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Discovery of bioinformatics software 
in an Australian infrastructure context
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To share learnings from development 
of tools for cloud computing

a shared wiki of pipelines, workflows, sequencing 
platforms and other relevant information around 

compute.

an index of available tools in one 
place

access to publicly available pipelines or 
workflows available on the BioCommons GitHub

adoption of registry platform to 
address FAIR requirements for 
publication



The road to ToolFinder 
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Tools 
identified by 
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Tools installed 
on Australian 

infrastructures?
Request to add 

tools

What’s missing? 

What are other 
facilities 
supporting?

What are my 
pathways to 
tool usage?



ToolFinder is...

A interactive, searchable & sortable list of bioinformatics tools of 
interest to the Australian bioinformatics community, that

○ provides information about installed tool versions across 
Australian computational infrastructures

○ displays standardised metadata sourced from international 
registries

○ provides pathways to these registries through direct links



ToolFinder
https://australianbiocommons.github.io/2_tools.html

https://australianbiocommons.github.io/2_tools.html
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request install



The future...
UX Reusability WorkflowFinder

https://australianbiocommons.github.io/2_1_workflows.html

Integrations

https://australianbiocommons.github.io/2_1_workflows.html


Thanks!
You can email me at: johan@biocommons.org.au  

Any questions?

mailto:johan@biocommons.org.au

