Supplementary Figure S1
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Figure S1: BiG-SCAPE clustering result depicting terpene gene cluster family
containing BGC cluster from each of the soils. nr1=Podzol-O, nr2=Podzol-A,
nr3=Cambisol-O, nr4=Cambisol-A, nr5=Cambisol-B, nr6=Stagnosol-O,
nr7=Stagnosol-A



