
Csubellipsoidea_55395
Micromonas_sp_84561

Csu
be

llip
so

id
ea

_2
77

60

C
re

17
.g

71
70

50
.t1

.1

U
m

ut
ab

ilis
_U

M
03

7_
00

97
.1

M
ic

ro
m

on
as

_p
us

illa
_5

28
02

C
re

12
.g

54
73

00
.t1

.1

Vo
ca

r.0
00

7s
01

83
.1

.p

C
su

be
lli

ps
oi

de
a_

36
04

7

M
ic

ro
m

on
as

_s
p_

95
14

3
B

at
hy

18
g0

07
20

U
m

ut
ab

ili
s_

U
M

06
8_

00
11

.1

M
ic

ro
m

on
as

_s
p_

10
37

99

O
lu

ci
m

ar
in

us
_9

92

C
re

03
.g

16
93

00
.t1

.2

Vo
ca

r.0
02

8s
00

79
.1

.p

C
re

07
.g

31
32

50
.t1

.2
C

re
02

.g
09

51
51

.t1
.1

Vo
ca

r.0
02

7s
01

27
.1

.p

C
re

16
.g

64
87

00
.t1

.1

Vo
ca

r.0
03

2s
01

41
.1

.p

C
re

01
.g

00
70

00
.t1

.2

Vo
ca

r.0
02

4s
02

10
.1

.p

M
ic

ro
m

on
as

_p
us

ill
a_

17
03

3

M
ic

ro
m

on
as

_s
p_

75
25

5

U
m

ut
ab

ili
s_

U
M

01
7_

00
57

.1C
su

be
lli

ps
oi

de
a_

20
36

5

C
su

be
lli

ps
oi

de
a_

31
41

6

C
su

be
lli

ps
oi

de
a_

39
46

7

C
su

be
lli

ps
oi

de
a_

14
97

1
O

lu
ci

m
ar

in
us

_1
45

0

B
at

hy
03

g0
48

00

M
ic

ro
m

on
as

_p
us

ill
a_

50
50

3

M
ic

ro
m

on
as

_s
p_

67
03

3

M
ic

ro
m

on
as

_s
p_

83
46

7

O
lu

ci
m

ar
in

us
_3

83
26

O
lu

ci
m

ar
in

us
_9

48
49

B
at

hy
11

g0
17

80

O
lucim

arinus_6452

C
re03.g191350.t1.1

V
ocar.0035s0145.1.p

Cre14.g613950.t1.2

Vocar.0057s0009.1.p

Um
utabilis_UM

085_0003.1

Cre16.g674500.t1.2

Cre14.g618400.t1.2

Vocar.0001s1463.1.p

Cre17.g721000.t1.2

Vocar.0024s0110.1.p

Vocar.0024s0109.1.p

Umutabilis_UM022_0064.1
Umutabilis_UM050_0116.1

Cre02.g077951.t1.1

Csubellipsoidea_34798

Micromonas_pusilla_164292

Cre03.g151400.t1.1
Vocar.0013s0176.1.p

Csubellipsoidea_42319Umutabilis_UM009_0123.1

Micromonas_pusilla_60664
Micromonas_sp_59198

Micromonas_pusilla_30374
Micromonas_sp_57369

Olucimarinus_42103Bathy09g00660

AagrBONN_evm.model.Sc2ySwM_362.1400.1

Apun_evm.model.utg000134l.24.1
Mapoly0049s0026.1.pPp3c4_27650V3.1.p

Sphfalx0152s0029.1.pPp3c5_21220V3.1.p
Sphfalx0016s0201.1.p

AagrBONN_evm.model.Sc2ySwM_344.1314.2

AagrBONN_evm.model.Sc2ySwM_344.1314.7

AagrBONN_evm.model.Sc2ySwM_344.1314.6

AagrBONN_evm.model.Sc2ySwM_344.1314.5

AagrBONN_evm.model.Sc2ySwM_344.1314.1

Apun_evm.model.utg000158l.57.1

Apun_evm.model.utg000158l.57.2

Mapoly0049s0041.1.p

Pp3c11_25800V3.1.p
AT3G13220

Cagra.0690s0048.1.p

Bol015793
Brara.A03279.1.p

Amborella_trichpoda_v1.0_scaffold00061.213

Bradi1g36410.1.p

Osativa_LOC_Os06g40550.1

Gnetum_montanum_TnS000650421t02

Pabies_MA_4863g0010

Azfi_s0002.g001636

Azfi_s0093.g043312

Sacu_v1.1_s0014.g006290

Sacu_v1.1_s1343.g028019

Ceric.13G057300.1.p

Smoel_90169

Itaiw_v1_contig_72_t44129−RA

Itaiw_v1_scaffold_119_t39571−RA

AT3G52310

Cagra.1889s0021.1.p

Cagra.1889s0021.2.p

Bol009134

Brara.D00598.1.p

AT5G06530

Cagra.2117s0011.1.p

Bol043937

Brara.J02569.1.p

Bol024510

Brara.B00211.1.p

Solyc01g006720.3.1

Bradi1g74640.1.p

Osativa_LOC_Os03g06139.1

Amborella_tric
hpoda_v1.0_scaffold00030.92

Solyc04g070970.3.1

Gnetum_montanum_TnS000401015t01

Gnetum_montanum_TnS000672465t06

Pabies_MA_10428183g0020

Azfi_s0073.g037209

Azfi_s0412.g068557

Ceric.20G084300.1.p

Ceric.17G037500.1.p

Ceric.30G014400.1.p

Smoel_134279

Ita
iw_v1_scaffold_1_t00378−RA

Ita
iw_v1_scaffo

ld_38_t24032−RA

Gnetum_montanum_TnS001035189t07

Gnetum_montanum_TnS000773909t01

Gnetum_montanum_TnS000828981t01

Gnetum_montanum_TnS000141333t02

Mapoly0
028s0

077.1.p

Sacu
_v1

.1_s0
048.g013631

Ceric
.13G008600.1.p

Pp3c1
7_18730V3.1.p

Sphfalx0
132s0

002.1.p

Sphfalx0
066s0

107.1.p

Apun_evm
.m

odel.u
tg000116l.2

04.1

Sphfalx0
269s0

019.1.p

Mapoly0
097s0

053.1.p

Pp3c5
_15980V3.1.p

Pp3c6
_8850V3.1.p

AT4G27420

Cagra.0570s0
026.1.p

Bol042334

Brara.K
00089.1.p

Bol013065

Brara.A
01710.1.p

Solyc
12g013630.1.1

Solyc
12g013640.2.1

Soly
c0

7g
06

34
00

.3.
1

Ambo
re

lla
_tr

ich
po

da
_v

1.0
_s

ca
ffo

ld0
00

57
.26

9

AT
1G

31
77

0

Cag
ra

.15
08

s0
02

9.1
.p

Bol0
38

62
3

Bra
ra

.E
01

95
3.1

.p

Bra
ra

.I0
27

13
.1

.p

Soly
c0

8g
00

55
80

.3
.1

Soly
c0

8g
07

54
30

.3
.1

Bra
di3

g1
61

30
.1

.p

Am
bo

re
lla

_t
ric

hp
od

a_
v1

.0
_s

ca
ffo

ld0
00

11
.1

84

Gne
tu

m
_m

on
ta

nu
m

_T
nS

00
01

05
64

1t
09

AT
3G

25
62

0

Cag
ra

.0
41

7s
00

10
.1

.p

Bol0
42

73
6

Bra
ra

.F
03

33
6.

1.
p

Bol
02

00
25

Bra
ra

.B
03

18
7.

1.
p

Sol
yc

04
g0

06
96

0.
3.

1

Pa
bi

es
_M

A_1
85

07
g0

01
0

Pa
bi

es
_M

A_8
12

74
g0

01
0

AT
1G

71
96

0

Cag
ra

.4
00

6s
00

31
.1

.p

Bol
03

49
21

Bol
04

00
92

Bra
ra

.G
02

38
2.

1.
p

So
lyc

11
g0

18
69

0.
2.

1

Am
bo

re
lla

_t
ric

hp
od

a_
v1

.0
_s

ca
ffo

ld
00

13
4.

17

G
ne

tu
m

_m
on

ta
nu

m
_T

nS
00

08
98

43
5t

01

Cer
ic.

34
G

07
40

00
.1

.p

Aa
gr

BO
N

N
_e

vm
.m

od
el

.S
c2

yS
w

M
_3

44
.3

18
6.

1

Ap
un

_e
vm

.m
od

el
.u

tg
00

02
47

l.1
42

.1

M
ap

ol
y0

14
2s

00
30

.1
.p

AT
2G

01
32

0

C
ag

ra
.1

45
1s

00
12

.1
.p

C
ag

ra
.1

45
1s

00
12

.2
.p

Bo
l0

14
83

2

Br
ar

a.
B0

30
37

.1
.p

So
ly

c0
5g

00
83

50
.3

.1

B
ra

di
2g

01
61

0.
1.

p

O
sa

tiv
a_

LO
C

_O
s0

1g
03

14
4.

1

A
m

bo
re

lla
_t

ric
hp

od
a_

v1
.0

_s
ca

ffo
ld

00
10

5.
25

G
ne

tu
m

_m
on

ta
nu

m
_T

nS
00

04
10

44
5t

02

A
zf

i_
s0

03
8.

g0
26

12
2

S
ac

u_
v1

.1
_s

00
79

.g
01

78
35

C
er

ic
.1

8G
07

88
00

.1
.p

S
m

oe
l_

13
04

61

Ita
iw

_v
1_

sc
af

fo
ld

_1
16

_t
39

34
6−

R
A

Ita
iw

_v
1_

sc
af

fo
ld

_3
3_

t2
17

50
−R

A

P
p3

c1
4_

19
30

V
3.

1.
p

S
ph

fa
lx

03
58

s0
00

3.
1.

p

P
p3

c1
5_

22
86

0V
3.

1.
p

AT
3G

30
84

2
B

ra
ra

.F
03

05
6.

1.
p

A
zf

i_
s0

23
2.

g0
59

28
6

AT
4G

15
23

3

AT
4G

15
23

6

C
ag

ra
.1

85
0s

00
02

.1
.p

B
ol

01
33

05

AT
2G

37
01

0
C

ag
ra

.0
55

8s
00

15
.1

.p
B

ra
ra

.E
00

79
6.

1.
p

A
m

bo
re

lla
_t

ric
hp

od
a_

v1
.0

_s
ca

ffo
ld

00
00

9.
36

B
ol

03
91

16
B

ra
ra

.F
00

12
3.

1.
p

C
ag

ra
.2

38
3s

00
04

.1
.p

C
ag

ra
.2

38
3s

00
03

.1
.p

S
ol

yc
04

g0
25

18
0.

3.
1

B
ra

di
3g

27
64

7.
1.

p
O

sa
tiv

a_
LO

C
_O

s1
0g

30
61

0.
1

Ita
iw

_v
1_

sc
af

fo
ld

_2
5_

t1
80

84
−

R
A

A
zf

i_
s0

00
2.

g0
01

30
8

S
ac

u_
v1

.1
_s

00
01

.g
00

00
42

A
zf

i_
s0

07
5.

g0
37

68
6

S
ac

u_
v1

.1
_s

00
45

.g
01

31
83

S
ac

u_
v1

.1
_s

00
89

.g
01

86
53

C
er

ic
.0

3G
05

40
00

.1
.p

C
er

ic
.0

2G
06

96
00

.1
.p

P
p3

c6
_2

05
0V

3.
1.

p

P
p3s34_170V

3.1.p
P

p3s34_610V
3.1.p

P
p3s34_420V

3.1.p
P

p3s32_540V
3.1.p

P
p3s32_180V

3.1.p
P

p3s30_750V
3.1.p

P
p3s30_470V

3.1.p

P
p3s32_10V

3.1.p
P

p3s30_130V
3.1.p

P
p3s155_110V

3.1.p
P

p3s169_74V
3.1.p

A
pun_evm

.m
odel.utg000206l.54.1

S
phfalx0163s0036.1.p

P
p3s58_70V

3.1.p

P
p3s915_10V

3.1.p
P

p3s30_304V
3.1.p

P
p3s32_310V

3.1.p

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.713.1

A
pun_evm

.m
odel.utg000151l.34.1

A
pun_evm

.m
odel.utg000151l.33.1

A
pun_evm

.m
odel.utg000151l.33.2

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.10

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.2

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.3

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.5

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.9

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.4

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.1

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.6

A
agrB

O
N

N
_evm

.m
odel.S

c2yS
w

M
_368.787.7

A
pun_evm

.m
odel.utg000110l.46.1

AT3G
47730

C
agra.1659s0015.1.p

B
ol024911

B
rara.F01729.1.p

B
ol018735

AT5G
61690

C
agra.17186s0002.1.p

B
ol016991

B
rara.C

04284.1.p

B
rara.A

02205.1.p

AT5G
61730

C
agra.4553s0035.1.p

B
ol016988

B
rara.C

04286.1.p

B
ol036493
B

rara.A
02247.1.p

B
rara.A

02244.1.p

S
olyc06g070960.2.1

S
olyc06g070940.3.1

S
olyc03g113080.3.1

S
olyc03g113070.3.1

A
m

borella_trichpoda_v1.0_scaffold00078.112

B
radi3g35400.4.p

O
sativa_LO

C
_O

s08g30740.1

G
netum

_m
ontanum

_TnS
000060573t04

G
netum

_m
ontanum

_TnS
000249869t01

Pabies_M
A

_10427818g0010

Pabies_M
A

_490279g0010

Pabies_M
A_39982g0010

Azfi_s0022.g016230

Sacu_v1.1_s0029.g010105

Sacu_v1.1_s0029.g010133

C
eric.02G

040100.1.p
Azfi_s0046.g030203

Sacu_v1.1_s0048.g013601

C
eric.35G

030600.1.p

C
eric.1Z297400.1.p

Sm
oel_76005

Sm
oel_93011

Itaiw
_v1_contig_85_t44362−R

A

Itaiw
_v1_scaffold_65_t32781−R

A

Itaiw
_v1_scaffold_12_t10706−R

A

Itaiw
_v1_scaffold_127_t40092−R

A

M
apoly0165s0010.1.p

Pp3c14_6070V3.1.p

Sphfalx0025s0186.1.p

Sphfalx0054s0005.1.p

Apun_evm
.m

odel.utg000041l.143.1

Sm
oel_424611

Sm
oel_174006

AagrBONN_evm
.m

odel.Sc2ySwM
_228.4195.3

AagrBONN_evm
.m

odel.Sc2ySwM
_228.4195.5

AagrBONN_evm
.m

odel.Sc2ySwM
_228.4195.2

AagrBONN_evm
.m

odel.Sc2ySwM
_228.4195.1

AagrBONN_evm
.m

odel.Sc2ySwM
_228.4195.4

Apun_evm
.m

odel.utg000043l.302.1

AT3G47750

AT3G47760

AT3G47770

Bol024912

Brara.F01726.1.p

Brara.F01728.1.p

AT3G47740

Bol013954

Brara.G00629.1.p

AT3G47780

Cagra.1659s0016.1.p

Cagra.1659s0016.2.p

Bol024913

Brara.F01725.1.p

Bol018731

Brara.A02317.1.p

AT5G61700

Cagra.17186s0001.1.p

Bol016992

Brara.C04283.1.p

Bol036498

Brara.A02237.1.p

AT5G61740

Cagra.4553s0034.1.p

Bol016987

Brara.C04287.1.p

AT3G47790

Cagra.1659s0017.1.p

Bol024095

Brara.F01969.1.p

Solyc03g113060.3.1

Solyc03g113040.3.1Solyc06g070950.2.1

Solyc06g070920.3.1

Bradi1g37230.1.p

Osativa_LOC_Os06g38950.1

Bradi4g28617.1.p

Bradi3g35390.1.p

Osativa_LOC_Os08g30770.1

Bradi3g35377.2.p

Osativa_LOC_Os08g30780.1

Bradi3g08020.1.p

Osativa_LOC_Os02g11960.1

Osativa_LOC_Os02g01820.1

Amborella_trichpoda_v1.0_scaffold00078.116

Amborella_trichpoda_v1.0_scaffold00078.113

Amborella_trichpoda_v1.0_scaffold00078.115

Gnetum_montanum_TnS001041737t01

Gnetum_montanum_TnS000159101t04

Pabies_MA_119138g0010

Azfi_s0005.g009096

Sacu_v1.1_s0050.g013842

Ceric.33G012600.1.p

Azfi_s0022.g016229

Azfi_s0065.g035720

Sacu_v1.1_s0029.g010130

Ceric.18G061500.1.p

Smoel_171117

Smoel_268954

Smoel_231453

Itaiw_v1_scaffold_127_t40094−RA

Mapoly0165s0002.1.p

Mapoly0078s0053.1.p

Pp3c22_2650V3.1.p

Pp3c19_7970V3.1.p

Pp3c12_20160V3.1.p

Pp3c4_7070V3.1.p

Sphfalx0019s0138.1.p

Sphfalx0449s0001.1.p

Gnetum_montanum_TnS000486009t02

Mapoly0101s0011.1.p

Pabies_MA_10427774g0050

AT2G41700Cagra.0914s0007.1.p
Bol020540Brara.C02131.1.pSolyc04g015970.3.1Amborella_trichpoda_v1.0_scaffold00159.25

Gnetum_montanum_TnS000437027t03
Smoel_446307Itaiw_v1_contig_19_t42872−RA

kfl00041_0090_v1.1
Cbraunii_g38217_t1Mesvi1S03987

Catmophyticus_Chrsp94S08294

kf
l0

00
50

_0
29

0_
v1

.1

Cat
m

op
hy

tic
us

_C
hr

sp
26

S0
41

80

M
es

vi8
81

S0
85

51

kf
l0

00
03

_0
10

0_
v1

.1

C
br

au
ni

i_
g4

04
38

_t
1

kf
l0

09
23

_0
01

0_
v1

.1

C
br

au
ni

i_
g5

78
67

_t
1

C
at

m
op

hy
tic

us
_C

hr
sp

19
5S

03
02

2

C
br

au
ni

i_
g4

52
31

_t
1

kf
l0

01
40

_0
02

0_
v1

.1

C
br

au
ni

i_
g5

17
69

_t
1

C
atm

ophyticus_C
hrsp57S

06823
M

esvi2S
05016

kfl00454_0070_v1.1
C

atm
ophyticus_C

hrsp26S
04193

C
braunii_g8373_t1

Cbraunii_g21052_t1

kfl00417_0120_v1.1

Catm
ophyticus_Chrsp26S08850

M
esvi801S01296

kfl00417_0130_v1.1
Cbraunii_g12441_t1

Cbraunii_g86040_t1

Cbraunii_g12446_t1

Cbraunii_g42101_t1

Cbraunii_g19654_t1

Cbraunii_g44946_t1

Cbraunii_g19522_t1

Catmophyticus_Chrsp26S04118

Mesvi1S04003

Mesvi73S07900

Cbraunii_g29620_t1

kfl00487_0040_v1.1

Catmophyticus_Chrsp82S07951

kfl00032_0070_v1.1
Mesvi3102S05101Me1_v2_0063090.1

Me1_v2_0066650.1Mesotaenium_ME000013S00828Me1_v2_0066670.1Mesotaenium_ME000013S00825Smuscicola_SM000142S00525
Smuscicola_SM000176S03111

Smuscicola_SM000343S12828

Me1_v2_0069440.1
Mesotaenium_ME000132S00440

Me1_v2_0069760.1
Mesotaenium_ME000132S00455

Me1_v2_0088010.1

Mesotaenium_ME000164S01717

Penium_pm004759.t1

Penium_pm015838.t1
Penium_pm005685g0020

Penium_pm005685.t1
Penium_pm026695g0020

Smuscicola_SM000027S09597

Smuscicola_SM000028S10073

Smuscicola_SM000180S03491

M
e1

_v
2_

02
23

61
0.

1

M
es

ot
ae

ni
um

_M
E0

00
08

0S
09

76
3

Sm
us

ci
co

la
_S

M
00

00
69

S2
07

43

Pe
ni

um
_p

m
01

09
26

.t1
M

e1
_v

2_
00

76
66

0.
1

M
es

ot
ae

ni
um

_M
E

00
01

45
S

01
00

8

S
m

us
ci

co
la

_S
M

00
00

59
S

18
72

6
S

m
us

ci
co

la
_S

M
00

01
70

S
02

67
1

S
m

uscicola_S
M

000011S
19174

S
m

uscicola_S
M

000018S
03568

S
m

uscicola_S
M

000026S
08998

M
esotaenium

_M
E

1156431C
09463

M
e1_v2_0226890.1

M
esotaenium

_M
E

000085S
09913

M
e1_v2_0226920.1

S
m

uscicola_S
M

000004S
15052

S
m

uscicola_S
M

000013S
26488

S
m

uscicola_S
M

000045S
16201

P
enium

_pm
004539.t1

P
enium

_pm
031503g0030

P
enium

_pm
047688g0010

P
enium

_pm
063095g0010

P
enium

_pm
016778.t1

P
enium

_pm
020482g0010

M
e1_v2_0226900.1

M
esotaenium

_M
E000085S09920

Sm
uscicola_SM

000004S15067

Sm
uscicola_SM

000045S16194

Sm
uscicola_SM

000013S26478

Penium
_pm

002124g0020

Penium
_pm

007054g0020

Penium
_pm

019137g0010

Penium
_pm

026485.t1

Me1_v2_0124900.1

Mesotaenium_ME000243S03991

Me1_v2_0124910.1
Penium_pm000992g0010

Penium_pm001720.t2

Penium_pm011036g0010

Smuscicola_SM000321S12201Smuscicola_SM005040S17848Mesotaenium_ME000123S00292

C
re05.g241350.t1.1

C
re02.g112550.t1.2

V
ocar.0001s1592.1.p

C
subellipsoidea_17549

B
athy03g04260

C
subellipsoidea_66913

Cre02.g096000.t1.1

Vocar.0036s0047.1.p

Umutabilis_UM038_0061.1

Micromonas_pusilla_121613

Bathy15g01090
Olucimarinus_39403

Micromonas_sp_62193

Csubellipsoidea_45983

Vocar.0005s0197.1.p

Bathy07g03700

Umutabilis_UM039_0020.1

M
icr

om
on

as
_s

p_
87

74
4

M
icr

om
on

as
_p

us
illa

_4
54

20

M
ic

ro
m

on
as

_s
p_

58
28

7

M
ic

ro
m

on
as

_s
p_

88
31

5

O
lu

ci
m

ar
in

us
_5

08
12

Ba
th

y1
3g

00
56

0

C
re

10
.g

44
30

00
.t1

.2

U
m

ut
ab

ilis
_U

M
01

3_
00

62
.1

C
re

16
.g

65
85

26
.t1

.1

V
oc

ar
.0

00
4s

00
49

.1
.p

U
m

ut
ab

ili
s_

U
M

01
6_

00
43

.1
C

su
be

lli
ps

oi
de

a_
27

64
3

B
at

hy
01

g0
52

40

C
re

06
.g

27
37

50
.t1

.1
V

oc
ar

.0
00

2s
03

43
.1

.p
C

su
be

lli
ps

oi
de

a_
41

30
4

C
su

be
lli

ps
oi

de
a_

21
18

5

AT
2G

13610
C

agra.2207s0002.1.p
B

ol042582
B

rara.C
04077.1.p

S
olyc05g056470.1.1

A
m

borella_trichpoda_v1.0_scaffold00031.113

B
radi5g27650.1.p

G
netum

_m
ontanum

_T
nS

000870899t02Pabies_M
A

_10426701g0030

AT
1G

53270

C
agra.1472s0003.1.p

B
rara.H

00141.1.p
S

olyc07g062630.1.1

S
olyc07g053300.1.1

B
radi2g43570.1.p

O
sativa_LO

C
_O

s01g42900.1

AT
4G

25750

C
agra.3467s0012.1.p

B
ol039558

B
rara.A

01569.1.p
AT

5G
52860

B
rara.B

01504.1.p

C
agra.0084s0030.1.p

S
olyc03g007690.1.1

B
radi1g40464.1.p

O
sativa_LO

C
_O

s06g30730.1
AT

5G
19410

C
agra.4243s0026.1.p

B
ol035911

B
rara.J01645.1.p

B
radi2g26800.1.p

O
sativa_LO

C
_O

s05g31910.2

A
m

borella_trichpoda_v1.0_scaffold00063.58

G
netum

_m
ontanum

_T
nS

000498063t79

P
abies_M

A
_856g0010

A
zfi_s0001.g000828

S
acu_v1.1_s0014.g006110

S
acu_v1.1_s0157.g023718

C
eric.14G

055400.1.p

A
zfi_s0038.g026227

A
zfi_s0014.g013525

A
zfi_s0120.g046757

S
acu_v1.1_s0067.g016241

P
p3c26_3590V

3.1.p

P
p3c3_34730V

3.1.p

P
p3c8_1580V

3.1.pPp3c12_11190V
3.1.p

S
phfalx0094s0008.1.p

S
phfalx0034s0149.1.p

S
phfalx0064s0005.1.p

S
m

oel_88976

Itaiw
_v1_scaffold_1_t01390−R

A

Itaiw
_v1_scaffold_2_t01638−R

A

Itaiw
_v1_scaffold_4_t04166−R

A

M
apoly0015s0086.1.p

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_228.5071.2

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_228.5071.4

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_228.5071.3

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_228.5071.1

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_228.5071.5

Apun_evm
.m

odel.utg000098l.115.1

AagrBO
N

N
_evm

.m
odel.Sc2ySw

M
_344.2248.1

Apun_evm
.m

odel.utg000185l.420.1

M
apoly0027s0141.1.p

M
apoly0061s0001.1.p

Pp3c22_15570V3.1.p

Pp3c18_7010V3.1.p

Pp3c18_7000V3.1.p

Sphfalx0029s0139.1.p

Sphfalx0004s0067.1.p

Sphfalx0004s0068.1.p

Pp3c1_17220V3.1.p

Sphfalx0168s0006.1.p

AagrBO
NN_evm

.m
odel.Sc2ySwM

_362.1053.1

Apun_evm
.m

odel.utg000256l.93.1

Am
borella_trichpoda_v1.0_scaffold00060.152

Bradi4g29810.2.p

O
sativa_LO

C_O
s09g23640.1

Solyc01g097430.3.1Sm
oel_134275

AagrBONN_evm
.m

odel.Sc2ySwM
_368.1583.1

Apun_evm
.m

odel.utg000031l.444.1

Bradi2g26560.1.p

Solyc09g098410.2.1

Sm
oel_90494

AT2G37360

Cagra.0666s0009.1.p

Bol025223

Brara.D02269.1.p

AT3G53510

Cagra.0612s0078.1.p

AT3G55100

Cagra.1742s0010.1.p

AT3G55130

Cagra.1742s0007.1.p

Bol040260

Brara.D00784.1.p

Cagra.15959s0001.1.p

Bol044189

Bol044194

Brara.D00426.1.p

AT3G55110

Cagra.1742s0009.1.p

Bol044188

Brara.D00427.1.p

Bol008651

Brara.G01658.1.p

Bol044340

Brara.I03774.1.p

Bradi1g62810.1.p

Osativa_LOC_Os05g02890.1

Osativa_LOC_Os03g17370.1

Gnetum_montanum_TnS000693017t04

Mapoly0004s0001.1.p

Pp3c20_6990V3.1.p

Pp3c8_17020V3.1.p
Sphfalx0034s0170.1.pApun_evm.model.utg000122l.319.1

Smoel_111338

Smoel_127827

Smoel_159477

Smoel_111387
Smoel_111389

Smoel_127931

Itaiw_v1_scaffold_5_t05786−RA

Itaiw_v1_scaffold_8_t07198−RA

AT1G51500

Bol031593

Brara.E01628.1.p

AT3G21090

Cagra.1399s0007.1.p

Bol038424

Brara.E02105.1.p

Solyc11g065360.2.1

Gnetum_montanum_TnS000925207t01

Gnetum_montanum_TnS000925207t04

Sacu_v1.1_s0005.g002792

Sacu_v1.1_s0129.g021933

Ceric.06G041600.1.p

Ceric.04G006500.1.p

Solyc06g072100.2.1

Pp3c9_19220V3.1.p

Sphfalx0088s0029.1.p

Sphfalx0263s0013.1.pPp3c4_6310V3.1.p

Sphfalx0015s0268.1.p

Sphfalx0096s0033.1.p

Sphfalx0012s0142.1.p
Pp3c15_17010V3.1.p

Smoel_171321

Smoel_93017

Ceric.30G013300.1.p
Mapoly0042s0109.1.p

Azfi_s0049.g030807

Azfi_s0049.g030809

Sacu_v1.1_s0009.g004343

Sacu_v1.1_s0009.g004346

Bradi4g32850.1.p

Osativa_LOC_Os09g29660.1

Osativa_LOC_Os09g29670.1

Bradi5g02030.3.p
Solyc01g105450.3.1

Ceric.03G101300.1.p
Ceric.05G037400.1.p

Gnetum_montanum_TnS000094275t01

Itaiw_v1_scaffold_127_t40093−RA

Ceric.1Z013100.1.p

AT2G47000

Cagra.12929s0003.1.p
Bol021813

AT1G02530
Cagra.1968s0010.1.pBol040758

Brara.J00114.1.p
Brara.K01690.1.p
Bradi2g36897.1.p

Osativa_LOC_Os01g18670.1
Solyc11g067310.2.1
Solyc11g067300.2.1

Amborella_trichpoda_v1.0_scaffold00045.105AT5G46540Brara.K00467.1.p
Cagra.1595s0004.1.pSolyc02g071350.3.1

Solyc02g071340.2.1Solyc03g005860.3.1Bradi2g20177.2.pBradi2g20170.1.pOsativa_LOC_Os01g34970.1Osativa_LOC_Os01g35030.1Bradi2g47410.1.pOsativa_LOC_Os05g47500.1Osativa_LOC_Os05g47490.1Bradi3g10680.2.pGnetum_montanum_TnS000695357t02Pabies_MA_10432169g0010Pabies_MA_635039g0010Pabies_MA_560534g0010Pabies_MA_18863g0010Ceric.19G077400.1.pSphfalx0007s0252.1.pSphfalx0086s0010.1.p
Itaiw_v1_scaffold_52_t29358−RA

Mapoly0111s0014.1.p

AagrBONN_evm.model.Sc2ySwM_117.3853.1
Apun_evm.model.utg000272l.215.1

AagrBONN_evm.model.Sc2ySwM_368.1262.1
Apun_evm.model.utg000031l.719.1

Sphfalx0040s0062.1.p
Smoel_408755Smoel_229984

Smoel_99885
Smoel_233433

Itaiw_v1_scaffold_10_t08610−RA

AT3G28415
Cagra.2310s0006.1.p

Brara.F03152.1.p
Brara.I00320.1.p

AT3G28380

Cagra.2310s0003.1.p
AT3G28360

AT3G28390

Cagra.2310s0004.1.pAT3G28345

Cagra.2310s0001.1.p

Bol031218
Brara.B03326.1.p

Brara.F03156.1.p

Solyc02g087410.3.1

Pabies_MA_3437g0010

Pabies_MA_6870g0010

Bradi5g13617.1.p

Osativa_LOC_Os04g40570.1

Solyc05g013890.2.1

Solyc07g064120.2.1

Bradi2g48610.1.p

Osativa_LOC_Os01g52550.1

Solyc03g093650.3.1

Sacu_v1.1_s0095.g019197

AagrBONN_evm.model.Sc2ySwM_344.3114.2

Osativa_LOC_Os08g45030.1

Smoel_410515
Smoel_92485

Itaiw_v1_scaffold_16_t12381−RA

Itaiw_v1_scaffold_16_t12382−RA

Itaiw_v1_scaffold_24_t17459−RA

Itaiw_v1_scaffold_53_t29644−RA

Itaiw_v1_scaffold_53_t29646−RA

Itaiw_v1_scaffold_33_t21982−RA

Itaiw_v1_scaffold_56_t30267−RA

Itaiw_v1_scaffold_61_t31902−RA

Amborella_trichpoda_v1.0_scaffold00010.381

Bradi5g23600.1.p

Sacu_v1.1_s0084.g018197

AT1G27940

AT1G28010

Cagra.22987s0001.1.p

Brara.I02986.1.p

Brara.I02993.1.p

Amborella_trichpoda_v1.0_scaffold00055.37

Gnetum_montanum_TnS000243511t05

Azfi_s0002.g001271

Sacu_v1.1_s0001.g000035

Ceric.10G031400.1.p

Sacu_v1.1_s0005.g002681

Sphfalx0065s0098.1.p

Sphfalx0292s0010.1.p

Amborella_tric
hpoda_v1.0_scaffold00048.15

Bol042262
Bol039579

Brara.A01591.1.p

Brara.G00386.1.p

Solyc08g076720.3.1

Osativa
_LOC_Os02g46680.1

Gnetum_montanum_TnS000608201t01

Azfi_s0015.g013699

Sacu_v1.1_s0054.g014291

Azfi_s0208.g057960

Azfi_s0114.g046165

Ceric.35G032800.1.p

Ceric
.18G065900.1.p

Ceric
.36G025500.1.p

Azfi_s0006.g010080

Ceric
.38G058800.1.p

Ceric
.34G053700.1.pSmoel_148837

Ita
iw_v1

_sca
ffo

ld_26_t18343−RA

Mapoly0
115s0

036.1.p

Smoel_230134

Ita
iw_v1

_co
ntig

_679_t47628−RA

Ita
iw_v1

_sc
affo

ld_68_t33456−RA

Pp3c2
1_18190V3.1.p

AagrB
ONN_evm

.m
odel.S

c2
yS

wM_362.1114.1

AagrB
ONN_evm

.m
odel.S

c2
yS

wM_362.1114.2

Apun_ev
m.m

odel.u
tg000143l.6

0.1

Smoel_84555

Amborella
_tric

hpoda_v1
.0_sc

affo
ld00018.113

Bradi3g17010.1.p

Osa
tiv

a_LOC_Os0
8g05710.1

Bradi3g17020.1.p

Osa
tiv

a_LOC_Os0
8g05690.1

Solyc
06g072950.2.1

Bradi1g28416.2.p

Mapoly0
091s0

010.1.p

Sac
u_

v1
.1_

s0
01

5.g
00

65
20

Ita
iw

_v
1_

sc
aff

old
_3

6_
t23

48
7−

RB

Cag
ra

.0
15

4s
00

13
.1

.p

Soly
c0

9g
00

99
10

.3
.1

Gne
tu

m
_m

on
ta

nu
m

_T
nS

00
00

22
75

3t
10Sm

oe
l_4

40
40

8

M
ap

oly
00

25
s0

01
2.

1.
p

Cer
ic.

25
G

04
88

00
.1

.p

AT
4G

28
62

0

Cag
ra

.1
22

5s
00

28
.1

.p
Bol

02
59

89

Bra
ra

.C
01

14
7.

1.
p

Bol
01

69
34

Br
ar

a.
J0

12
15

.1
.p

Cag
ra

.0
89

1s
00

21
.1

.p

So
lyc

09
g0

55
35

0.
3.

1

Br
ad

i1
g6

34
33

.2
.p

Az
fi_

s4
26

8.
g1

18
50

3

Az
fi_

s0
00

2.
g0

01
94

9

Pp
3s

34
_4

33
V3

.1
.p

Az
fi_

s0
00

2.
g0

02
71

4

Pp
3s

34
_1

23
V3

.1
.p

Pp
3s

32
_5

60
V3

.1
.p

Aa
gr

BO
N

N
_e

vm
.m

od
el

.S
c2

yS
w

M
_3

68
.1

29
6.

1

A
pu

n_
ev

m
.m

od
el

.u
tg

00
01

51
l.4

37
.1

S
m

oe
l_

41
45

60

S
ac

u_
v1

.1
_s

00
56

.g
01

45
50

C
er

ic
.0

1G
11

58
00

.1
.p

AT
1G

67
94

0

C
ag

ra
.7

25
4s

00
08

.1
.p

B
ol

02
40

77

B
ra

ra
.G

02
75

2.
1.

p

S
ol

yc
03

g1
17

81
0.

3.
1

A
m

bo
re

lla
_t

ric
hp

od
a_

v1
.0

_s
ca

ffo
ld

00
01

9.
35

4

B
ra

di
1g

33
77

7.
1.

p

O
sa

tiv
a_

LO
C

_O
s0

6g
48

06
0.

1

Pa
bi

es
_M

A
_1

04
28

38
6g

00
10

Pa
bi

es
_M

A
_5

70
94

1g
00

10

G
ne

tu
m

_m
on

ta
nu

m
_T

nS
00

05
84

15
1t

22

G
ne

tu
m

_m
on

ta
nu

m
_T

nS
00

05
84

15
1t

23

M
ap

ol
y0

01
0s

01
82

.1
.p

P
p3

c4
_2

62
40

V
3.

1.
p

S
ph

fa
lx

00
50

s0
05

7.
1.

p

S
ph

fa
lx

00
14

s0
11

3.
1.

p

C
er

ic
.1

2G
01

63
00

.1
.p

C
er

ic
.1

2G
01

84
00

.1
.p

Ita
iw

_v
1_

sc
af

fo
ld

_4
6_

t2
72

01
−R

A
A

ag
rB

O
N

N
_e

vm
.m

od
el

.S
c2

yS
w

M
_1

17
.2

48
6.

2

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_1
17

.2
48

6.
1

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_1
17

.2
48

6.
3

A
pu

n_
ev

m
.m

od
el

.u
tg

00
00

23
l.1

01
8.

1

M
ap

ol
y0

14
9s

00
25

.1
.p

P
p3

c2
4_

43
50

V
3.

1.
p

P
p3

c2
0_

17
77

0V
3.

1.
p

S
ph

fa
lx

00
37

s0
15

6.
1.

p

S
ph

fa
lx

00
57

s0
03

5.
1.

p
S

m
oe

l_
89

09
7

Ita
iw

_v
1_

sc
af

fo
ld

_2
7_

t1
88

08
−R

A

Ita
iw

_v
1_

sc
af

fo
ld

_2
7_

t1
88

08
−R

B

A
zf

i_
s0

07
8.

g0
38

29
6

C
er

ic
.2

7G
06

14
00

.1
.p

AT
1G

65
41

0

C
ag

ra
.1

39
23

s0
00

1.
1.

p
S

ol
yc

04
g0

56
65

0.
3.

1

A
m

bo
re

lla
_t

ric
hp

od
a_

v1
.0

_s
ca

ffo
ld

00
04

9.
19

B
ra

di
4g

38
21

0.
1.

p

O
sa

tiv
a_

LO
C

_O
s0

3g
46

74
0.

1

G
ne

tu
m

_m
on

ta
nu

m
_T

nS
00

00
33

70
9t

08

A
zf

i_
s0

00
2.

g0
05

70
3

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_2
28

.7
7.

7

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_2
28

.7
7.

6

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_2
28

.7
7.

2

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_2
28

.7
7.

4
A

ag
rB

O
N

N
_e

vm
.m

od
el

.S
c2

yS
w

M
_2

28
.7

7.
3

A
ag

rB
O

N
N

_e
vm

.m
od

el
.S

c2
yS

w
M

_2
28

.7
7.

1
A

pu
n_

ev
m

.m
od

el
.u

tg
00

01
36

l.3
7.

3
A

pu
n_

ev
m

.m
od

el
.u

tg
00

01
36

l.3
7.

1
A

pu
n_

ev
m

.m
od

el
.u

tg
00

01
36

l.3
7.

4
A

pu
n_

ev
m

.m
od

el
.u

tg
00

01
36

l.3
7.

2
M

ap
ol

y0
04

5s
00

44
.1

.p

kfl00078_0370_v1.1
C

braunii_g18619_t1

M
esvi1920S

03819

kfl00033_0400_v1.1

kfl00521_0030_v1.1
kfl00263_0070_v1.1Cbraunii_g40471_t1

Cbraunii_g40477_t1

Cbraunii_g40473_t1

Cbraunii_g40486_t1

Cbraunii_g40481_t1

kfl00163_0100_v1.1

Catmophyticus_Chrsp58S06870

Catmophyticus_Chrsp3S05626

Cbraunii_
g17099_t1

kfl
00277_0100_v1

.1

Catm
op

hy
tic

us
_C

hr
sp

29
S04

52
9

Cbr
au

nii
_g

49
22

1_
t1

Cat
m

op
hy

tic
us

_C
hr

sp
10

8S
01

36
8

kf
l0

05
10

_0
01

0_
v1

.1

C
br

au
ni

i_
g7

46
93

_t
1

C
br

au
ni

i_
g7

46
93

_t
2

kf
l0

00
18

_0
47

0_
v1

.1

kf
l0

03
10

_0
10

0_
v1

.1

kf
l0

00
95

_0
20

0_
v1

.1
C

br
au

ni
i_

g2
39

46
_t

1
C

at
m

op
hy

tic
us

_C
hr

sp
23

S
03

80
1

C
at

m
op

hy
tic

us
_C

hr
sp

36
9S

00
84

5
M

es
vi

82
S

08
32

3

S
m

uscicola_S
M

000148S
00998

P
enium

_pm
007080.t1

M
e1_v2_0106680.1

M
esotaenium

_M
E

000202S
02804

S
m

uscicola_S
M

000043S
15858

S
m

uscicola_S
M

000127S
26668

M
e1_v2_0141540.1

M
esotaenium

_M
E

000292S
04850

S
m

uscicola_S
M

000025S
08412

S
m

uscicola_S
M

000027S
09568

S
m

uscicola_S
M

000085S
23296

Penium
_pm

004384g0020

Penium
_pm

017441g0020

M
esotaenium

_M
E

000095S
10239

S
m

uscicola_S
M

000025S
08413

S
m

uscicola_S
M

000085S
23293

Sm
uscicola_SM

000111S18810

Sm
uscicola_SM

000025S08420

Sm
uscicola_SM

003069S11639

M
e1_v2_0124780.1

M
esotaenium

_M
E000243S03986

Penium_pm000478g0020

Penium_pm000591g0080

Penium_pm000591g0010

Penium_pm285496g0010

Me1_v2_0078150.1

Mesotaenium_ME000148S01116

Smusc
ico

la_SM000009S23514

Smusc
ico

la_SM000012S25341

Smusc
ico

la_SM000198S05334

Smus
cic

ola
_S

M00
01

15
S23

90
7

Smus
cic

ola
_S

M00
01

21
S25

98
9

Smus
cic

ola
_S

M00
00

85
S23

22
5

Smus
cic

ola
_S

M
00

03
23

S12
61

5

M
e1

_v
2_

01
09

18
0.

1

M
es

ot
ae

niu
m

_M
E00

02
07

S02
88

1

Pe
ni

um
_p

m
00

29
08

.t2

M
es

ot
ae

ni
um

_M
E0

00
77

1S
09

52
6

Sm
us

ci
co

la
_S

M
00

00
65

S2
01

58

M
e1

_v
2_

02
13

65
0.

1

M
es

ot
ae

ni
um

_M
E0

00
00

7S
09

89
0

Pe
ni

um
_p

m
00

64
81

g0
02

0

Pe
ni

um
_p

m
01

52
71

g0
02

0

Pe
ni

um
_p

m
15

06
74

g0
01

0

M
es

ot
ae

ni
um

_M
E

00
04

25
S

07
21

0

P
en

iu
m

_p
m

06
54

84
g0

01
0

M
e1

_v
2_

02
31

88
0.

1

M
es

ot
ae

ni
um

_M
E

00
09

35
S

10
22

8

P
en

iu
m

_p
m

00
00

19
g0

28
0

P
en

iu
m

_p
m

00
16

36
.t1

S
m

us
ci

co
la

_S
M

00
00

51
S

17
53

7

S
m

us
ci

co
la

_S
M

00
01

03
S

09
50

6


