
 
Figure 1 - graphQc 

 
 
 
 
 

 
Figure 2 – graphGc 

 
 
 

CR3.FC
R3.RM

T1
.FMT1

.R

C
R1

.F
MT2.F

CR1.R

MT2.R CR2.F

MT3.F

CR2.R

M
T3.R

9%18%9%

18
%

18
%

18%

9%

9% 9%

18%

9%

9%

QC

1,000

2,000

3,000

4,000

5,000

6,000

7,000

8,000

9,000

10,000

Gene Size

1,000

2,000

3,000

4,000

5,000

6,000

7,000

8,000

9,000

10,000

CDS Size

1,000

2,000

3,000

4,000

5,000

6,000

7,000

8,000

9,000

10,000

Intronic Size

200
400
600
800

1,000
1,200
1,400
1,600
1,800
2,000
2,200
2,400
2,600
2,800
3,000

Intron Size

200
400
600
800

1,000
1,200
1,400
1,600
1,800
2,000
2,200
2,400
2,600
2,800
3,000

Exon Size

2
4
6
8

10
12
14
16
18
20
22
24
26
28
30

Qtd. mRNA/Gene

2
4
6
8

10
12
14
16
18
20
22
24
26
28
30

Qtd. Exons



 
Figure 3 – graphRd 

 
 
 
 

 
Figure 4 – graphUp 

 
 
 
 
 
 
 
 
 

MT2

MT3

CR1

CR2

CR3

MT1

MUTANT
WILD

0

1,000

2,000

3,000

4,000

5,000

6,000

7,000

8,000

9,000

10,000



 
 

 
Figure 5 – graphCv 

 
 
 
 
 
 
 

 
Figure 6 – graphAs 

 
 
 
 
 
 

0 10 20 30 40 50 60 70 80 90 100
0

10,000

20,000

30,000

40,000

50,000

60,000

70,000

80,000

90,000

100,000

413
D.A.S

8385
Expressed

10695
A.S. annotated

27561
Protein Coding

38319
Total Gene repertory



 

 
Figure 7 – graphVen 

 
 
 
 

 
Figure 8 – graphMp 

 
 
 
 
 
 
 
 

773 406

DE DAS

7368 38

rMATS 3DRNASeq



 
 
 
 
 
 

 
Figure 9 – graphBar 

 
 
 
 
 

 
Figure 10 – graphPie 

 
 

MASER

SE

3DRNAseq

A5SS

A3SS

RI

rMATS
451

45

10

301

28

62

60

375

45

6

279

24

58

52

Qtd. events Qtd. genes

3124

23210

PTC in all reading phases
PTC in two reading phases
PTC in some reading phases
PTC is not in reading phases

3343

140

PTC found at begin retained intron
PTC found at middle of retained intron
PTC found at end of retained intron



 
 
 
 

 
Figure 11 – graphTop 

 
 
 
 
 
 
 
 
 
 

 
 

Figure 12 – graphCov 

 

AT3G192
10

AT5G207
10

AT3G204
40

AT5G389
40

AT1G736
00

AT4G228
50

AT1G176
50

AT2G226
10

AT3G274
00

AT3G101
80

0.0
0.1
0.2
0.3
0.4
0.5
0.6
0.7
0.8
0.9
1.0

Δ PSI > 0 Δ PSI < 0

3DRNASeq

AT4G360
50

AT5G426
90

AT3G593
30

AT1G230
20

AT5G034
40

AT4G308
20

AT5G644
70

AT5G589
40

AT1G485
50

A3SS

AT4G191
60

AT5G601
20

AT4G308
20

AT5G657
40

AT2G371
50

AT5G555
30

AT5G621
65

AT3G268
90

AT2G014
20

A5SS

AT1G311
75

AT1G782
00

AT4G191
60

AT1G039
60

AT1G802
60

AT3G547
40

AT5G368
80

AT3G208
10

AT5G520
70

AT4G311
50

RI

AT4G308
20

AT5G657
40

AT3G065
00

AT5G520
70

AT1G611
50

AT5G067
70

AT2G455
40

AT2G267
70

AT4G357
85

SE

10 20 30 40 50 60 70 80 90
0.0
0.5
1.0
1.5
2.0
2.5
3.0
3.5
4.0
4.5
5.0

RI and SE

−50 −40 −30 −20 −10 0 10 20 30 40

4.5
5.0
5.5
6.0
6.5
7.0
7.5
8.0
8.5
9.0
9.5

10.0
10.5 A3SS and A5SS



 
 
 

 
Figure 13 – graphDea 

 
Figure 14 – graphFi 

−0.8 −0.6 −0.4 −0.2 0.0 0.2 0.4 0.6 0.8
−2.0

−1.5

−1.0

−0.5

0.0

0.5

1.0

1.5

2.0

AT
2G

39
65

0
AT

5G
56

18
0 

AR
P8

AT
4G

08
28

0
AT

3G
55

85
0 

LA
F3

AT
1G

34
02

0
AT

2G
01

27
0 

Q
SO

X2
AT

1G
22

28
0 

PA
PP

2C
AT

2G
25

67
0

AT
1G

77
80

0
AT

1G
73

60
0

AT
5G

62
47

0 
M

YB
96

AT
1G

53
16

5 
AT

M
AP

4K
 A

LP
H

A1

AT
3G

61
67

0
AT

4G
39

27
0

AT
1G

13
09

0 
C

YP
71

B2
8

AT
1G

25
28

0 
TL

P1
0

AT
2G

41
64

0
AT

3G
04

35
0

AT
3G

02
60

0 
LP

P3
AT

5G
55

53
0

AT
1G

17
65

0 
G

LY
R

2

AT
1G

50
63

0
AT

3G
12

20
0 

N
ek

7

AT
3G

59
68

0
AT

5G
03

33
0

AT
4G

35
78

5
AT

4G
12

03
0 

BA
T5

AT
1G

48
21

0
AT

3G
59

35
0

AT
3G

62
75

0 
BG

LU
8

AT
3G

21
17

5 
ZM

L1

AT
5G

43
32

0 
ck

l8

AT
3G

26
67

0

AT
1G

69
42

0

AT
5G

46
34

0 
RW

A1

AT
2G

31
35

0 
GL

X2
-5

AT
1G

05
71

0

AT
1G

77
89

0

AT
4G

27
04

0 
VP

S2
2

AT
2G

26
77

0 
SC

AB
1

AT
1G

58
18

0 B
CA6

AT
4G

30
82

0

AT
4G

16
66

0

AT
2G

28
06

0

AT
1G

59
75

0 A
RF1

AT
3G

46
44

0 U
XS5

AT
5G

04
22

0 S
YTC

AT
2G

42
28

0 F
BH4

AT
2G

02
71

0 P
LP

B

AT
1G

61
56

0 M
LO

6

AT
5G

58
20

0

AT
5G

24
45

0

AT4G2427
0 EMB140

AT1G2027
0

AT1G2542
0

AT2G1653
0

AT5G6344
0

AT4G1272
0 NUDT7

AT2G25850 PAPS2

AT5G52040 RS41

AT1G07350 SR45a

AT3G11240 ATE2

AT3G54740

AT2G39300

AT5G18120 APRL7

AT3G56080

AT5G02100 UNE18

AT1G30130

AT5G52070

AT3G47990 SIS3

AT3G14930 HEME1

AT3G18380 SHH2

AT5G26740

AT1G02145 ALG12

AT2G34070 TBL37

AT1G51270

AT4G29740 CKX4

AT3G27400

AT1G49180

AT2G31510 ARI7

AT1G11450 UMAMIT27

AT2G16980

AT3G23560 ALF5

AT2G16990

AT4G02075 PIT1

AT5G42900 COR27

AT1G31650 ROPGEF14

AT4G24590
AT2G01735 RIE1

AT2G38840
AT5G47080 CKB1

AT3G09360
AT1G21560
AT2G22610
AT1G70180
AT5G66100 LARP1b
AT4G38130 HD1
AT3G27320
AT5G67240 SDN3
AT2G48020
AT3G01150 PTB1
AT3G08040 FRD3
AT1G53280 DJ1BAT5G15610AT1G05940 CAT9AT1G09140 SR30AT1G62800 ASP4AT2G06025AT1G80380AT3G16560AT4G35890 LARP1cAT4G08470 MEKK3AT3G58220AT2G20950AT2G05440 GRP9

AT5G62130AT1G63110AT1G09660AT3G46980 PHT4
AT1G55750
AT2G41600
AT1G67840 CSK
AT3G20810 JMJD5

AT2G33620
AT5G11350
AT5G24290 MEB2

AT3G02460
AT5G45350
AT4G02430 SR34b

AT4G16765
AT5G09690 MGT7

AT2G26210
AT5G07940
AT1G14700 PAP3

AT4G19420

AT1G55500 ECT4

AT4G02640 BZO2H1

AT1G16650

AT4G27120

AT1G50300 TAF15

AT5G43630 TZP

AT4G11560

AT3G55510 RBL

AT1G15200

AT3G62860

AT1G56550 RGXT3

AT1G61150

AT4G09300

AT5G62165 AGL42

AT1G22430

AT3G21260 GLTP3

AT4G36380 ROT3

AT1G67800

AT1G05000 PFA-DSP1

AT5G56190

AT1G76510

AT4G37680 HHP4

AT1G29120

AT5G48370

AT5G66810

AT3G24150

AT4G36050

AT2G47060 PTI1-4

AT4G31480

AT5G42030 ABIL4

AT1G04300

AT3G48070

AT5G18230

AT2G20850 SRF1

AT1G63900 DAL1

AT5G14210

AT1G31175

AT3G10250

AT1G46480 W
O

X4

AT5G66070

AT2G37150

AT4G25640 DTX35

AT5G59960

AT3G
56130

AT1G
16460 R

DH
2

AT2G
01060

AT5G
43930

AT2G
41240 BH

LH
100

AT3G
20440 EM

B2729

AT4G
27490 R

RP41L

AT3G
26720

AT1G
77000 SKP2B

AT2G
31580

AT5G
23450 LCBK

1

AT4G
34265

AT4G
33940

AT3G
16630 KIN

ESIN-13A

AT1G
01490

AT3G
51860 C

AX3

AT1G
14710

AT3G
61710 ATG

6

AT1G
61660

AT3G
20640

AT3G
01860

AT1G
54360 TAF6B

AT3G
01980

AT5G
20710 BG

AL7
AT2G

01420 PIN
4

AT2G
32150

AT4G
02600 M

LO
1

AT5G
60120 TO

E2

AT
4G

17
37

0
AT

1G
55

81
0 

U
KL

3
AT

3G
26

37
0

AT
5G

16
61

0
AT

1G
01

08
0

AT
3G

54
01

0 
PA

S1
AT

1G
05

87
0

AT
2G

03
39

0
AT

3G
19

78
0

AT
4G

31
15

0
AT

1G
33

27
0

AT
5G

44
29

0

AT
3G

06
50

0 
A/

N-
In

vC
AT

1G
08

35
0

AT
5G

05
93

0 
G

C
1

AT
1G

55
31

0 
SC

L3
3

AT
1G

16
61

0 
SR

45

AT
1G

54
08

0 
U

BP
1A

AT
4G

03
11

0 
R

BP
-D

R1

AT
3G

48
36

0 
BT

2

AT
3G

09
83

0

AT
4G

16
14

3 
IM

PA
-2

AT
1G

33
05

0

AT
3G

43
70

0 
BP

M
6

AT
1G

45
24

9 
AB

F2

AT
2G

25
35

0

AT
2G

20
79

0

AT
1G

06
62

0

AT
1G

77
59

0 
LA

CS
9

AT
1G

23
02

0 
FR

O3

AT
1G

26
77

0 
EX

PA
10

AT
5G

42
69

0

AT
3G

51
95

0

AT
2G

32
71

0

AT
4G

14
34

0 
CK

I1

AT
3G

27
61

0

AT
5G

53
30

0 
UB

C1
0

AT
5G

23
05

0 A
AE

17

AT
4G

25
08

0 
CH

LM

AT
5G

58
94

0 
CRC

K1

AT
5G

65
94

0 
CHY

1

AT
1G

07
89

0 A
PX1

AT
3G

09
60

0 R
VE

8

AT
4G

30
90

0

AT
4G

15
41

5 A
TB

 G
AM

MA

AT
2G

35
06

0 K
UP11

AT
2G

35
38

0

AT
1G

31
95

0

AT
1G

78
29

0 S
NRK2-

8

AT
4G

00
99

0

AT
1G

75
42

0

AT
2G

16
93

0

AT
5G

22
77

0 a
lph

a-A
DR

AT2G0480
0

AT5G6295
0

AT3G2598
0 M

AD2

AT4G11
670

AT3G6665
4

AT2G3196
0 GSL03

AT1G77290

AT5G55290

AT3G03380 DEG7

AT1G32410

AT5G03440

AT3G03500

AT2G25950

AT3G59330

AT2G45540

AT1G08125

AT1G09195

AT2G23680

AT5G08535

AT3G04490
AT2G39805

AT2G20000 HBT
AT3G07580
AT1G07700
AT2G39280

AT5G61410 RPE
AT3G26890

AT3G23400 FIB4

AT3G54350 emb1967

AT1G62640 KAS III
AT3G14190

AT1G26440 UPS5

AT1G80260 emb1427
AT3G01100 HYP1AT1G30540

AT1G27770 ACA1
AT1G79450 ALIS5AT5G62760

AT3G49530 NAC062
AT5G11030 ALF4AT1G07780 PAI1AT4G19160AT1G03960AT1G48550AT5G38020AT5G38940AT5G45260 RRS1AT5G45050 TTR1AT5G64470 TBL12AT5G14030AT4G24160AT5G03900AT2G17970

AT3G11930
AT4G11160

AT1G53570 MAP3KA
AT5G61880

AT4G38510 VAB2
AT5G28770 BZO2H3

AT3G55170
AT3G10180
AT1G48490
AT2G38450

AT4G37460 SRFR1
AT1G80690
AT3G47560

AT2G46020 BRM
AT4G16710

AT3G15880 WSIP2

AT3G04500

AT3G19460

AT4G02260 RSH1

AT1G78200

AT3G15351

AT1G50730

AT5G61310

AT5G60930

AT3G29575 AFP3

AT3G59770 SAC9

AT3G59800

AT4G24380

AT5G04560 DME

AT5G50370

AT3G01310

AT4G22850

AT3G19210 RAD54

AT4G14520

AT4G14385

AT5G06770

AT2G48160

AT3G07650 COL9

AT4G00420

AT1G02960

AT5G42940

AT1G79985

AT5G01950

AT3G04970

AT2G04360

AT5G17010

AT5G09850

AT2G45380

AT4G12460 ORP2B

AT4G25434 NUDT10

AT3G01435

AT5G25540 CID6

AT5G36880 ACS

AT1G13570

AT1G72320 PUM23

AT5G65740

AT5G55970

AT1G78870 UBC35

AT1G16540 ABA3

AT5G52660

AT5G18540

AT1G61890

AT2G28550 RAP2.7

AT3G26910

AT1G17520

AT2G37760 AKR4C8

AT4G29930

AT1G31050

AT1G43650 UM
AM

IT22

AT4G34140

AT4G24800 ECIP1
AT5G55100
AT5G37380
AT1G

16480

AT3G
51240 F3H

AT4G
32285

AT1G
65280

AT1G
08460 H

DA08

AT3G
14660 C

YP72A13

AT5G
20250 D

IN
10

AT3G
28720

AT1G
20510 O

PC
L1

AT1G
67490 G

C
S1

AT3G
10260

AT3G
14130 H

AO
X1

AT2G
26800

AT3G
59640

AT1G
79270 EC

T8
AT2G

02820 M
YB88

AT4G
37440

AT3G
20650

AT2G
03810

AT5G
60100 PR

R3
AT5G

04090
AT4G

00520
AT5G

57630 C
IPK21

AT1G
49160 W

N
K7

AT3G
24840

AT1G
04280

AT3G
16800

AT2G
02080 ID

D
4



 

 
Figure 15 – graphDe 
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Figure 17 – graphDa 
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Figure 19 – graphHm 
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Figure 23 – graphTr. When user hover mouse above this recangles the Interpro ID is 
shown and on click user will be redirected to page with all informa:on about its 
registry. 

 
 
 
 

 
Figure 24 – graphLk 

 
 
 
 
 
 
 



 
 
 
 
 
 
 

 
 

Figure 25 - gene-AT1G02145 

 
 

 
Figure 26 - GeneAPPExplorer on mobile device. 
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Figure 27 - DTU transcripts tree generated by 3DRNASeq. 

 
 
 
 
 
 


