
AagrBONN_evm.model.Sc2ySwM_368.2436.1

Apun_evm.model.utg000132l.44.1

AT4G16120
Cagra.0053s0017.1.p

Brara.A01941.1.pAT3G16860

Cagra.5497s0019.1.p
Brara.A03035.1.pAT5G49270

Cagra.0345s0002.1.p

Bol032349

Brara.I0
0385.1.p

Solyc
09g075540.1.1

Solyc
01g065530.3.1

Bra
di1

g6
48

17
.2.

p

Osa
tiv

a_
LO

C_O
s0

3g
18

91
0.

1

Bra
di

1g
16

79
1.

1.
p

O
sa

tiv
a_

LO
C_O

s0
7g

49
08

0.
1

Am
bo

re
lla

_t
ric

hp
od

a_
v1

.0
_s

ca
ffo

ld
00

05
7.

89

AT
4G

27
11

0

C
ag

ra
.1

69
6s

00
52

.1
.p

B
ol

03
97

08

B
ra

ra
.A

01
68

5.
1.

p

B
ol

02
11

81

B
ra

ra
.H

01
52

4.
1.

p

AT
3G

20
58

0

B
ol

02
66

48
B

ra
ra

.C
03

79
7.

1.
p

B
ol

01
88

38
B

ra
ra

.A
02

81
9.

1.
p

S
ol

yc
10

g0
06

45
0.

3.
1

S
ol

yc
07

g0
64

20
0.

3.
1

B
ra

di
1g

25
91

0.
1.

p
O

sa
tiv

a_
LO

C
_O

s0
6g

47
11

0.
1

B
radi1g22037.1.p

O
sativa_LO

C
_O

s07g41310.1
A

m
borella_trichpoda_v1.0_scaffold00047.163

A
m

borella_trichpoda_v1.0_scaffold00047.164

S
olyc03g114910.3.1

G
netum

_m
ontanum

_T
nS

000754935t05

P
abies_M

A
_106654g0010

P
abies_M

A
_4056g0010 AT

5G
15630

B
ol034354

B
rara.C

00685.1.p

B
ol021242

C
agra.6845s0007.1.p

Am
borella_trichpoda_v1.0_scaffold00047.162

Bradi1g59880.1.p

O
sativa_LO

C
_O

s03g30250.1

Bradi1g22030.1.p

Osativa_LOC_Os07g41320.1

Solyc03g114900.3.1

Solyc02g089130.3.1

Solyc03g070440.3.1

Gnetum_montanum_TnS000754935t04

Pabies_MA_637485g0010

Azfi_s0018.g014792

Sacu_v1.1_s0125.g021681

Ceric.16G001100.1.p

Azfi_s0068.g036477

Sacu_v1.1_s0035.g011371

Ceric.33G061400.1.p

Smoel_271954

Itaiw_v1_scaffold_9_t08376−RA

Itaiw_v1_contig_21_t42944−RA

Itaiw_v1_scaffold_8_t07631−RA

Smoel_405727 Itaiw_v1_scaffold_40_t25018−RA

Itaiw_v1_scaffold_46_t27140−RA

Itaiw_v1_scaffold_14_t11590−RA

AagrBONN_evm.model.Sc2ySwM_344.2399.5

AagrBONN_evm.model.Sc2ySwM_344.2399.2AagrBONN_evm.model.Sc2ySwM_344.2399.4Apun_evm.model.utg000152l.117.1

Me1_v2_0131810.1

Me1_v2_0141550.1

Mesotaenium_ME000026S04535

A
m

borella_trichpoda_v1.0_scaffold00066.228

G
netum

_m
ontanum

_T
nS

000069935t01
P

abies_M
A

_10426946g0030

A
zfi_s0006.g010474

A
zfi_s0051.g031370

S
acu_v1.1_s0223.g026278

C
eric.30G

011700.1.p

C
eric.34G

059800.1.p

M
apoly0001s0227.1.p

S
m

oel_126731

Itaiw
_v1_scaffold_197_t44671−R

A

Itaiw
_v1_scaffold_73_t34429−R

A

Itaiw
_v1_scaffold_3_t03832−R

A

P
p3c2_18020V

3.1.p

P
p3c5_11390V

3.1.p

Pp3c25_1920V3.1.p

Pp3c27_3700V3.1.p

Pp3c6_14750V3.1.p
Sphfalx0052s0118.1.p

Sphfalx0052s0117.1.p

Sphfalx0279s0002.1.p

AagrBONN_evm.model.Sc2ySwM_117.4123.1AagrBONN_evm.model.Sc2ySwM_117.4123.3

AagrBONN_evm.model.Sc2ySwM_344.1405.1

AagrBONN_evm.model.Sc2ySwM_344.1405.2

Apun_evm.model.utg000158l.154.5

Apun_evm.model.utg000158l.154.6

Pp3c20_16270V3.1.p

Sphfalx0176s0006.1.p

Sphfalx0002s0350.1.p

Pp3c12_4550V3.1.p

AT1G09790

Bradi5g17087.2.p

Amborella_tric
hpoda_v1.0_scaffold00008.28

Pabies_MA_40967g0020

Amborella
_tric

hpoda_v1
.0_sc

affo
ld00041.268 Gnetum_montanum_TnS000181483t11

Gne
tum

_m
on

tan
um

_T
nS

00
02

84
47

3t0
3 Pab

ies
_M

A_1
04

31
44

0g
00

10

AT
3G

29
81

0

Cag
ra

.0
44

4s
00

05
.1

.p

Bo
l0

33
14

7

Br
ar

a.
B0

33
90

.1
.p

Bo
l0

43
03

5

Br
ar

a.
F0

30
72

.1
.p

AT
3G

02
21

0

C
ag

ra
.3

82
3s

00
21

.1
.p

B
ra

ra
.E

03
59

2.
1.

p
AT

5G
60

92
0

B
ol

03
62

66
B

ol
01

70
58

B
ra

ra
.C

04
21

2.
1.

p
C

ag
ra

.0
08

3s
00

01
.1

.p
S

ol
yc

02
g0

65
77

0.
3.

1
B

ra
di

1g
08

13
0.

1.
p

B
ra

di
1g

08
31

0.
5.

p
O

sa
tiv

a_
LO

C
_O

s0
5g

32
11

0.
1

AagrBONN_evm.model.Sc2ySwM_344.2399.3AagrBONN_evm.model.Sc2ySwM_344.2399.1

kfl00447_0040_v1.1

Cbraunii_g55371_t1

Cbraunii_g21144_t1

Cbraunii_g23547_t1

Cbraunii_g22012_t1

kfl00100_0240_v1.1

kfl00529_0010_v1.1

kfl00234_0050_v1.1

M
e1_v2_0218880.1

Mesotaenium_ME000074S09441

Me1_v2_0195030.1

Penium_pm001350g0020

Smuscicola_SM000079S22415

Smuscicola_SM000088S23749

Smuscicola_SM000124S25904
Smuscicola_SM000195S05273
Smuscicola_SM000206S06266Smuscicola_SM000222S06994

100

100

83

80

100

88

86

100

99

97

100

100

91

100

100

100
100

100

100

100

100
100

100

100100

100

99

100

100

100

100
100

100100

100

100

100100

100
100

100

100

99

97100

78

92

88

100

100

100

99

100

100

100

100

100

100

100

100

100

80

79

99

100

10095

100100

100

93

95

85
92

100100

100100100

94

100

100

94

99

80

98

100

83

100

97

70

100

99

98

98

100
100

100

100

100
100

98
100
100

100

100

100

100

100

100

100

100

100

10090

100

100

81

100

100100

100

100

100

100

100

100

100

99

100

100

99
88

71

1008788

53

60

64

67

48

3838

59

57

63

19

49

47

40


