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Supplemental Figures

Figure S1. Histogram of beta values for CpG site cg01231576

Figure S2. Histogram of beta values for CpG site cg09892121



Figure S3. Histogram of beta values for CpG site cg17292662

Figure S4. Histogram of beta values for CpG site cg25342005



Figure S5. ROC curves for each of the 10-fold cross-validation folds

Figure S6. ROC curve for the final model with training data



Figure S7. Box plots of the MRS for all subjects across baseline disease states

Figure S8. Beta values for the CpG site cg01231576 across disease severity (all subjects, males only and females 
only)



Figure S9. Beta values for the CpG site cg09892121 across disease severity (all subjects, males only and females 
only)

Figure S10. Beta values for the CpG site cg17292662 across disease severity (all subjects, males only and females 
only)

Figure S11. Beta values for the CpG site cg25342005 across disease severity (all subjects, males only and females 
only)



S12. Box plots of the MRS for all subjects in the secondary dataset across disease states

S13. Box plots of the risk score with age and sex predictors 



S14. ROC curve for age and sex based risk score model with training data 


