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Figure S1. Maximum likelihood tree from target-gene molecular markers (12S, 16S, COI, H3, 18S, 28S), 
es�mated with IQ-TREE, with 1000 ultrafast bootstrap rounds.  
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Figure S2. Maximum likelihood tree from the UCE genomic dataset, es�mated with IQ-TREE, with 1000 
ultrafast bootstrap rounds. 

 

 

  

Figure S3. Trees from the molecular par��on (UCE + target-genes). Le�, maximum likelihood tree 
es�mated with IQ-TREE, with 1000 ultrafast bootstrap rounds. Right, maximum parsimony tree es�mated 
with TNT, with 1000 bootstrap rounds. 
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Figure S4. Trees from the morphological par��on. Le�, maximum likelihood tree es�mated with IQ-TREE, 
with 1000 ultrafast bootstrap rounds. Right, maximum parsimony consensus tree es�mated with TNT, 
with 1000 bootstrap rounds. 

 

 

 

  

Figure S5. Total evidence dataset. Le�, maximum likelihood tree es�mated with IQ-TREE, with 1000 
ultrafast bootstrap rounds. Right, maximum parsimony tree es�mated with TNT, with 1000 bootstrap 
rounds. Note: the branches resolved in the ML tree (but not in the MP tree) are not supported by any 
synapomorphy, molecular or morphological, and have been collapsed for Fig. 6. 
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