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Figure D6. Microbial tracking across individual metagenomic samples of the
Longitudinal Cohort.

Microbial tracking at the species (top) and strain-level (bottom) in healthy controls from
the Longitudinal Cohort. Healthy adults harbor a core microbiota of persisting strains
and species (insufficient sequencing depth for strain calls) shared between fecal

metagenomes sampled up to one year apart.



