Figure S1. Number of detected proteins related to different protein classes and effect of an additional

normalization.

A — Number of proteins related to different protein classes was examined using the Panther Protein Class

database.

B — The median ratio of protein expression (after to before Dry Immersion) without (above) and with

normalization (bellow) was shown for each volunteer. GAPDH, RPLPO, ACTAL depict in red. The additional

normalization slightly decreased the interindividual variability.
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