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FigXUe 1 Ph\lRgeneWic WUee

GenRme VeTXenceV ZeUe dRZnlRaded fURm Whe GISAID ESiCRV daWabaVe (hWWS://giVaid.RUg). All
cRmSleWe and high cRYeUage genRmeV fURm WXhan, China ZiWh cRllecWiRn daWeV fURm DecembeU
2019 WR JanXaU\ 2020 ZeUe dRZnlRaded. GenRmeV ZeUe SaiUZiVe aligned WR Whe UefeUence
genRme, µWXhan/HX-1/2019¶ MN908947 XVing MinimaS2[1] and Whe 5¶ and 3¶ XnWUanVlaWed
UegiRnV maVked WR aYRid aUeaV Rf lRZ VeTXencing cRYeUage. A ma[imXm likelihRRd Sh\lRgeneWic
WUee ZaV UecRnVWUXcWed XVing IQTREE2[2] XndeU Whe JXkeV-CanWRU mRdel Rf mRlecXlaU eYRlXWiRn.
The WUee ZaV URRWed aW Whe midSRinW beWZeen lineage A and lineage B.

ThUee genRmeV fURm laWe JanXaU\ ZeUe UemRYed (µWXhan/0126-C94/2020¶,
µWXhan/0126-C100/2020¶, µWXhan/0126-C93/2020¶ ± GISAID acceVViRnV EPI_ISL_493180,
EPI_ISL_493182, EPI_ISL_493179, UeVSecWiYel\) becaXVe alWhRXgh Whe\ had Whe mXWaWiRn
8782T indicaWiYe Rf lineage A, Whe\ did nRW haYe Whe cRUUeVSRnding 28144C mXWaWiRn. One Rf
WheVe, µWXhan/0126-C93/2020¶, VhaUeV a mXWaWiRn (13402G) ZiWh a lineage A genRme fURm Whe
Vame cRllecWiRn daWe and labRUaWRU\ (µWXhan/0126-C77/2020¶). IW iV likel\ WhaW Whe nXcleRWide aW
28144 haV been called aV Whe UefeUence allele (28144T - XVing Whe WXhan-HX-1 UefeUence
genRme).

InfRUmaWiRn abRXW 13 eaUl\ caVeV linked WR genRmeV ZaV cRllecWed fURm SXbliVhed ZRUk and Whe
WHO UeSRUW TableV 6 and 7 [3]. WheUe WheUe ZeUe diVcUeSancieV, Whe SXbliVhed UeSRUWV ZeUe
giYen SUiRUiW\. In SaUWicXlaU, Whe caVe in TableV 6 and 7 ZiWh Whe eaUlieVW RnVeW daWe (2019-12-08)
VeemV WR haYe been miVWakenl\ linked WR a genRme (Vee Table S2, nRWe 1). WheUe mXlWiSle
genRmeV ZeUe linked WR Whe Vame caVe in Table 6 Rf Ref 3, Rnl\ Rne UeSUeVenWaWiYe ZaV
inclXded (Table S2).

FigXUe 1 MaS LRcaWiRnV

XiaR, X., NeZman, C., BXeVching, C.D. eW al. Animal ValeV fURm WXhan ZeW maUkeWV
immediaWel\ SUiRU WR Whe COVID-19 Sandemic. Sci ReS 11, 11898 (2021) [2]

Ɣ BaiVha]hRX maUkeW, WanfXlin, WXchang DiVWUicW, WXhan, HXbei, China: 30�31'17.7"N
114�17'47.7"E

Ɣ Qi\imen Sheng[ian faUmeU¶V maUkeW, 588 ZhRngVhan Rd, WXchang DiVWUicW, WXhan,
HXbei, China: 30�31'30.1"N 114�18'35.0"E

³TheVe VhRSV Velling liYe, RfWen Zild, animalV inclXded WZR aW BaiVha]hRX maUkeW (a laUge maUkeW
cRmSUiVing c. 400 RWheU W\SeV Rf VhRS), VeYen aW HXanan VeafRRd maUkeW (c. 120 RWheU VhRSV),
fRXU aW DijiaR RXWdRRU SeW maUkeW (c. 100 RWheU VhRSV), and fRXU aW Qi\imen liYe animal maUkeW (c.
40 RWheU VhRSV).´
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Ɣ The WXhan InVWiWXWe Rf ViURlRg\ (WIV) labRUaWRUieV: 30�22'35.0"N 114�15'45.0"E

PanelV b-d: MaS daWa ZaV manXall\ e[WUacWed fURm Fig 17 (Page 157) Rf Whe Anne[eV Rf
UefeUence 10 XVing AdRbe IllXVWUaWRU. BecaXVe Rf mXlWiSle RYeUlaSSing SRinWV WheUe Zill be eUURUV
in Whe e[WUacWiRn SURceVV. PeUiSheUal  diVWUicWV aUe: DXH: DRng[ihX, CD: Caidian, JX: Jiang[ia,
HP: HXangSi, XZ: Xin]hRX and HN: Hannan.

PanelV e-f. E[ceVV mRUWaliW\ fURm SneXmRnia b\ diVWUicW/gRYeUnmenWal aUeaV fURm Fig. 21 (S. 40)
Rf UefeUence 10 iV indicaWed fRU VelecWed daWeV.

Fig. 2 (MeWhRdV).

Panel a: AlignmenW Rf Whe nXcleRWide VeTXenceV encRding Whe S1/S2 cleaYage ViWeV Rf Whe VSike
SURWeinV Rf SARS-CRV-2 (YP_009724390 and baW CRURnaYiUXV RaTG13 (QHR63300.2). The
Ueading fUame fRU Whe aminR acidV can be infeUUed fURm Whe YaUiaWiRn in Whe WhiUd baVe Rf VeYeUal
cRdRnV (\ellRZ).  TZR SRVVible inVeUWiRnV aUe indicaWed b\ caSiWal leWWeUV, bRWh Rf Zhich aUe
RXW-Rf-fUame (-1 RU -2). NXmbeUV UeSUeVenW aminR acidV Rf Whe SSike SURWeinV and nXcleRWideV Rf
Whe enWiUe genRmeV.

Panel b:  AminR acid alignmenW Rf Whe S1/S2 cleaYage ViWeV Rf VelecWed beWa VSike SURWeinV.
AcceVViRn nXmbeUV: SARS-CRV-2 YP_009724390, SARS-CRV AAP13441.1, RaTG13
QHR63300.2, RmYN02 EPI_ISL_412977, MERS-CRV AGG22542.1, HKU4 MH002339.1 HKU5
AGP04943.1, HKU5 AGP04943.1, HKU1a ABD75561_1, HKU1b ABD96196_1, OC43
AIX10760.1, BRYine CRV CCE89341.1, HKU24 YP_009113025.1, ChineVe HiSSRVideURV SUaWWi

BaW-beWacRURnaYiUXV/Zhejiang2013 (HSZJ13) and NigeUian HiSSRVideURV cRmmeUVRni ZaUia baW
cRURnaYiUXV (HcNG08). TR faciliWaWe Whe idenWificaWiRn Rf inVeUWiRnV Ze aligned a cRnVeUYed
c\VWeine UeVidXe (gUeen) and inclXded VSikeV fURm YiUXVeV WhaW aSSeaU WR be anceVWUal WR Whe
VXbgenXVeV ZheUe knRZn. O-linked gl\cRV\laWiRn ViWeV ZeUe SUedicWed b\ NeW-O-Gl\c Y. 4.0.
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Supplementary Table S1. CodonV in Whe Vpike fXrin cleaYage ViWe of SARS-CoV-2.

ReVidXe 682 ReVidXe 683

Codon Amino acid coXnW proporWion coXnW proporWion

CGG R 1820709 0.9986784 1813363 0.99454945

CGT R 2120 0.00116273 2457 0.00134756

CGC R 201 0.00011024 25 1.3711E-05

CGA R 172 9.4334E-05 381 0.00020896

AGG R 27 1.4808E-05 350 0.00019196

TGG W 34 1.8647E-05 148 8.1171E-05

CAG Q 23 1.2614E-05 68 3.7295E-05

CTG L 15 8.2268E-06 95 5.2103E-05

CCG P 0 0 6 3.2907E-06

CAT H 0 0 1 5.4846E-07

GGG G 0 0 1 5.4846E-07

ToWal 1823301 0.00138211* 1816895 0.00176219*

99.86%** 99.82%**

* ProporWion of non-CGG arginine codonV

** PercenWage CGG relaWiYe Wo all arginine codonV
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Supplementary Table S2. Earl\ caVeV linked Wo genome VeqXenceV.

Onset date
Collection
date age/sex Sequence name GISAID id

Relation to the
Huanan market reference

2019-12-16 2019-12-30 41M Wuhan/IPBCAMS-WH-03/2019 EPI_ISL_403930 none [4] Note 1

2019-12-15 2019-12-24 65M Wuhan/IPBCAMS-WH-01/2019 EPI_ISL_402123 vendor [4]

2019-12-17 2019-12-26 44M Wuhan/WH01/2019 EPI_ISL_406798 purchaser [3]

2019-12-19 2019-12-30 32M Wuhan/HBCDC-HB-02/2019 EPI_ISL_412898 vendor [3] Note 2

2019-12-20 2019-12-30 61M Wuhan/IPBCAMS-WH-05/2020 EPI_ISL_403928 purchaser [4] Note 1

2019-12-20 2019-12-26 41M Wuhan/Hu-1/2019 EPI_ISL_402125 worker [5]

2019-12-20 2020-01-02 39M Wuhan/WHU01/2020 EPI_ISL_406716 vendor [6]

2019-12-20 2019-12-30 56M Wuhan/IME-WH04/2019 EPI_ISL_529216 vendor [3] Note 3

2019-12-22 2020-01-02 21F Wuhan/WHU02/2020 EPI_ISL_406717
Contact with
Huanan Market staĳ [6]

2019-12-23 2019-12-30 49F Wuhan/IPBCAMS-WH-02/2019 EPI_ISL_403931 vendor [4] Note 1

2019-12-23 2019-12-30 52F Wuhan/IPBCAMS-WH-04/2019 EPI_ISL_403929 vendor [4] Note 1

2019-12-23 2019-12-30 40M Wuhan/WIV06/2019 EPI_ISL_402129 vendor [3]

2019-12-26 2019-12-30 Wuhan/IME-WH01/2019 EPI_ISL_529213
visitor to another
market [3]

- NRWe 1: Patient 1,2,3 & 5 from Ref 4 were matched by age/sex and collection date in GISAID entry.
Patient 4 was matched by elimination.

- Note 2: Age/sex taken  from EPI_ISL_402127 - WIV02 - Linked in Table 6 of Ref 3 to be the same
case.

- Note 3: Age/sex taken from EPI_ISL_402130 - WIV07 - Linked in Table 6 of Ref 3 to be the same
case.
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