Table Al. Power and accuracy of assignment methods implemented in NewHybrids 1.1 and STRUCTURE 2.3 .4.

Tq 0.95 0.90
Power Acc Power
NEWHYBRIDS with 5 genotypic classes
S. mexicana 0.21 1.00 0.43
S. currucoides 0.14 1.00 0.27
F1 0.00 0.00 0.00
Flxmexicana 0.25 1.00 0.31
Flxcurrucoides 0.28 1.00 0.35
All hybrids 1.00 0.65 1.00
NEWHYBRIDS with 3 genotypic classes
S. mexicana 0.96* 0.85* 0.98
S. currucoides 0.91%* 0.73* 0.96
F1 0.74* 0.64* 0.80
All hybrids 0.83* 0.95* 0.78
STRUCTURE at K=2
S. mexicana 0.01 1.00 0.56
S. currucoides 0.04 1.00 0.47
All hybrids 1.00 0.61 0.98
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Note: Analyses were performed on a set of 500 simulated genotypes (100 of each of two parental species, first-generation hybrids and two first-

generation backcrosses); Tq stands for the threshold value; Power indicates the number of correctly assigned individuals of a given category over

the actual number of individuals in that category; Acc stands for accuracy and indicates the number of correctly assigned individuals of a given

category over the total number of individuals assigned to that category; The All hybrids category summarizes F1 and backcrosses; Optimal power

and accuracy thresholds are indicated by asterisk; See text for the details.



Table A2. Sampling details. ID indicates last digits of USFW Band. Inferred ancestry stands for species assighment
based on results of Structure and NewHybrids (MOBL=Mountain bluebird; WEBL=Western bluebird). Site codes:
STR=St. Regis; TAR=Tarkio; MVA=Moiese Valley; WWH=Water Works Hill;BMT=Blue Mountain; HSF=Hamilton;
MTJ=Mount Jumbo; UMC=Upper Miller Creek; PAU=Paws Up; OVD=0vando. See Figure 1 for the study site map.

Inferred ancestry
ID STRUCTURE/NewHybrids Site Date
75260 MOBL/MOBL uMcC 2012
34424 MOBL/MOBL umMc 2007
34444 MOBL/MOBL BMT 2007
22255 MOBL/MOBL ovD 2012
34517 MOBL/MOBL uMcC 2007
22312 MOBL/MOBL ovD 2012
20679 MOBL/MOBL umMc 2006
20788 MOBL/MOBL uMcC 2006
75296 MOBL/MOBL HSF 2004
75280 MOBL/MOBL BMT 2005
22258 MOBL/MOBL WWH 2012
63698 MOBL/MOBL uMC 2004
22251 MOBL/MOBL OovD 2012
20826 MOBL/MOBL umMc 2006
22249 MOBL/MOBL ovD 2012
34496 MOBL/MOBL uMcC 2007
75178 MOBL/MOBL HSF 2002
20425 MOBL/MOBL BMT 2005
94328 MOBL/MOBL ovD 2008
51610 MOBL/MOBL PAU 2012
22852 MOBL/MOBL PAU 2013
75230 MOBL/MOBL HSF 2003
20678 MOBL/MOBL uMcC 2006
63666 MOBL/HYBR HSF 2004
20673 MOBL/MOBL umMc 2006
75188 MOBL/HYBR uMcC 2002

51635 MOBL/MOBL WWH 2012
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Table A3. Allele frequencies for 15 microsatellite loci in western (WEBL) and mountain (MOBL) bluebirds.
Allele indicates a length of amplified fragment.

Locus Allele/ WEBL, n=35 MOBL, n=32

SMEX 1 N 35 32
137 0.000 0.031
140 0.000 0.063
143 0.271 0.156
145 0.057 0.000
146 0.129 0.063
149 0.171 0.125
151 0.014 0.000
152 0.071 0.094
154 0.014 0.000
155 0.086 0.172
158 0.171 0.094
161 0.014 0.141
164 0.000 0.031
167 0.000 0.031

SMEX6 N 35 31
225 0.000 0.016
229 0.000 0.016
231 0.000 0.048
234 0.014 0.000
236 0.043 0.065
240 0.200 0.081
244 0.014 0.000
245 0.114 0.000
250 0.086 0.048
253 0.029 0.000
255 0.171 0.065
258 0.014 0.000
260 0.114 0.145

265 0.014 0.016
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