Supplementary Data -A STUDY ON SOME STRUCTURAL FEATURES RESPONSIBLE FOR

SARS-COV-2 INFECTION FATALITY
Data Availability - [ 10,1.5][ 20,2 ][ 50,2.5][ 100,3.5 ][ 200,4.5 ][500,6 ] , [ 1000,8.5 ]
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1. Standard Curve ( Figure —lll ) — Software used : Curve Expert 1.4

2. Software Output -

r=0.9978,s=0.2342,p<0.0001, @ 0.01 interval
Radius of Gyration ( Rg ) — SARS-COV-2 ( Computed )- 3.9+ 2.95+ 0.7 nm for
Molecular Weight of spike protein 180KDa ,110KDa ,35 KDa respectively .
REF : Characterization of the SARS-CoV-2 Spike in an Early Prefusion Conformation-
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