
anion:anion antiporter activity

L−alanine:2−oxoglutarate aminotransferase activity

2−acylglycerol O−acyltransferase activity

mitochondrial ribosome binding

iodide peroxidase activity

phospholipase A2 activity (consuming 1,2−dipalmitoylphosphatidylcholine)

phospholipase A2 activity consuming 1,2−dioleoylphosphatidylethanolamine)

voltage−gated anion channel activity

mRNA 5'−UTR binding

protein serine/threonine phosphatase inhibitor activity

hemi−methylated DNA−binding

SUMO−specific isopeptidase activity

malic enzyme activity

phosphoenolpyruvate carboxykinase (GTP) activity

phosphatidylinositol N−acetylglucosaminyltransferase activity

membrane insertase activity

amyloid−beta binding

clathrin heavy chain binding

flavin−linked sulfhydryl oxidase activity

isocitrate dehydrogenase (NADP+) activity

mRNA 3'−UTR binding

phosphatase inhibitor activity

alpha−glucosidase activity

glucan 1,3−alpha−glucosidase activity

choline dehydrogenase activity

activin receptor activity, type I

proline−rich region binding

potassium channel regulator activity

malonate−semialdehyde dehydrogenase (acetylating) activity

methylmalonate−semialdehyde dehydrogenase (acylating) activity

sulfite oxidase activity

transferase activity, transferring hexosyl groups

6−phosphofructokinase activity

diiodophenylpyruvate reductase activity

fructose−6−phosphate binding

glycogenin glucosyltransferase activity

methionine synthase activity

transketolase activity

UDP−alpha−D−glucose:glucosyl−glycogenin alpha−D−glucosyltransferase activity

phospholipase D activity

keratin filament binding

NAD−dependent histone deacetylase activity (H3−K9 specific)

retinol O−fatty−acyltransferase activity

guanine binding

guanine phosphoribosyltransferase activity

hypoxanthine phosphoribosyltransferase activity

purine nucleobase binding

3−phosphoinositide−dependent protein kinase activity

olfactory receptor binding

glucose−6−phosphate isomerase activity

glyceraldehyde−3−phosphate dehydrogenase (NAD+) (phosphorylating) activity

peptidyl−cysteine S−nitrosylase activity

2−hydroxy−3−keto−5−methylthiopentenyl−1−phosphate phosphatase activity

2,3−diketo−5−methylthiopentyl−1−phosphate enolase activity

acireductone synthase activity

RNA polymerase II repressing transcription factor binding

poly(U) RNA binding

phosphatidyl−N−dimethylethanolamine N−methyltransferase activity

phosphatidyl−N−methylethanolamine N−methyltransferase activity

phosphatidylethanolamine N−methyltransferase activity

nucleosomal DNA binding

caffeoyl−CoA O−methyltransferase activity

NAD(P)+ transhydrogenase activity

protein tyrosine kinase binding

phosphatidic acid transfer activity

tRNA (guanine−N1−)−methyltransferase activity

coreceptor activity

oleic acid binding

activin receptor activity, type II

oxidoreductase activity, acting on CH−OH group of donors

lipoprotein particle receptor binding

linoleic acid binding

stearic acid binding

lithium:proton antiporter activity

secondary active sulfate transmembrane transporter activity

ferric−chelate reductase activity

NAD binding

O−acetyl−ADP−ribose deacetylase activity

pheromone activity

methylglyoxal synthase activity

triose−phosphate isomerase activity

poly(G) binding

tRNA (guanine(37)−N(1))−methyltransferase activity

oligosaccharyltransferase complex binding

alpha−2 macroglobulin receptor activity

tRNA (cytosine−5−)−methyltransferase activity

ADP−ribosylserine hydrolase activity

inositol 1,4,5−trisphosphate−sensitive calcium−release channel activity

magnesium ion binding

apolipoprotein receptor activity

thiamin−triphosphatase activity

proton−transporting ATP synthase activity, rotational mechanism

sodium:bicarbonate symporter activity

hydroquinone:oxygen oxidoreductase activity

inositol 1,4,5 trisphosphate binding

NADH dehydrogenase activity

mRNA (cytidine−5−)−methyltransferase activity

inorganic anion exchanger activity

copper ion binding

oxidoreductase activity, acting on paired donors, with incorporation or reduction of molecular oxygen, another compound as one donor, and incorporation of one atom of oxygen

DNA binding

sequence−specific DNA binding

ubiquitin−like protein conjugating enzyme binding

dTDP−glucose 4,6−dehydratase activity

single guanine insertion binding

single thymine insertion binding

protein phosphatase regulator activity

methylated histone binding

adenylate cyclase inhibitor activity

chloride channel regulator activity

dimethylargininase activity

glutamate:sodium symporter activity

RNA 7−methylguanosine cap binding

extracellular matrix structural constituent conferring tensile strength

heterotrimeric G−protein binding

interleukin−1, type II receptor binding

interleukin−6 receptor binding

receptor tyrosine kinase binding

[heparan sulfate]−glucosamine 3−sulfotransferase 3 activity

protein homodimerization activity

phosphoenolpyruvate carboxykinase activity

insulin−like growth factor receptor binding

myosin V binding

protein phosphatase 1 binding

latrotoxin receptor activity

NEDD8 ligase activity

apolipoprotein binding

epidermal growth factor receptor binding

transcription coregulator activity

1−phosphatidylinositol−3−kinase activity

Rac guanyl−nucleotide exchange factor activity

protein dimerization activity

ephrin receptor binding

peptidase activator activity

cytokine activity

phospholipid scramblase activity

kinesin binding

caspase binding

adenylate cyclase inhibiting G protein−coupled glutamate receptor activity

DNA−binding transcription repressor activity, RNA polymerase II−specific

phosphatidylinositol−3,4−bisphosphate 5−kinase activity

phosphatidylinositol−4,5−bisphosphate 3−kinase activity

NF−kappaB binding

group III metabotropic glutamate receptor activity

serine binding

peptidoglycan binding

protein−lysine N−methyltransferase activity

beta−catenin binding

phosphoprotein phosphatase activity

death receptor binding

non−membrane spanning protein tyrosine kinase activity

cyclic−di−GMP binding

cyclic−GMP−AMP binding

protein phosphatase inhibitor activity

1−phosphatidylinositol−4−phosphate 3−kinase activity

Rab GTPase binding

angiostatin binding

second spliceosomal transesterification activity

glutamate receptor activity

calcium channel regulator activity

ubiquitin protein ligase binding

cysteine−type endopeptidase inhibitor activity involved in apoptotic process

U2 snRNA binding

actin filament binding

group II metabotropic glutamate receptor activity

cysteine−type endopeptidase inhibitor activity

protein kinase binding

thymidylate kinase activity

uridylate kinase activity

glutamine−fructose−6−phosphate transaminase (isomerizing) activity

3'−5' DNA/RNA helicase activity

triplex DNA binding

myosin light chain binding

acetyl−CoA carboxylase activity

AMP deaminase activity

phosphatidylinositol−3,5−bisphosphate 3−phosphatase activity

kringle domain binding

Fc−gamma receptor I complex binding

citrate secondary active transmembrane transporter activity

bile acid receptor activity

chenodeoxycholic acid binding

elongation factor−2 kinase activity

interleukin−4 receptor binding

N−acetylgalactosamine kinase activity

rRNA (adenine−N6−)−methyltransferase activity

sodium channel inhibitor activity

nuclear receptor transcription coactivator activity

N−acetyl−beta−D−galactosaminidase activity

ATP adenylyltransferase activity

lysine−tRNA ligase activity

ubiquitin conjugating enzyme binding

C3HC4−type RING finger domain binding

sodium:potassium−exchanging ATPase activity

thioesterase binding

[protein]−3−O−(N−acetyl−D−glucosaminyl)−L−serine O−N−acetyl−alpha−D−glucosaminase activity

[protein]−3−O−(N−acetyl−D−glucosaminyl)−L−serine/L−threonine O−N−acetyl−alpha−D−glucosaminase activity

[protein]−3−O−(N−acetyl−D−glucosaminyl)−L−threonine O−N−acetyl−alpha−D−glucosaminase activity

steroid hormone receptor activity

transforming growth factor beta receptor activity, type III

type II transforming growth factor beta receptor binding

Rac GTPase binding

nuclear hormone receptor binding

histone methyltransferase activity (H3−K36 specific)

prenylated protein tyrosine phosphatase activity

kinase activity

transcription factor binding

DNA−binding transcription factor activity, RNA polymerase II−specific

GTPase inhibitor activity

Rho GTPase binding

retinoic acid receptor binding

purine−nucleoside phosphorylase activity

ATP binding

sodium:phosphate symporter activity

ubiquitin binding

protein kinase activity

protein phosphatase binding

microtubule minus−end binding

nucleic acid binding

RNA polymerase II cis−regulatory region sequence−specific DNA binding

aminomethyltransferase activity

phosphatidylserine binding

activin binding

mRNA CDS binding

protein tyrosine kinase activator activity

importin−alpha family protein binding

transcription coactivator activity

Rho guanyl−nucleotide exchange factor activity

SMAD binding

phosphatidylinositol−3,4,5−trisphosphate binding

protein domain specific binding

beta−N−acetylglucosaminidase activity

protein serine/threonine kinase activity

transcription regulatory region sequence−specific DNA binding

S100 protein binding

MRF binding

transforming growth factor beta receptor activity, type I

phosphoserine residue binding

polysome binding

acetyltransferase activator activity

beta−tubulin binding

small GTPase binding

DNA−binding transcription factor activity

metal ion binding

histone methyltransferase activity (H3−K9 specific)

protein kinase B binding

cadherin binding

calcium−dependent protein kinase activity

TORC2 complex binding

protein tyrosine/serine/threonine phosphatase activity

actin binding

structural constituent of postsynaptic actin cytoskeleton

ubiquitin−protein transferase activity

K63−linked polyubiquitin modification−dependent protein binding

ADP−ribosylglutamate hydrolase activity

phosphotyrosine residue binding

SH2 domain binding

ubiquitin protein ligase activity

aspartic endopeptidase activity, intramembrane cleaving

RS domain binding

X11−like protein binding

SH3 domain binding
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GO Mol Fxn: Priming effect (> Exp in Moderate history)

L−alanine metabolic processpositive regulation of glycogen biosynthetic processcircadian regulation of gene expressionmitochondrial electron transport, ubiquinol to cytochrome cprotein insertion into mitochondrial inner membrane from matrixtricuspid valve morphogenesispositive regulation of inclusion body assemblynegative regulation of stress−activated MAPK cascaderegulation of defense response to virus by hostperoxisome fissionpositive regulation of protein phosphorylationpositive regulation of transcription elongation from RNA polymerase II promoternegative regulation of peptidyl−lysine acetylationblastocyst hatchingmitochondrial fragmentation involved in apoptotic processS−adenosylmethionine cycleregulation of protein serine/threonine kinase activitypositive regulation of chromatin silencingglycerol catabolic processpositive regulation of protein localization to cell surfaceRNA splicingpositive regulation of vascular associated smooth muscle cell migrationtranscription initiation from RNA polymerase II promoterpyruvate transmembrane transportregulation of brown fat cell differentiationmale germ−line sex determinationprotein catabolic processdevelopment of primary male sexual characteristicsregulation of type B pancreatic cell proliferationcellular response to BMP stimulusnegative regulation of appetite by leptin−mediated signaling pathwayspermatocyte divisiondiaphragm developmentmale meiosis cytokinesisnuclear pore distributionfacial nerve morphogenesisnegative regulation of signal transductiontranscytosiscellular response to growth factor stimulusproteasomal protein catabolic processregulation of microvillus assemblypositive regulation of bile acid biosynthetic processchorionic trophoblast cell differentiationvacuolar proton−transporting V−type ATPase complex assemblynegative regulation of histone H4−K16 acetylationpositive regulation of immature T cell proliferation in thymusrostrocaudal neural tube patterningmRNA transporthistone monoubiquitinationresponse to intra−S DNA damage checkpoint signalingpositive regulation of t−circle formationresponse to dietary excessnucleocytoplasmic transportnegative regulation of neuron projection developmentpositive regulation of MHC class II biosynthetic processventricular septum morphogenesispositive regulation of lysosomal protein catabolic processregulation of bile acid biosynthetic processnegative regulation of astrocyte activationnegative regulation of microglial cell activationnegative regulation of neuroinflammatory responseregulation of circadian sleep/wake cyclepericentric heterochromatin assemblynegative regulation of transforming growth factor beta receptor signaling pathwayhistone H2B ubiquitinationpositive regulation of cAMP−dependent protein kinase activityfatty acid homeostasispositive regulation of osteoclast developmentconvergent extension involved in somitogenesisnegative regulation of B cell differentiationnegative regulation of bone remodelingnegative regulation of canonical Wnt signaling pathway involved in controlling type B pancreatic cell proliferationnegative regulation of planar cell polarity pathway involved in axis elongationnegative regulation of Wnt signaling pathway involved in dorsal/ventral axis specificationregulation of midbrain dopaminergic neuron differentiationstromal−epithelial cell signaling involved in prostate gland developmentmRNA catabolic processregulation of response to endoplasmic reticulum stressvaline metabolic processDNA ligationfemale meiosis chromosome separationmitotic DNA integrity checkpointnegative regulation of amacrine cell differentiationnegative regulation of DNA duplex unwindingnegative regulation of Fc−gamma receptor signaling pathway involved in phagocytosisnegative regulation of retinal cone cell fate commitmentpositive regulation of macropinocytosispositive regulation of melanin biosynthetic processpositive regulation of single stranded viral RNA replication via double stranded DNA intermediatepositive regulation of stress granule assemblypteridine−containing compound metabolic processregulation of toll−like receptor 4 signaling pathwayretinal rod cell fate commitmentinositol lipid−mediated signalingregulation of eye photoreceptor cell developmentchromosome passenger complex localization to kinetochorebehavioral response to starvationleptin−mediated signaling pathwaynegative regulation of cellular response to testosterone stimulusnegative regulation of helicase activitynegative regulation of histone H3−K14 acetylationnegative regulation of histone H3−K9 trimethylationnegative regulation of protein acetylationpositive regulation of macrophage apoptotic processpositive regulation of smooth muscle cell differentiationregulation of endodeoxyribonuclease activityregulation of peroxisome proliferator activated receptor signaling pathwayregulation of smooth muscle cell apoptotic processstress−induced premature senescencenegative regulation of neuron maturationubiquinone−6 biosynthetic processketone body metabolic processregulation of eating behaviorregulation of intestinal lipid absorptionregulation of vitamin A metabolic processfollicle−stimulating hormone secretionGMP salvageguanine salvagehypoxanthine metabolic processinduction of positive chemotaxispeptidyl−cysteine S−trans−nitrosylationDNA−templated transcription, initiationbicarbonate transportpositive regulation of protein localization to plasma membranechitin−based cuticle developmentintracellular pH reductionleukocyte homeostasisPeyer's patch developmentplasma cell differentiationpost−embryonic digestive tract morphogenesisaortic valve developmentphosphatidylglycerol acyl−chain remodelingnegative regulation of smooth muscle cell migrationcristae formationsnRNA transcriptioncellularizationhaltere developmentnegative regulation of Wnt signaling pathwayresolution of meiotic recombination intermediatesregulation of lung blood pressurecellular lipid catabolic processchemoattraction of axongonad morphogenesisNLS−bearing protein import into nucleusendochondral bone morphogenesisnegative regulation of chondrocyte proliferationnegative regulation of vasoconstrictionpulmonary valve developmentsemi−lunar valve developmentmitochondrial ATP synthesis coupled proton transportamyloid−beta clearance by transcytosiscellular response to fibroblast growth factor stimulusfemale gonad developmentcellular response to linoleic acidestablishment or maintenance of bipolar cell polarity regulating cell shapepositive regulation of establishment or maintenance of cell polarity regulating cell shapeprotein localization to cell cortex of cell tipprotein localization to new growing cell tipprotein localization to nuclear envelopemitochondrion morphogenesiscellular response to thapsigarginlipoprotein metabolic processastrocyte activation involved in immune responsepositive regulation of chemokine (C−C motif) ligand 2 secretionartery smooth muscle contractionglyceraldehyde−3−phosphate biosynthetic processmethylglyoxal biosynthetic processsingle fertilizationmast cell degranulationphosphatidylcholine acyl−chain remodelingphosphatidylethanolamine acyl−chain remodelingNADP metabolic processnucleus organizationregulation of epithelial to mesenchymal transitionmitochondrial tRNA methylationtRNA N1−guanine methylationpositive regulation of lipid transportstem cell population maintenancehistone ubiquitinationnegative regulation of apoptotic signaling pathwaynegative regulation of platelet−derived growth factor receptor−beta signaling pathwaynegative regulation of cytosolic calcium ion concentrationcell redox homeostasisNAD metabolic processphagocytosistRNA methylationpositive regulation of axon extension involved in regenerationpositive regulation of cholesterol importpositive regulation of collateral sprouting of injured axonpositive regulation of Schwann cell migrationregulation of cholesterol transportregulation of phospholipase A2 activitypeptidyl−serine ADP−deribosylationmeiosis I cytokinesisnegative regulation of immune responsepositive regulation of cytokinesis, actomyosin contractile ring assemblypositive regulation of insulin secretion involved in cellular response to glucose stimuluscellular response to amyloid−betanegative regulation of metallopeptidase activityregulation of cell morphogenesisdigestive tract morphogenesisnegative regulation of phosphorylationpositive regulation of intrinsic apoptotic signaling pathwaymale genitalia developmentlignin biosynthetic processpositive regulation of amyloid−beta clearancenegative regulation of focal adhesion assemblypositive regulation of glucose importregulation of intracellular pHregulation of translationthiamine diphosphate metabolic processproton transmembrane transportproteasome assemblymacrophage differentiationpositive regulation of cholesterol effluxnegative regulation of protein dephosphorylationnegative regulation of androgen receptor signaling pathwaytRNA stabilizationregulation of stem cell differentiationregulation of fibroblast migrationwhite fat cell differentiationmRNA methylationnegative regulation of chromosome condensationregulation of centromere complex assemblysubtelomeric heterochromatin assemblycell agingpositive regulation of membrane protein ectodomain proteolysisglycogen biosynthetic processpositive regulation of endothelial cell proliferationprotein insertion into membranepositive regulation of transcription initiation from RNA polymerase II promoterregulation of extracellular matrix disassemblyregulation of adaxial/abaxial pattern formationmitochondrial respiratory chain complex I assemblylignin catabolic process2−oxoglutarate metabolic processregulation of mRNA export from nucleusresponse to leptinacrosome assemblyATP biosynthetic processmelanin biosynthetic processgluconeogenesisATP synthesis coupled proton transportglycolytic processpositive regulation of gluconeogenesiskeratinocyte differentiationD−serine metabolic processserine family amino acid metabolic processselective autophagylipopolysaccharide−mediated signaling pathwaypeptidyl−threonine dephosphorylationendosomal lumen acidificationrelease of sequestered calcium ion into cytosol by endoplasmic reticulumaxon target recognitionS−layer organizationmaintenance of DNA repeat elementsnegative regulation of histone acetylationnegative regulation of protein ubiquitinationCdc42 protein signal transductionsex differentiationpositive regulation of stress fiber assemblyintracellular transport of virusFc−gamma receptor signaling pathway involved in phagocytosisregulation of multicellular organism growthneurotransmitter receptor transport, endosome to postsynaptic membranenegative regulation of chromatin silencingcellular response to interferon−alphapositive regulation of protein targeting to mitochondrionmegakaryocyte developmentextrinsic apoptotic signaling pathwaynegative regulation of extrinsic apoptotic signaling pathwayantibacterial humoral responsearginine metabolic processskeletal muscle acetylcholine−gated channel clusteringnegative regulation of insulin receptor signaling pathwaynegative regulation of angiogenesisnegative regulation of epithelium regenerationnegative regulation of respiratory burst involved in inflammatory responsepositive regulation of regulatory T cell differentiationregulation of adaptive immune responseprotein modification by small protein conjugationnegative regulation of interleukin−12 biosynthetic processpositive regulation of hyaluronan biosynthetic processpositive regulation of miRNA metabolic processchloride transportcellular response to peptidoglycansynaptic vesicle cyclemale gonad developmentnegative regulation of JNK cascadepeptidyl−lysine monomethylationnegative regulation of cysteine−type endopeptidase activity involved in execution phase of apoptosiscleavage in ITS2 between 5.8S rRNA and LSU−rRNA of tricistronic rRNA transcript (SSU−rRNA, 5.8S rRNA, LSU−rRNA)positive regulation of type 2 immune responsecalcium activated galactosylceramide scramblingcalcium activated phosphatidylcholine scramblingcalcium activated phosphatidylserine scramblingpositive regulation of actin filament bundle assemblynegative regulation of axonogenesisWnt signaling pathwayblood coagulationprotein K48−linked ubiquitinationinterferon−gamma−mediated signaling pathwayglycerol biosynthetic process from pyruvatepropionate catabolic processnegative regulation of ossificationproximal/distal pattern formationregulation of endocytosisactin filament polymerizationcellular response to muramyl dipeptidephosphoanandamide dephosphorylationregulation of natural killer cell proliferationphosphatidylinositol−mediated signalingpeptidyl−serine autophosphorylationnegative regulation of dendrite morphogenesispeptidyl−cysteine methylationexon−exon junction complex disassemblycytokine metabolic processmembrane protein ectodomain proteolysiscellular processdefense response to Gram−negative bacteriumchemosensory behaviorregulation of cell population proliferationregulation of Golgi organizationregulation of I−kappaB kinase/NF−kappaB signalingamine metabolic processtranssulfurationregulation of cell sizeflight behaviornegative regulation of DNA recombinationhistone H4−K5 acetylationhistone H4−K8 acetylationcell deathmyeloid cell developmentborder follicle cell migrationsubstrate−dependent cell migration, cell extensionpositive regulation of canonical Wnt signaling pathwayactin filament cappingpositive regulation of protein ubiquitinationprotein neddylationmitochondrial translational terminationnegative regulation of vascular permeabilityhippo signalingblood vessel endothelial cell migrationregulation of axon extension involved in axon guidancemembrane protein proteolysisregulation of GTPase activitypositive regulation of Rho protein signal transductionplasma membrane to endosome transportnucleotide−sugar metabolic processpositive regulation of protein localization to early endosomereticulophagyresponse to arsenic−containing substanceexocytic insertion of neurotransmitter receptor to postsynaptic membraneexocytosisregulation of cell cycle processinhibition of cysteine−type endopeptidase activitynegative regulation of compound eye retinal cell programmed cell deathsensory organ precursor cell divisionprotein linear polyubiquitinationresponse to lipopolysaccharidebranching involved in mammary gland duct morphogenesisruffle organizationRho protein signal transductionregulation of cell shapeaxonogenesisR7 cell developmentnegative regulation of glutamate secretionnegative regulation of G0 to G1 transitionnegative regulation of JUN kinase activitypositive regulation of NF−kappaB transcription factor activityconditioned taste aversionT cell receptor signaling pathwaynegative regulation of cysteine−type endopeptidase activity involved in apoptotic processcytoplasmic actin−based contraction involved in cell motilityactin filament network formationvisual behaviorR8 cell developmentdefense response to virusephrin receptor signaling pathwayregulation of cellular metabolic processpositive regulation of non−membrane spanning protein tyrosine kinase activitynecroptotic signaling pathwaypeptidyl−lysine methylationpositive regulation of skeletal muscle acetylcholine−gated channel clusteringactin filament organizationspermatid nucleus differentiationactin filament depolymerizationadenylate cyclase−inhibiting G protein−coupled glutamate receptor signaling pathwayhistone H4−K12 acetylationregulation of signal transductionregulation of BMP signaling pathwayamyloid fibril formationactin filament bundle assemblycheating during chimeric sorocarp developmentpeptidyl−tyrosine autophosphorylationpositive regulation of presynaptic membrane organizationregulation of hydrogen peroxide metabolic processchemotaxismetal ion transportpurine nucleoside metabolic processneural crest cell migrationnegative regulation of p38MAPK cascaderegulation of nitric−oxide synthase activitypositive regulation of defense response to virus by hostsynaptic growth at neuromuscular junctionmitochondrial translational elongationpositive regulation of B cell activationT cell apoptotic processpositive regulation of protein linear polyubiquitinationpeptidyl−lysine dimethylationchaeta developmentcellular response to saltcollagen and cuticulin−based cuticle developmentphosphatidylinositol−3−phosphate biosynthetic processregulation of transcription, DNA−templatedpositive regulation of macroautophagycellular response to morphineestablishment of cell polarity involved in ameboidal cell migrationimmune system developmentapoptotic processsmooth endoplasmic reticulum calcium ion homeostasiscytoplasmic pattern recognition receptor signaling pathway in response to virusregulation of canonical Wnt signaling pathwaypositive regulation of cell migrationneuron apoptotic processactin nucleationgastrulation with mouth forming secondpositive regulation of interferon−gamma secretionregulation of nucleotide−binding oligomerization domain containing signaling pathwayFc−epsilon receptor signaling pathwaycopper ion homeostasisregulation of cell migrationinhibition of cysteine−type endopeptidase activity involved in apoptotic processresponse to pheromoneactin filament severingregulation of synaptic transmission, glutamatergicG protein−coupled glutamate receptor signaling pathwaydibasic protein processingregulation of innate immune responsedibenzo−p−dioxin metabolic processnegative regulation of tooth mineralizationmesoderm formationcell maturationdTDP biosynthetic processdUDP biosynthetic processregulation of phosphorylation of RNA polymerase II C−terminal domainnegative regulation of cell morphogenesis involved in differentiationpost−Golgi vesicle−mediated transportglucosamine biosynthetic processUDP−N−acetylglucosamine metabolic processnegative regulation of transcription by RNA polymerase IIIpositive regulation of phosphatidylinositol 3−kinase activityinterleukin−6 productionnegative regulation of acute inflammatory responsetarsal gland developmentuterine gland developmentregulation of Ral protein signal transductionU2 snRNA 3'−end processingDNA−templated viral transcriptionpositive regulation of cytoplasmic translationpositive regulation of polysome bindingpositive regulation of viral translationregulation of cytoplasmic translationsmall RNA loading onto RISCglomerular parietal epithelial cell differentiationmalonyl−CoA biosynthetic processregulation of biological qualityresponse to carbohydratetransportodontogenesispositive regulation of interleukin−6 secretioncyclic purine nucleotide metabolic processIMP biosynthetic processfungiform papilla morphogenesismale sex differentiationnegative regulation of satellite cell differentiationolfactory placode formationpositive regulation of ureteric bud formationregulation of branch elongation involved in ureteric bud branchingtrigeminal ganglion developmentpositive regulation of bone mineralizationnegative regulation of sister chromatid cohesionregulation of chromosome condensationnuclear speck organizationecdysis, collagen and cuticulin−based cuticlecraniofacial suture morphogenesisfasciculation of sensory neuron axonresponse to temperature stimuluscovalent chromatin modificationmitochondrial citrate transmembrane transportestablishment of chromosome localizationbile acid signaling pathwayinterleukin−17 secretionintracellular bile acid receptor signaling pathwaynegative regulation of bile acid biosynthetic processpositive regulation of ammonia assimilation cyclepositive regulation of glutamate metabolic processpositive regulation of phosphatidic acid biosynthetic processregulation of carbohydrate metabolic processregulation of urea metabolic processnegative regulation of protein kinase C signalingcellular response to anoxiaresponse to prolactinendoplasmic reticulum membrane fusionGolgi reassemblyRNA 3'−end processingotic vesicle morphogenesisactivation of Janus kinase activityregulation of non−canonical Wnt signaling pathwayregulation of mitochondrion organizationrecombinational repairphospholipase C−activating G protein−coupled glutamate receptor signaling pathwayregulation of intracellular calcium activated chloride channel activitytrans−synaptic signaling by endocannabinoid, modulating synaptic transmissionnegative regulation of actin filament depolymerizationpositive regulation of mast cell chemotaxisdevelopment involved in symbiotic interactionglucocorticoid receptor signaling pathwaynegative regulation of transcription from RNA polymerase II promoter in response to UV−induced DNA damagepositive regulation of nucleocytoplasmic transportregulation of potassium ion transmembrane transporter activitysignal transduction by protein phosphorylationpositive regulation of DNA repairatrial septum secundum morphogenesisubiquitin−dependent protein catabolic processpositive regulation of neutrophil apoptotic processcellular response to fatty acidnegative regulation of translation in response to endoplasmic reticulum stressnegative regulation of translation in response to stressPERK−mediated unfolded protein responsepositive regulation of glutathione biosynthetic processregulation of endoplasmic reticulum stress−induced eIF2 alpha phosphorylationneuron migrationinflammatory responsepositive regulation of DNA−binding transcription factor activityendochondral ossificationbasophil activation involved in immune responselysyl−tRNA aminoacylationpositive regulation of metallopeptidase activityregulation of low−density lipoprotein particle receptor catabolic processregulation of immunoglobulin productionpositive regulation of cellular protein localizationresponse to fructoseneutrophil migrationG protein−coupled receptor signaling pathwayphosphatidylcholine catabolic processphosphatidylethanolamine catabolic processventricular trabecula myocardium morphogenesisnegative regulation of mitochondrial membrane permeabilitypositive regulation of mesenchymal cell proliferationbone mineralizationresponse to virussmall GTPase mediated signal transductioncardiac epithelial to mesenchymal transitionToll signaling pathwayregulation of mRNA splicing, via spliceosomepositive regulation of reactive oxygen species biosynthetic processprotein K33−linked deubiquitinationepicardium−derived cardiac fibroblast cell developmentresponse to luteinizing hormonetransforming growth factor beta receptor complex assemblydorsal aorta morphogenesisfibrous ring of heart morphogenesislateral mesoderm developmentMullerian duct regressionneural plate mediolateral regionalizationparaxial mesoderm structural organizationpositive regulation of cardiac ventricle developmentisotype switchingpositive regulation of mitochondrial electron transport, NADH to ubiquinoneresponse to exogenous dsRNAresponse to UV−Cplatelet activationnegative regulation of autophagy of mitochondrionnegative regulation of mitochondrial fissionembryonic heart tube morphogenesistranscription, DNA−templatedmodulation by host of viral transcriptionhistone H2A−K13 ubiquitinationhistone H2A−K15 ubiquitinationprotein retention in Golgi apparatusnegative regulation of receptor signaling pathway via JAK−STATapoptotic chromosome condensationchitin−based larval cuticle pattern formationleg disc pattern formationsternite morphogenesisimmune responsepharyngeal system developmentpost−embryonic developmentcellular calcium ion homeostasiscytoskeleton organizationpositive regulation of phosphatidylinositol 3−kinase signalingT cell homeostasisglycine decarboxylation via glycine cleavage systemchondrocyte differentiationpositive regulation of pathway−restricted SMAD protein phosphorylationpositive regulation of multicellular organism growthDNA damage response, signal transduction by p53 class mediatorpositive regulation of interferon−gamma productioncell migration involved in gastrulationcellular response to platelet−derived growth factor stimulusoutflow tract morphogenesispositive regulation of response to cytokine stimuluspositive regulation of release of cytochrome c from mitochondrianegative regulation of nucleotide−binding oligomerization domain containing 2 signaling pathwaysignal transductionpositive regulation of interleukin−2 biosynthetic processCOP9 signalosome assemblyregulation of insulin receptor signaling pathwaylactationprotein deubiquitination involved in ubiquitin−dependent protein catabolic processregulation of protein ubiquitinationnegative regulation of DNA replicationregulation of centrosome duplicationprotein K11−linked deubiquitinationnegative regulation of transcription by RNA polymerase Iresponse to starvationlipid storageglomerular visceral epithelial cell developmentcytokine−mediated signaling pathwaynegative regulation of intracellular estrogen receptor signaling pathwaynegative regulation of interleukin−1 beta productionpositive regulation of cytoplasmic mRNA processing body assemblynatural killer cell differentiationmacroautophagycellular response to DNA damage stimulussodium−dependent phosphate transportpositive regulation of interferon−alpha secretionpositive regulation of interferon−beta secretionpositive regulation of vascular endothelial growth factor productionintracellular signal transductionpositive regulation of B cell differentiationprotein polyubiquitinationnegative regulation of cytoplasmic translationresponse to woundingpositive regulation of adipose tissue developmenthistone H2A monoubiquitinationendocardial cushion morphogenesispositive regulation of activated T cell proliferationnegative regulation of regulatory T cell differentiationregulation of MyD88−dependent toll−like receptor signaling pathwayfilopodium assembly'de novo' actin filament nucleationSertoli cell proliferationresponse to insulinpositive regulation of pri−miRNA transcription by RNA polymerase IInegative regulation of innate immune responseregulation of histone acetylationB−1 B cell homeostasisnegative regulation of B cell activationnegative regulation of CD40 signaling pathwaynegative regulation of chronic inflammatory responsenegative regulation of granuloma formationnegative regulation of nucleotide−binding oligomerization domain containing 1 signaling pathwaynegative regulation of toll−like receptor 5 signaling pathwaytolerance induction to lipopolysaccharidethymidine biosynthetic processnegative regulation of erythrocyte differentiationnegative regulation of chaperone−mediated protein foldingpositive regulation of protein insertion into mitochondrial outer membraneprotein deubiquitinationregulation of establishment of cell polaritynegative regulation of I−kappaB kinase/NF−kappaB signalingprotein phosphorylationcell morphogenesisregulation of epithelial cell differentiationnucleologenesisprotein localization to cell cortexcell−cell signaling via exosomemyotube differentiation involved in skeletal muscle regenerationpositive regulation of transcription by transcription factor localizationsatellite cell activation involved in skeletal muscle regenerationnegative regulation of sodium ion transmembrane transporter activityplatelet−derived growth factor receptor signaling pathwaymRNA processingpositive regulation of MAP kinase activitypositive regulation of cardiac muscle cell proliferationparaxial mesoderm developmentluteinizationregulation of growthGolgi ribbon formationreceptor signaling pathway via JAK−STATneuron projection extensionnegative regulation of interleukin−2 productionregulation of cytokine productionregulation of synapse organizationmicrotubule cytoskeleton organizationphosphatidylinositol dephosphorylationprotein K63−linked ubiquitinationpositive regulation of peptidyl−tyrosine autophosphorylationpositive regulation of catalytic activityadherens junction assemblynegative regulation of transcription, DNA−templatedregulation of steroid metabolic processnegative regulation of interleukin−12 productionregulation of RNA splicingdevelopment of secondary female sexual characteristicspathway−restricted SMAD protein phosphorylationgrowth hormone receptor signaling pathway via JAK−STATmicrotubule organizing center organizationnegative regulation of inflammatory responsepositive regulation of DNA topoisomerase (ATP−hydrolyzing) activitypositive regulation of transforming growth factor beta receptor signaling pathwayviral processER overload responseregulation of lateral mesodermal cell fate specificationgermarium−derived oocyte fate determinationpositive regulation of myoblast fusionpositive regulation of filopodium assemblyregulation of mitotic nuclear divisionnegative regulation of dephosphorylationresponse to angiotensinnegative regulation of natural killer cell activationSREBP signaling pathwaymitral valve morphogenesisactivation of protein kinase activityin utero embryonic developmentcell surface receptor signaling pathwaynegative regulation of interleukin−6 productionBMP signaling pathway involved in heart developmentcell morphogenesis involved in neuron differentiationpositive regulation of protein catabolic processgeneration of catalytic spliceosome for second transesterification stepmarginal zone B cell differentiationprotein ubiquitinationprotein autophosphorylationBMP signaling pathwayregulation of cell cyclepositive regulation of cytosolic calcium ion concentrationactivation of innate immune responseendocytosisdorsal/ventral pattern formationphosphorylationresponse to immobilization stressregulation of proteasomal protein catabolic processprotein localization to Golgi apparatuspositive regulation of transcription, DNA−templatedlamellipodium assemblycellular response to starvationprotein dephosphorylationcellular response to hydrogen sulfideestablishment of protein localization to mitochondrionmaintenance of protein location in mitochondrionnegative regulation of hydrogen peroxide−induced neuron intrinsic apoptotic signaling pathwaypositive regulation of free ubiquitin chain polymerizationpositive regulation of NMDA glutamate receptor activitypositive regulation of peptidase activitypositive regulation of synaptic transmission, dopaminergicruffle assemblycell adhesionpositive regulation of translationregulation of apoptotic processregulation of NIK/NF−kappaB signalingmesenchymal cell differentiationpatched ligand maturationnegative regulation of tumor necrosis factor biosynthetic processproteasome−mediated ubiquitin−dependent protein catabolic processpositive regulation of I−kappaB kinase/NF−kappaB signalingprotein de−ADP−ribosylationadenylate cyclase−activating G protein−coupled receptor signaling pathwaygerminal center formationinnate immune responsecellular response to organic cyclic compoundregulation of small GTPase mediated signal transductionpeptidyl−glutamate ADP−deribosylationpositive regulation of type I interferon productionmacrophage chemotaxisnegative regulation of tumor necrosis factor productionvesicle−mediated transport in synapseintrinsic apoptotic signaling pathway in response to DNA damage by p53 class mediatorregulation of DNA bindingcardiac muscle cell fate commitmentendocardial cushion cell fate commitmentpositive regulation of alkaline phosphatase activitypositive regulation of determination of dorsal identitypositive regulation of epithelial to mesenchymal transition involved in endocardial cushion formationintrinsic apoptotic signaling pathway in response to oxidative stresspositive regulation of interleukin−10 biosynthetic processpositive regulation of transcription by RNA polymerase IIregulation of synapse maturationneurotransmitter receptor transport to postsynaptic membraneactin cytoskeleton organizationimmune system processcell migrationfollicular dendritic cell differentiationhumoral immune response mediated by circulating immunoglobulinnegative regulation of interleukin−8 biosynthetic processT−helper 2 cell differentiationautophagyatrial septum primum morphogenesisI−kappaB kinase/NF−kappaB signalingantimicrobial humoral responsenegative regulation of apoptotic processT−helper 1 type immune responsepositive regulation of synapse assemblynegative regulation of transcription by RNA polymerase IIregulation of exocytosisadult behaviorcellular response to tumor necrosis factorspliceosomal tri−snRNP complex assemblynegative regulation of neuron apoptotic process
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