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ubiquitin−like protein binding
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myosin V binding

microtubule minus−end binding

kinesin binding

beta−tubulin binding

actin filament binding

actin binding

DNA−binding transcription repressor activity, RNA polymerase II−specific

DNA−binding transcription factor activity, RNA polymerase II−specific

transcription regulatory region sequence−specific DNA binding

sequence−specific DNA binding

RNA polymerase II cis−regulatory region sequence−specific DNA binding

ubiquitin protein ligase binding
ubiquitin conjugating enzyme binding

ubiquitin−like protein conjugating enzyme binding
thioesterase binding

small GTPase binding
Rho guanyl−nucleotide exchange factor activity

Rho GTPase binding
receptor tyrosine kinase binding

Rac guanyl−nucleotide exchange factor activity
Rac GTPase binding
Rab GTPase binding

protein tyrosine kinase binding
protein phosphatase binding

protein phosphatase 1 binding
protein kinase binding

protein kinase B binding
caspase binding

protein tyrosine kinase activator activity

protein phosphatase regulator activity

protein phosphatase inhibitor activity

peptidase activator activity

GTPase inhibitor activity

cysteine−type endopeptidase inhibitor activity involved in apoptotic process

cysteine−type endopeptidase inhibitor activity

adenylate cyclase inhibitor activity

acetyltransferase activator activity

methylated histone binding

N−acetyl−beta−D−galactosaminidase activity

beta−N−acetylglucosaminidase activity

ADP−ribosylglutamate hydrolase activity

serine binding

phosphatidylserine binding

phosphatidylinositol−3,4,5−trisphosphate binding

metal ion binding

magnesium ion binding

inositol 1,4,5 trisphosphate binding

cyclic−GMP−AMP binding

cyclic−di−GMP binding

copper ion binding

ATP binding

transforming growth factor beta receptor activity, type I

protein serine/threonine kinase activity

protein kinase activity

phosphatidylinositol−4,5−bisphosphate 3−kinase activity

phosphatidylinositol−3,4−bisphosphate 5−kinase activity

non−membrane spanning protein tyrosine kinase activity

1−phosphatidylinositol−4−phosphate 3−kinase activity

1−phosphatidylinositol−3−kinase activity

phosphatidylserine binding

phosphatidylinositol−3,4,5−trisphosphate binding

tRNA (cytosine−5−)−methyltransferase activity

protein−lysine N−methyltransferase activity

mRNA (cytidine−5−)−methyltransferase activity

histone methyltransferase activity (H3−K9 specific)

histone methyltransferase activity (H3−K36 specific)

mRNA CDS binding

mRNA 5'−UTR binding

mRNA 3'−UTR binding

oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, another compound as one donor, and incorporation of one atom of oxygen

oxidoreductase activity, acting on CH−OH group of donors

NADH dehydrogenase activity

hydroquinone:oxygen oxidoreductase activity

ferric−chelate reductase activity

aspartic endopeptidase activity, intramembrane cleaving

protein tyrosine/serine/threonine phosphatase activity

phosphoprotein phosphatase activity

U2 snRNA binding

RNA 7−methylguanosine cap binding

poly(U) RNA binding

poly(G) binding

mRNA CDS binding

mRNA 5'−UTR binding

mRNA 3'−UTR binding

extracellular matrix structural constituent conferring tensile strength

RNA polymerase II repressing transcription factor binding

retinoic acid receptor binding

nuclear hormone receptor binding

NF−kappaB binding

MRF binding

sodium:bicarbonate symporter activity

secondary active sulfate transmembrane transporter activity

proton−transporting ATP synthase activity, rotational mechanism

inositol 1,4,5−trisphosphate−sensitive calcium−release channel activity

inorganic anion exchanger activity

glutamate:sodium symporter activity

anion:anion antiporter activity

ubiquitin binding
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Molecular Function: Primary Moderate Effect WGCNA


