Table S4, related to Figure 2. Summary of clients as determined by MS and differential protein

abundance analysis.
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L 1L, III, membrane protein type; HP, hairpin; MP, membrane protein; multi, multispanning membrane

protein; sol, soluble; SP, signal peptide; sum, sum of clients as determined in single depletion and double

depletion (hSnd2+Wrb); TA, tail anchor; TMH, most N-terminal transmembrane domain; Zellweger, data

from PEX3 deficient patient fibroblasts Zimmermann et al. [38]. Notably, sol refers to soluble proteins,
sum to the pool of the respective single depletion (hSnd2 or Wrb) and the double depletion (hSnd2+Wrb).



