Access
workflow

° NIH

° ReUse:
https://www.nature.
com/articles/s41591
-022-01834-y

faeineiicng g OOUr UG T

Dataverse Harvard Dataverse > Brain Genomics Superstruct Project (GSP) Dataverse >
Brain . - .
(4% Genomics Brain Genomics Superstruct Project (GSP)
ZSuperstruct GRI
4 Préject i

ttps://doi.org/10.7910/DVN/25833, Harvard Dataverse, V10 GontackGaned Share

Brain Genomics Superstruct Project (GSP) Dataverse Home Cite Dataset ~ Learn about Data Citation Standards.

Dataset Metrics
(Harvard University)
13,975 Downloads

Harvard Dataverse >

Description Large scale imaging data sets are necessary to address complex questions regarding the relationship
between brain and behavior. The Brain Genomics Superstruct Project Open Access Data Release
exposes a carefully vetted collection of neuroimaging, behavior, cognitive, and personality data for
over 1,500 human participants. Each neuroimaging data set includes one high-resolution Magnetic
Resonance Imaging (MRI) acquisition and one or more resting-state functional MRI acquisitions. Each

Large scale imaging data sets are necessary to address complex questions regarding the relationship between brain and behavior. The Brain Genomics Su
Access Data Release exposes a carefully vetted collection of neuroimaging, behavior, cognitive, and personality data for over 1,500 human participants. Ea|
includes one high-resolution Magnetic Resonance Imaging (MRI) acquisition and one or more resting-state functional MRI acquisitions. Each functional acq)

" iy gt e ite Bt s sied, functional acquisition is by a fully quality and p P
i. Please provide an academi| nature mediCine
Search this dataverse. Q

Explore content v About the journal v  Publish with us v

nature > nature medicine > articles > article

Article | Open Access \ Published: 13 June 2022

Brain lesions disrupting addiction map toacommon

Files  Metadata =~ Terms  Versions

Search this dataset

Filter by
File Type: All - Access: All ~  File Tag: All »

110 10 of 15 Files

GSP_DataUse_Terms_140422.pdf
Adobe PDF - 282.7 KB

Published Aug 24, 2014

1,327 Downloads

MDS: 64..059 §i

Data use terms

GSP_list_140630.csv
Plain Text - 636.4 KB
Published Aug 24, 2014
813 Downloads

MDS: 276...438 5

iy

human brain circuit

Juho Joutsa Khaled Moussawi, Shan H. Siddiqi, Amir Abdolahi, William Drew, Alexander L. Cohen,

Thomas J. Ross, Harshawardhan U. Deshpande, Henry Z. Wang, Joel Bruss, Elliot A. Stei

Nora D. il as good scientific practices expect that proper credit is given via citation. Please use the data
t page.

Volkow, Jordan H. Grafman, Edwin van Wijngaarden, Aaron D. Boes & Michael D. Fox

b following Custom Dataset Terms have been defined for this dataset.

se take precedence over any less restrictive use terms that apply generally to Dataverse

Nature Medicine 28, 1249-1255 (2022) \ Cite this article

36k Accesses ‘ 33 Citations | 916 Altmetric l Metrics boted as part of the Brain Genomics Superstruct Project (GSP) of Harvard University and the
= ital, and | agree to the following:

sh the identity of or attempt to contact any of the included human subjects.
y of the distributed data to any other data that might contain information about the included

I\ GSP_part10_140630.tar
TAR Archive - 10.0 GB
Published May 21, 2014

& 1,150 Downloads

MDS: 302..480 5

information

GSP_part1_140630.tar
TAR Archive - 10.1 GB

hed May 21, 2014

Tar archive of imaging data for subjects 1414-1570; refer to GSP_README _140630.pdf for more

AbStraCt circumstances will the code that would link these data to Protected Health Information be given
information about individual human subjects be released to me under these Open Access Data

P . . i : nt rules and regulations imposed by my institution. This may mean that | need my research to be
ﬂ addiction is a public health crisis for which new treatments are urgently needed. Inrare | = o 0o e e ausioess 0. my nior nal Rovion Board ar
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Case Study: NIH researcher Using Vivli to access data
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6 clinical trials accessed from Pfizer and AbbVie

Public Disclosures:

Predicting Treatment Response to

Tumor Necrosis Factor Inhibitors in
Patients with Ankylosing Spondylitis

Lead Investigator: Michael Ward NIH

Title of Research Proposal: Predicting Treatment Response to Tumor Necrosis Factor Inhibitors in Patients with
Ankylosing Spondylitis

Vivli Data Request: 3369

Funding Source: None

Potential Conflicts of Interest: | have no financial or commercial conflicts of interest in the proposed work.
Summary of the Proposed Research:

Axial spondyloarthritis (axial SpA) is a group of inflammatory spine conditions that affects 0.9-1.4% of general
population, and ankylosing spondylitis (AS) is the prototypic disease. Tumor Necrosis Factor inhibitors (TNFi) have
been widely used as the second line treatment for patients with active AS when patients have inadequate response to
non-steroidal anti-inflammatory drugs (NSAIDs) or cannot tolerate NSAIDs. The treatment response to TNFi, however,
is heterogenous. In our previous systematic review of randomized control trials of TNFi in patients with AS, about one-
half of the participants (39.% to 58.9%) achieved the Assessment in SpondyloArthritis international Society 40%

Wang R, Dasgupta A, Ward M. Predicting Major
Treatment Response to Tumor Necrosis Factor
Inhibitors in Patients with Ankylosing Spondylitis
[abstract]. Arthritis Rheumatol. 2020; 72 (suppl
10).

https://acrabstracts.org/abstract/predicting-major-
treatment-response-to-tumor-necrosis-factor-inhi
bitorsin-patients-with-ankylosing-spondvlitis/.
Wang R, Dasgupta A, Ward MM. Predicting
Probability of Response to Tumor Necrosis
Factor Inhibitors for Individual Patients With
Ankylosing Spondylitis. JAMA Netw Open.
2022;5(3):€222312. doi:
10.1001/jamanetworkopen.2022.2312

)

V.
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This dataset includes all raw data of Wang et al., 2021, Budding Epithelial Morphogenesis Driven by Cell-Matrix vs. Cell-

Cell Adhesion, except for the scRNA-seq data that is available on GEO (GSE159780). Data organization follows the

figures and videos of the paper (see data-layout.png). Paper abstract: Many embryonic organs undergo epithelial e

morphogenesis to form tree-like hierarchical structures. However, it remains unclear what drives the budding and

branching of stratified epithelia, such as in embryonic salivary gland and pancreas. Here, we performed live-organ

imaging of mouse embryonic salivary glands at single-cell resolution to reveal that budding morphogenesis is driven by
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suppressing E-cadherin expression and inducing basement membrane formation in 3D spheroid cultures of engineered budding morphogenesis

cells, which required B1 integrin-mediated cell-matrix adhesion for successful budding. Thus, stratified epithelial budding,

the key first step of branching morphogenesis, is driven by an overall combination of strong cell-matrix adhesion and epithelial morphogenesis salivary gland

weak cell-cell adhesion by peripheral epithelial cells.
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This dataset includes all raw data of Wang et al., 2021, Budding Epithelial Morphogenesis Driven by Cell-Matrix vs. Cell-
Cell Adhesion, except for the scRNA-seq data that is available on GEO (GSE159780). Data organization follows the
figures and videos of the paper (see data-layout.png). Paper abstract: Many embryonic organs undergo epithelial
morphogenesis to form tree-like hierarchical structures. However, it remains unclear what drives the budding and
branching of stratified epithelia, such as in embryonic salivary gland and pancreas. Here, we performed live-organ
imaging of mouse embryonic salivary glands at single-cell resolution to reveal that budding morphogenesis is driven by
expansion and folding of a distinct epithelial surface cell sheet characterized by strong cell-matrix adhesions and weak
cell-cell adhesions. Profiling of single-cell transcriptomes of this epithelium revealed spatial pattems of transcription
underlying these cell adhesion differences. We then i ituted budding by

suppressing E-cadherin expression and inducing basement membrane formation in 3D spheroid cultures of engineered

cells, which required B1 integrin-mediated cell-matrix adhesion for successful budding. Thus, stratified epithelial budding,

the key first step of branching morphogenesis, is driven by an overall combination of strong cell-matrix adhesion and
weak cell-cell adhesion by peripheral epithelial cells.
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THINGS-data: A multimodal collection of large-scale datasets for investigating object

ropressntations in brdin and bohavior The collection links to the associated

data paper as well as to a GitHub

+ Follow Posted on 2023-01-17 - 14:30 authored by Martin Hebart USAGE METRICS (7

Here we provide all datasets which are part of the THINGS-data collection comprising functional MRI, 1625 2 R .. .
magnetoencephalographic recordings, and 4.70 million similarity judgments in response to thousands of photographic views chations repos ito ry co ntainin g scri pts and
images for up to 1,854 object concepts. THINGS-data is unique in its breadth of richly-annotated objects, allowing for .

fesiing countiess at scale while the of previous findings. Beyond the rique Insights notebooks for reproducing the
promised by each individual dataset, the multimodality of THINGS-data allows combining datasets for a much broader

Group data into
Collections

Collect related materials together

Both the collection and each item

within it are assigned their own DOls.

This allows researchers the option of
using either the collection level DOI
to refer to all of the collected
datasets, or the item level DOIs to
refer to specific items within the
collection.

In the THINGS-data collection, NIMH
researchers have shared 12
large-scale neuro-imaging and
behavioral datasets for the study of
natural object representations in the
brain and in behavior.

https://doi.org/10.25452 /figshare.plus.c.6161151.v1

view into object processing than previously possible.

CITE THIS COLLECTION

DataCite v

Hebart, Martin; Contier, Oliver; Teichmann, Lina; Rockter, Adam; Zheng, Charles; Kidder, Alexis; et al. (2023). THINGS-

data: A collection of large-scale datasets for object
Figshare+. Collection. https://doi.org/10.25452/figshare.plus.c.6161151.v1
Copy citation

org/10.; plus.c.6161151.v1 Copy DOI

in brain and behavior.

of large-scale datasets for

human brain and behavier

[ Read the associated publication
THINGS-data, a multimodal collection

investigating object representations in

researchers’ analyses.

or cite all items.

Select your citation style and then place your mouse over the citation text to select

FUNDING
Intramural Research Program of the National Institutes of Health (ZI

ERC Starting Grant project COREDIM (101039712)

Research group grant by the Max Planck Society awarded to MNH

Object, face, body and scene representations in the human brain
National Institute of Mental Health
Find out more.

Machine Learning Team

National Institute of Mental Health
Find out more...

REFERENCES
« hitps:/igithub.comViCCo-Group/ THINGS-data
« hitps://doi.org/10.7554/eLife.82580 . view POF

RESEARCH INSTITUTION(S)
National Institute of Mental Health, Max Planck Institute for Human Cogn)

CONTACT EMAIL

hebart@cbs.mpg.de
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Multi-modal Dataset
Designed for Reuse

The associated elifeSciences data paper provides the
following overview of the complete data collection, as
illustrated by the figure at right:

(A) THINGS-data comprises MEG, fMRI and behavioral responses to
large samples of object images taken from the THINGS database.

(B) In the fMRI and MEG experiment, participants viewed object
images while performing an oddball detection task (synthetic image).
(C) The behavioral dataset comprises human similarity judgements
from an odd-one-out task where participants chose the most dissimilar
object amongst three options.

(D) The fMRI dataset contains extensive additional imaging data.

(E) The MEG dataset provides high temporal resolution of neural
response measurements in 272 channels. The butterfly plot shows the
mean stimulus-locked response in each channel for four example
sessions in one of the participants.

https://doi.org/10.25452/figshare.plus.c.6161151.v1
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Use of multiple
repositories with Figshare

The THINGS-data collection was designed for reuse and
extends beyond the Figshare collection alone, making use
of additional open discipline specific and generalist
repositories, to best share the complete data collection.

The data availability statement explains where each part
of the data collection can be found:

° OpenNeuro

° Figshare

. OSF

https://doi.org/10.25452 /figshare.plus.c.6161151.v1

Data availability -

4 All parts of the THINGS-data collection are freely available on scientific
{ data repositories. We provide the raw MRI

(https://doi.org/10.18112/openneuro.ds004192.v1.0.5) and raw MEG
(https://doi.org/10.18112/openneuro.ds004212.v2.0.0) datasets in BIDS

»<d format (Gorgolewski et al., 2016) on OpenNeuro (Markiewicz et al., 2021).
e In addition to these raw datasets, we provide the raw and preprocessed

MEG data as well as the raw and derivative MRI data on Figshare
(Thelwall and Kousha, 2016) at
https://doi.org/10.25452/figshare.plus.c.6161151. The MEG data derivatives
include preprocessed and epoched data that are compatible with MNE-
python and CoSMoMVPA in MATLAB. The MRI data derivatives include
single trial response estimates, category-selective and retinotopic regions
of interest, cortical flatmaps, independent component based noise
regressors, voxel-wise noise ceilings, and estimates of subject specific
retinotopic parameters. In addition, we included the preprocessed and
epoched eyetracking data that were recorded during the MEG experiment

§ in the OpenNeuro repository. The behavioral triplet odd-one-out dataset

can be accessed on OSF (https://osf.io/f5rn6/).
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Connect with the Repositories

Dataverse: NIH-DMP Guidance for Harvard Dataverse and support@dataverse.harvard.edu

Dryad: Dryad submission requirements; Good Data Practices; Dryad’s role in the NIH’s new
Policy for Data Management and Sharing; BHl hello@datadryad.org

Figshare: Guide to sharing NIH-funded research and How to write a Data Management Plan
(DMP) and include Figshare in your data sharing plans B=l info@figshare.com

OSF: Common questions and support documentation and Creating a data management plan
(DMP) document

Mendeley Data: Elsevier sharing policy, Guidance on publishing for researchers, and Elsevier
journal data guidelines

Vivli: Data submission checklist

Zenodo: NIH Data Management and Sharing Plan Guidance and info@zenodo.org
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Connect with GREI

Join the GREI Google Group to receive updates on GREI activities. ADD EMAIL
Read the latest posts on the GREI Community blog.

Browse the resources available in the GREI Community on Zenodo.

Check out the GREI Training & Outreach Calendar for information about
upcoming events from the individual GREI repositories.

Help us engage with your research communities with resources, a custom
presentation, or communications.
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