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We have developed a new Python module for collection and annotation of raw data, consequent normalization and calculation of dose-response metrics. The module invokes
ToxPi-R library and strictly follows the original Tox5 approach. The module can be used independently or as a part of developed by us Orange [2] workflow with custom widgets
for fine tuning of the data processing.

Toxpi preprocess

'u' v' Custom data normalization
v’ Calculating dose — response metrics

A Read HTS data

v’ Read HTS meta data from annotation file s
v’ Read HTS data from csv or excel formats
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