ion mobility spectrometer omnitrap orbitrap g exactive hf x
Gr——(

_://

||IIIIIIIIIIIII'AIIIIIIIIIIIIIIIII"""'%'j'|;'---|—

IR ]/\/\/V\/\A’\/\/\/\/\[ )Y,

|||||||||||||||l'41||||| ][] S .....U..--_ =
| ] o - l’ﬂ=ﬂ="~

hyper quad mass filte |

N\

amino-acid sequence

1°QVQLVQSGAEVKIKPGAI sIVIKIVISICIKIATSTGIYITIFIT] 433 ftms bOOSter

11111111111111111111111111111111111111111111111111

RRRRRRRRRRRRRRRRRRRRRRRRRRRRRRRRRRR

YYYYYYYYYYYYYYYYYYYYYYYYYYYYYYYYYYY
SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSS
VVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVV

PPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPP

VVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVV
VVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVVV
KKKKKKKKKKKKKKKKKKKKKKKKKKKKKKKKKKKK

PPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPPP

SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSS

LLLLLLLLLLLLLLLL

T protein ® @

extract

sg'r%%?ei » :’"‘I I’“C:: »

"Next generation precision
antibody profiling — from
science fiction to reality”

Members of the TopSpec research
project consortium:

o 1%}
Se< 0= Karolinska
b‘O‘T‘ij‘f _;Awh_l’—asema‘rcclg 3?%% Institutet
NOTTINGHAM®

MSVision X Spectroswiss

TRENT UNIVERSITY

ﬂ ThermoFisher
. SCIENTIFIC
Institut Pasteur

European
Commission

This research project has received
funding from the European
Horizon 2020 research and

iInnovation program under grant
agreement No 829157



