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Supplemental Figure 5

Figure D5. Taxonomy-dependent differences in maternal strain sharing.

Bacterial genus-specific frequencies of strain and species sharing within the first two
years of life are shown for infants born by vaginal birth and C-section. For each group,
bars show the fraction (left) and the total number (right) of species observations, which
were assigned to four categories: “Mother strain” (same species and strain as detected in
the mother), “Mother Sp.” (same species as detected in the mother, but strain not
resolved), “New strain” (same species as detected in the mother, but different strain), or
“New Sp.” (species not detected in the mother). Data are shown as mean frequencies

across species of selected genera.



