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Metadata for Appendix S1:

column accepted values units detail
filename arbitrary NA Name of video file from which these data cam
species E;r:gsslal SPECIeS  NA Species name, according to AmphibiaWeb on 7 July 2021
, temperate, .
region tropical NA Temperate or tropical
ID Numeric NA Individual identification number
. . Expected body temperature (intended test temperature). Used
eTb Numeric Degrees Celsius only for calculating species means for each test temperature.
. . Body temperature (observed). Used as data for generating
M2 MG DEGEES CEETE species' thermal performance curves.
vel Numeric Meters per second Peak velocity achieved in video.
Standardized velocity. For each individual, all peak velocity
sv Numeric NA values were divided by the peak velocity that individual
reached across all temperatures. These data were used in
analyses.
plot_temps  Logical NA Whether data were used for plotting species means. See

plotting code for additional detail.




Metadata for Appendix S2:

column accepted values units detail
species E;r:gg]slal species NA Species name, according to AmphibiaWeb on 7 July 2021
species bhvlo Binomial species NA Same as previous column, but with underscore to allow

P —Phy names with underscore analysis with phylogeny in R
region temperate, tropical NA Biogeographic region in which species occurs

: temperate, lowland, Elevational variable that splits tropical species and retains
elevation . NA . : , e :
highland previous variable's classification for temperate species
CTmin Numeric Degrees Celsius  Species mean value of critical thermal minimum
: . . Standard error of the species mean value of critical

CTmin_SE Numeric Degrees Celsius thermal minimunm
L70 Numeric Degrees Celsius Lower 70% of peak jumping performance limit for species
L80 Numeric Degrees Celsius Lower 80% of peak jumping performance limit for species
L90 Numeric Degrees Celsius Lower 90% of peak jumping performance limit for species

cak tem Numeric Dearees Celsius Mean temperature at which individuals of a species
peax. b 9 achieved their peak jumping performance
breadth Numeric Degrees Celsius Difference between columns "peak.temp" and "L80"




