
A0A4R5B5V7 Cyclase family protein [N1588] Actinomadura darangshiensis

UPI00040E8AC1 cyclase [N1596] Paraburkholderia mimosarum

A0A1X0UDW7 Metal-dependent hydrolase [N1592] Rhodococcus sp. 1168

Q1LE86 Uncharacterized protein [N1596] Cupriavidus metallidurans CH34

UPI000F9010B5 cyclase family protein [N1600] Streptomyces sp. WAC08452

UPI00036048A3 hypothetical protein [N1558] Arthrobacter sp. 162MFSha1.1

UPI000CE40DF0 hypothetical protein [N1558] Arthrobacter sp. ZGTC131

A0A423DB37 Metal-dependent hydrolase [N1592] Pseudomonas chlororaphis

A0A4R5MFW7 Cyclase family protein [N1596] Candidatus Paraburkholderia sp. 4M-K11

A0A084CHA3 Metal-dependent hydrolase [N1592] Pseudomonas

UPI000D6DC525 cyclase family protein [N1587] Minwuia thermotolerans

UPI000E303E94 cyclase family protein [N1588] Micromonospora sp. B006

A0A076EKD9 Uncharacterized protein [N1598] Rhodococcus opacus

A0A0N1DF03 Metal-dependent hydrolase [N1592] Pseudomonas sp. RIT-PI-q

A0A3T0NTU5 Cyclase [N1599] Bordetella bronchiseptica

A0A3Q9KPK1 Cyclase family protein [N1599] Achromobacter spanius

A0A2L0X0L3 Cyclase [N1596] Cupriavidus metallidurans

A0A4Q8UDA0 Cyclase family protein [N1696] Arthrobacter sp. S39

A0A432Z9E2 Metal-dependent cyclase [N1552] Idiomarina sediminum

A0A4V3ITS6 Cyclase family protein [N1601] Cryobacterium sp. Hz16

A0A4Q7S6X9 Putative cyclase [N1596] Cupriavidus sp. ASC-9842

F0IXP5 Uncharacterized protein [N1592] Acidiphilium

A0A192IN16 Uncharacterized protein [N1587] Rhizobiales bacterium NRL2

A0A4R7DQF9 Kynurenine formamidase [N1552] Idiomarina sp. H2

UPI000DAE2A22 cyclase family protein [N1596] Burkholderia multivorans

A0A3D9X968 Kynurenine formamidase [N1592] Pseudomonas sp. OV577

UPI0008A6A64F cyclase [N1004] Cupriavidus sp. USMAHM13

A0A0C4YSR5 Putative cyclase SCIF3.09c [N1596] Cupriavidus basilensis

A0A1H2JN82 Kynurenine formamidase [N1592] Gordonia westfalica

A0A2R4E2F1 Cyclase [N1605] Acidovorax avenae subsp. avenae

A0A239KTC9 Putative cyclase [N1588] Streptomyces glauciniger

A0A2E2KSD8 Cyclase [N943] Rhodobacteraceae bacterium

A0A1H1TEP2 Putative cyclase [N1558] Pseudarthrobacter equi

A0A0L7MG11 Cyclase [N1605] Comamonas testosteroni

UPI00048914E4 cyclase [N1596] Paraburkholderia bannensis

A0A1E4PDI2 Uncharacterized protein [N1569] Pseudonocardia sp. SCN 73-27

UPI000BA4BF33 hypothetical protein [N1595] Mesorhizobium sophorae

UPI000CE4A861 hypothetical protein [N1598] Arthrobacter sp. 4R501

A0A371PCU2 Uncharacterized protein [N1610] Aeromicrobium sp. M2KJ-4

A0A1Q5HN72 Uncharacterized protein [N1588] Micromonospora sp. TSRI0369

A0A4R1HLX7 Putative cyclase [N1601] Pseudonocardia endophytica

UPI00041C3073 cyclase family protein [N1600] Streptomyces rapamycinicus

UPI0007359107 cyclase [N1596] Cupriavidus necator

A0A0Q8WTF0 Cyclase [N1599] Achromobacter sp. Root83

B8H8C8 Uncharacterized protein [N1558] Pseudarthrobacter chlorophenolicus A6

UPI000F50095F cyclase family protein [N1596] Burkholderia multivorans

UPI0005613323 cyclase [N1679] Sneathiella glossodoripedis

A0A099J7N0 Uncharacterized protein [N1587] Cryobacterium roopkundense

UPI000A01A96C cyclase family protein [N1588] Herbiconiux solani

A0A1D9H4U3 Cyclase [N1004] Cupriavidus sp. USMAA2-4

A0A2N0ICC4 Kynurenine formamidase [N1592] Pseudonocardia alni

UPI001050C7D1 cyclase family protein [N1592] Pseudomonas putida

UPI001032CF9F cyclase family protein [N1592] Pseudomonas sp. Sample_16

UPI0002EC4437 hypothetical protein [N1569] Nocardia testacea

UPI000550ABD7 cyclase family protein [N1587] Amycolatopsis benzoatilytica

A0A1V3ZTB8 Metal-dependent hydrolase [N1592] Rhodococcus rhodochrous

A0A2E9S8J4 Cyclase [N1596] Cupriavidus

A0A4P5S105 Cyclase [N1488] Actinobacteria bacterium

A0A2E2FPC1 Metal-dependent cyclase [N1552] Crocinitomicaceae bacterium

UPI000A8A7D63 cyclase family protein [N1442] Achromobacter insuavis

A0A1G7FMD1 Kynurenine formamidase [N1552] Ulvibacter litoralis

A0A1X1AF48 Metal-dependent hydrolase [N1592] Pseudomonas putida

A0A2D9L662 Cyclase [N1605] Pseudomonas sp.

A0A3M0UIK2 Kynurenine formamidase [N1596] Caballeronia udeis

A0A3P0WXC1 Cyclase family protein [N1592] Burkholderia cepacia

A0A423NDS1 Metal-dependent hydrolase [N1592] Pseudomonas

A0A0X8P229 Cyclase [N1599] Achromobacter xylosoxidans

A0A2V1HPS2 Cyclase [N1610] Amnibacterium flavum

UPI0004B56610 cyclase family protein [N1592] Cryptosporangium arvum

A0A0U4CLV1 Uncharacterized protein [N1706] Aeromicrobium erythreum

UPI000272B9F4 cyclase family protein [N1592] Pseudomonas sp. Ag1

A0A315AIY5 Cyclase [N1400] Limnohabitans sp. T6-20

A0A2M9G3D1 Uncharacterized protein [N1587] Minwuia thermotolerans

A0A1G6QL27 Kynurenine formamidase [N1596] Paraburkholderia lycopersici

A0A260TTM1 Uncharacterized protein [N1600] Rhodococcus sp. 14-2686-1-2

A0A1H9FR37 Putative cyclase [N1558] Arthrobacter sp. OV608

A0A1E4P803 Uncharacterized protein [N1598] Pseudonocardia sp. SCN 73-27

J4QW31 Putative cyclase [N1596] Burkholderia multivorans CF2

UPI00075A4E6F cyclase [N1596] Burkholderia multivorans

A0A1H6YDY2 Cyclase family protein [N1596] Paraburkholderia tropica

D8D185 Uncharacterized protein [N1605] Comamonas thiooxydans

A0A1A5X974 Metal-dependent hydrolase [N1592] Paraburkholderia tropica

A0A2V4AQR4 Uncharacterized protein [N1587] Prauserella muralis

UPI000AFF3896 cyclase [N1400] Limnohabitans sp. 2KL-27

A0A0Q8QH86 Cyclase [N1596] Noviherbaspirillum sp. Root189

A0A1X9LFS2 Uncharacterized protein [N1588] Cnuibacter physcomitrellae

W8H811 Uncharacterized protein [N1600] Rhodococcus opacus PD630

UPI00075B4A44 cyclase [N1596] Burkholderia stagnalis

UPI0003AD173B cyclase family protein [N1530] Actinomadura madurae

A0A292YMH0 Uncharacterized protein [N1598] Pseudonocardia sp. N23

A0A192IL81 Uncharacterized protein [N1587] Rhizobiales bacterium NRL2

A0A1I1PCB1 Kynurenine formamidase [N1596] Cupriavidus sp. OV038

A0A4R7QAS7 Kynurenine formamidase [N1601] Rhodococcus opacus

A0A168GXS8 Polyketide cyclase [N1596] Caballeronia udeis

A0A4R5XRR6 Cyclase family protein [N1598] Arthrobacter nitrophenolicus

A0A495EA56 Putative cyclase [N1558] Arthrobacter oryzae

A0A2V4ATY8 Uncharacterized protein [N1530] Prauserella muralis

UPI0009B89E3E hypothetical protein [N1685] Rhodococcus fascians

UPI00075CC8DF cyclase family protein [N1592] Burkholderia cepacia

A0A2T7G626 Cyclase [N1612] Pelagivirga sediminicola

UPI00051DBA5B cyclase family protein [N1592] Pseudomonas plecoglossicida

A0A259YA39 Uncharacterized protein [N1600] Rhodococcus sp. 06-469-3-2

A0A2S0WPJ2 Uncharacterized protein [N1610] Aeromicrobium sp. 592

UPI000AD44C64 cyclase [N1442] Achromobacter xylosoxidans

UPI000481F1C3 cyclase family protein [N1601] Amycolatopsis thermoflava

UPI0003716084 cyclase family protein [N1595] Rhizobium giardinii

UPI000A000883 hypothetical protein [N1600] Mycolicibacterium septicum

A0A1N7PYS1 Putative cyclase [N1599] Achromobacter sp. MFA1 R4

UPI000794F2FA cyclase [N1599] Achromobacter xylosoxidans

A0A2S3W199 Uncharacterized protein [N1592] Acetobacteraceae

A0A4R4NUY3 Cyclase family protein [N1588] Actinomadura bangladeshensis

A0A1H5F4R3 Putative cyclase [N1592] Pseudomonas frederiksbergensis

A0A2U1A8M3 Kynurenine formamidase [N1596] Paraburkholderia silvatlantica

UPI0010649E34 cyclase family protein [N1600] Streptomyces sp. BK447

A0A0D1AXK8 SPG23_c15, whole genome shotgun sequence [N1598] Arthrobacter sp. SPG23

A0A2S9M923 Cyclase [N1596] Burkholderia multivorans

A0A399XU43 Uncharacterized protein [N1686] Acidobacteria bacterium

UPI00034945AF cyclase family protein [N1592] Pseudomonas fluorescens

UPI00048C9DDD cyclase family protein [N1592] Pseudonocardia asaccharolytica

UPI000B3BF5CD cyclase family protein [N1610] Cellulomonas iranensis

A5FWA0 Uncharacterized protein [N1592] Acidiphilium

A0A2N7XSA3 Metal-dependent hydrolase [N1592] Pseudomonas sp. FW305-122

A0A0Q6K1D6 Uncharacterized protein [N1598] Rhodococcus sp. Leaf278

UPI000E1532CE cyclase family protein [N1596] Cupriavidus taiwanensis

UPI0010730A3D cyclase family protein [N1702] Microbacterium sp. dk485

A0A0Q7KA15 Metal-dependent hydrolase [N1592] Aeromicrobium sp. Root472D3

A0A318PSP6 Metal-dependent hydrolase [N1592] Gluconacetobacter entanii

A0A0Q6Q1A2 Uncharacterized protein [N1588] Leifsonia sp. Root112D2

UPI00040F1E87 cyclase family protein [N1569] Amycolatopsis thermoflava

D1A9C6 Uncharacterized protein [N1592] Thermomonospora curvata DSM 43183

UPI000742DAAE cyclase [N1599] Achromobacter

A0A3A3FLH4 Cyclase family protein [N1596] Herbaspirillum sp. K1R23-30

UPI00041D63F2 cyclase [N1596] Paraburkholderia mimosarum

UPI000EB35A6A cyclase family protein [N1605] Comamonas sp. lk

A0A0J6S4Z9 Cyclase [N1605] Methylobacterium variabile

Q2L0F8 Uncharacterized protein [N1596] Bordetella avium 197N

A0A0V8TBX2 Uncharacterized protein [N1610] Cellulomonas sp. B6

A0A022FNB3 Cyclase [N1596] Cupriavidus sp. SK-4

A0A432W3X9 Metal-dependent cyclase [N1552] Aliidiomarina minuta

A0A4V3FBB9 Putative cyclase [N1600] Rhodococcus opacus

UPI0005665193 cyclase family protein [N1592] Pseudonocardia autotrophica
M3TM58 Uncharacterized protein [N1592] Gordonia

UPI0011129C2C cyclase family protein [N1605] Methylobacterium sp. 17Sr1-39

UPI000B4ABE6C cyclase [N1678] Ideonella sp. A 288

A0A3P0F2P7 Cyclase family protein [N1596] Burkholderia stagnalis

A0A0Q5WDU2 Metal-dependent hydrolase [N1592] Modestobacter sp. Leaf380

A0A0Q8AGI7 Uncharacterized protein [N1705] Microbacterium sp. Root166

A0A0Q5NLT2 Uncharacterized protein [N1598] Arthrobacter sp. Leaf337

A0A2M6VVL8 Cyclase [N1400] Limnohabitans sp. 15K

A0A2H5YK59 Uncharacterized protein [N1610] bacterium HR24

A0A2X1H2X8 Cyclase family protein [N1592] Burkholderia cepacia

A0A2A5GE09 Metal-dependent cyclase [N1552] Porticoccaceae bacterium

A0A371XZC3 Cyclase family protein [N1600] Streptomyces sp. AcE210

A0A1I2IV83 Putative cyclase [N1605] Methylobacterium sp. yr596

A0A0K8NWL0 Putative cyclase SCIF3.09c [N1605] Ideonella sakaiensis

W9D8K9 Uncharacterized protein [N1393] Gordonia

A0A126ZX21 Uncharacterized protein [N1600] Sinomonas atrocyanea

A0A1X0BD98 Uncharacterized protein [N1519] Mycobacterium branderi

A0A096FPL9 Cyclase [N1605] Comamonas

A0A0A0NA99 Uncharacterized protein [N1600] Streptomyces rapamycinicus NRRL 5491

UPI000406B59D cyclase family protein [N1592] Pseudonocardia spinosispora

A0A1G7JQU0 Kynurenine formamidase [N1552] Gammaproteobacteria

A0A1Q9S7E7 Uncharacterized protein [N1600] Pseudonocardia sp. CNS-004

J9SAD8 Uncharacterized protein [N1393] Gordonia sp. KTR9

A0A024H7T8 Uncharacterized protein [N1558] Pseudarthrobacter siccitolerans

A0A1M7DZ34 Putative cyclase [N1592] Pseudomonas punonensis

UPI000E662DBA cyclase family protein [N1612] Achromobacter sp. K91

I5CGT7 Uncharacterized protein [N1592] Burkholderiaceae

A0A2T5L2C5 Putative cyclase [N1683] Rhodococcus sp. OK519

UPI000569687A cyclase family protein [N1698] Pseudonocardia autotrophica

UPI000421BE29 cyclase [N1605] Comamonas composti

UPI000D39A334 cyclase [N1596] Burkholderia multivorans

E3HJM0 Metal-dependent hydrolase 3 [N1599] Achromobacter xylosoxidans

UPI000FA15FC3 cyclase family protein [N1600] Streptomyces sp. WAC06128

A0A2W7F758 Kynurenine formamidase [N1596] Paraburkholderia sp. PDC91

A0A1H1XCJ2 Putative cyclase [N1605] Pseudomonas xinjiangensis

A0A218VIP2 Cyclase [N1605] Pseudomonas aestusnigri

A0A1H1ICP3 Putative cyclase [N1598] Pseudomonas moorei

A0A3S2VF83 Cyclase family protein [N1600] Streptomyces sp. San01

A0A2V5A988 Putative cyclase [N1592] Pseudomonas sp. OV529

A0A1S8GXU2 Metal-dependent hydrolase [N1592] Pseudomonas sp. FSL W5-0299

A0A221RAP1 Uncharacterized protein [N1600] Sinomonas sp. R1AF57

UPI0004D7DB98 cyclase family protein [N1592] Burkholderia cepacia

UPI00097D0283 cyclase [N1599] Bordetella pertussis

A0A2E4ZD07 Metal-dependent cyclase [N1552] Idiomarinaceae bacterium

UPI0004C8776F cyclase family protein [N1592] Streptomyces ochraceiscleroticus

A0A4R7NCZ5 Putative cyclase [N1558] Arthrobacter sp. JUb115

A0A1I5SKP3 Putative cyclase [N1612] Variovorax sp. PDC80

UPI0008311583 cyclase family protein [N1569] Nocardia vermiculata

UPI00046B6F03 cyclase [N1596] Cupriavidus

UPI000CE38C56 hypothetical protein [N1558] Arthrobacter sp. 9E14

A0A345JUK2 Cyclase family protein [N1588] Humibacter sp. BT305

A0A076PH19 Cyclase [N1605] Comamonas

A0A1H1W520 Putative cyclase [N1600] Brevibacterium siliguriense

W4A3F2 Cyclase family protein [N1592] Rhodococcus

A0A1L3L983 Uncharacterized protein [N1595] Sinorhizobium americanum CCGM7

A0A365D7H1 Cyclase family protein [N1558] Pseudarthrobacter sp. AG30

UPI000E1B4B4C cyclase family protein [N1596] Cupriavidus taiwanensis

A0A1M7K942 Kynurenine formamidase [N1592] Cryptosporangium aurantiacum

UPI000B9E0D22 cyclase [N1611] Bordetella genomosp. 4

UPI00075A0DC0 cyclase [N1596] Burkholderia pseudomultivorans

UPI0005101B2F cyclase [N1596] Burkholderia multivorans

UPI000691DB19 cyclase family protein [N1598] Amycolatopsis jejuensis
A0A1H1PSP2 Putative cyclase [N1598] Agrococcus carbonis

A0A2M9H1T5 Cyclase [N1599] Achromobacter ruhlandii

K6WQB8 Uncharacterized protein [N1592] Gordonia

H0FDA5 Metal-dependent hydrolase 3 [N1599] Achromobacter arsenitoxydans SY8

A0A1Q9LDZ7 Uncharacterized protein [N1600] Actinokineospora bangkokensis

Q1LEV6 Uncharacterized protein [N1592] Cupriavidus metallidurans CH34

A0A2U8TT21 Metal-dependent hydrolase [N1592] Pseudomonas sp. 31-12

A0A4R5Q7B1 Uncharacterized protein [N1594] Dankookia rubra

A0A1S5Y2H9 Uncharacterized protein [N1610] uncultured bacterium

A0A132EHG4 Cyclase [N1596] Burkholderia pseudomultivorans

A0A3A9U0T9 Uncharacterized protein [N1569] Rhodococcus opacus

A0A132HPN7 Uncharacterized protein [N1596] Cupriavidus metallidurans

A0A349C0W7 Metal-dependent cyclase [N1552] Idiomarina loihiensis

UPI0010801CA8 cyclase family protein [N1605] Methylobacterium sp. 6HR-1

A0A1H1UJG8 Putative cyclase [N1605] Pseudomonas sabulinigri

A0A3N5ETS3 Cyclase family protein [N1605] Burkholderiales bacterium

UPI0006CB7C97 cyclase family protein [N1592] Pseudonocardia sp. EC080625-04

UPI00041690F0 cyclase family protein [N1592] Pseudomonas syringae

A0A0C4Y2Y4 Putative cyclase SCIF3.09c [N1596] Cupriavidus basilensis

A0A420GTN3 Cyclase [N1596] Paraburkholderia fungorum

UPI0007BF4AB8 cyclase [N1599] Achromobacter ruhlandii

A0A4V2FRC9 Putative cyclase [N1592] Pseudonocardia sediminis

UPI000411A633 cyclase family protein [N1592] Nevskia ramosa

UPI00110B6018 cyclase family protein [N1610] Nonomuraea zeae

A0A4Q8TAR9 Cyclase family protein [N1558] Arthrobacter sp. S41

UPI0004C90F86 cyclase family protein [N1600] Streptomyces sp. NRRL F-5135

A0A135GGL4 Uncharacterized protein [N1600] Rhodococcus sp. SC4

UPI0006C7F15F cyclase [N1596] Burkholderia multivorans

A0A2W4RUW5 Cyclase [N1605] Proteobacteria bacterium

W9DBV1 Metal-dependent hydrolase [N1592] Gordonia alkanivorans CGMCC 6845

A0A2S4LVJ1 Putative cyclase [N1592] Paraburkholderia eburnea

UPI0006C15F88 cyclase [N1599] Achromobacter xylosoxidans

J7LTT2 Uncharacterized protein [N1558] Arthrobacter sp. Rue61a

UPI00055813F3 cyclase [N1596] Burkholderia sp. 9120

UPI0004097AE5 hypothetical protein [N1558] Nocardioides insulae

UPI0003ACD941 hypothetical protein [N1598] Actinomadura madurae

A0A318PZ70 Metal-dependent hydrolase [N1592] Komagataeibacter hansenii

UPI000DAF0694 cyclase family protein [N1600] Mycobacterium kyogaense

UPI0009B2857A cyclase [N1599] Bordetella pertussis

A0A4V5U379 Cyclase family protein [N1592] unclassified Pseudomonas

UPI00057D8A35 cyclase [N1596] Burkholderia multivorans

UPI00082EEDDF cyclase family protein [N1356] Actinomadura chibensis

A0A176XN80 Cyclase [N1599] Achromobacter xylosoxidans

F7T9N6 Uncharacterized protein [N1442] Achromobacter insuavis AXX-A

A0A0T9KNN4 Cyclase SCIF309c [N1588] Mycobacterium tuberculosis

UPI00106D40CA cyclase family protein [N1612] Microvirga pakistanensis

A0A0C6P901 Uncharacterized protein [N1612] Bacteria

A0A1G8EMY9 Kynurenine formamidase [N1592] Variovorax sp. OV700

A0A1A5X4Q6 Metal-dependent hydrolase [N1592] Paraburkholderia

A0A315E5S4 Cyclase [N1400] Limnohabitans sp. 2KL-51

A0A1U2WN92 Cyclase superfamily protein [N1592] Mycobacteroides abscessus subsp. abscessus

A0A1G8SHI4 Putative cyclase [N1558] Arthrobacter cupressi

A0A1U9UYX1 Cyclase [N1596] Cupriavidus necator

A0A261V8T8 Cyclase [N1611] Bordetella genomosp. 6

A0A0D5ACN0 Polyketide cyclase [N1600] Rhodococcus sp. B7740

UPI000D009BCD cyclase [N1596] Burkholderia multivorans

A0A0N0AHG1 Uncharacterized protein [N1588] Micromonospora sp. NRRL B-16802

UPI0010655B34 cyclase family protein [N1592] Pseudomonas sp. OV341

UPI000F4CDFF7 cyclase family protein [N1600] Amycolatopsis eurytherma

N1V3D4 Uncharacterized protein [N1558] Arthrobacter crystallopoietes BAB-32

A0A423K148 Metal-dependent hydrolase [N1592] Pseudomonas frederiksbergensis

UPI0005B934E7 cyclase family protein [N1592] Pseudonocardia sp. P2

Q1LMV2 Uncharacterized protein [N1596] Cupriavidus metallidurans CH34

UPI000F04546D cyclase family protein [N1592] Pseudomonas viridiflava

UPI000788281A cyclase family protein [N1600] Mycolicibacterium canariasense

Q0S164 Uncharacterized protein [N1600] Rhodococcus jostii RHA1

A0A2W5KHP8 Cyclase [N1031] Variovorax paradoxus

A0A2H5YAP2 Uncharacterized protein [N1701] bacterium HR23

A0A2S3YUM0 Uncharacterized protein [N1595] Sinorhizobium americanum

A0A2L0QTZ4 Uncharacterized protein [N1558] Arthrobacter sp. PGP41

A0A0N0JXZ7 Metal-dependent hydrolase [N1592] Blastomonas sp. AAP25

A0A2S0IE77 Cyclase [N1599] Achromobacter spanius

A0A088UGL3 Cyclase family protein [N1596] Burkholderia cenocepacia

A0A4R8XE89 Cyclase family protein [N1601] Cryobacterium sp. TMS1-20-1

A0A370P0B2 Cyclase family protein [N1596] Cupriavidus lacunae

UPI00048729B0 cyclase [N1596] Paraburkholderia acidipaludis

UPI000B87725A hypothetical protein [N1587] Micromonospora pallida

A0A4R7FNQ9 Putative cyclase [N1605] Comamonas sp. JUb58

UPI0010752BA7 cyclase family protein [N1592] Pseudomonas fluorescens

A0A1Q8LPM2 Putative polyketide cyclase [N1600] Pseudonocardia sp. Ae717_Ps2

A0A2M9BZE2 Putative cyclase [N1610] Compostimonas suwonensis

UPI000D006F8A cyclase [N1596] Burkholderia multivorans

A0A2T0ZW22 Putative cyclase [N1688] Antricoccus suffuscus

A0A365XFQ4 Cyclase family protein [N1599] Streptomyces cavourensis

A0A0M2LA64 Cyclase [N1605] Comamonas thiooxydans

A0A2D4SCK2 Metal-dependent hydrolase [N1592] Salinisphaeraceae bacterium

A0A158G7Q1 Polyketide cyclase [N1596] Caballeronia telluris

A0A317JAQ2 Uncharacterized protein [N1610] Acidobacteriia bacterium

UPI0010416362 hypothetical protein [N1610] Actinomadura fibrosa

UPI0010F45C31 cyclase family protein [N1592] Pseudomonas sp. G(2018)

A0A443JLY6 Cyclase family protein [N1592] Sinirhodobacter populi

C8XDV3 Uncharacterized protein [N1600] Nakamurella multipartita DSM 44233

A0A179T0I0 Cyclase [N1599] Achromobacter

A0A2T7UFV3 Cyclase [N1400] Limnohabitans planktonicus II-D5

A0A3D0U957 Cyclase [N1605] Pseudomonas sp.

UPI0004AAE85A cyclase [N1596] Burkholderia sp. K24

A0A2D8HLS7 Cyclase [N1605] Sneathiella sp.

UPI000BFDE8B9 hypothetical protein [N1598] Pseudonocardia sp. N23

A0A263DT86 Uncharacterized protein [N1588] Pseudonocardia sp. MH-G8

UPI000B9BB5C9 cyclase family protein [N1598] Rhodococcus sp. 06-1460-1B

A0A3A0FH85 Uncharacterized protein [N1610] bacterium

A0A0Q5VUZ0 Metal-dependent hydrolase [N1592] Geodermatophilus sp. Leaf369

A0A149ZQW2 Uncharacterized protein (Fragment) [N1598] Rhodococcus sp. LB1

UPI0010360800 cyclase family protein [N1592] Pseudomonas sp. Sample_10

A0A4R1DJT4 Cyclase family protein [N1600] Streptomyces sp. KM273126

A0A1X2F288 Uncharacterized protein [N1558] Mycolicibacterium wolinskyi

A0A2W4JF59 Cyclase family protein [N1598] Thermocrispum agreste

UPI00082A83D5 hypothetical protein [N1356] Actinomadura formosensis

UPI000D00666A cyclase [N1596] Burkholderia multivorans

A0A1H0AQ37 Putative cyclase [N1592] Ensifer sp. YR511

UPI001071388A cyclase family protein [N1610] Cellulomonas sp. HD19AZ1

UPI0002F02290 cyclase family protein [N1600] Pseudonocardia sp. P2

A0A328HA22 Cyclase family protein [N1558] Arthrobacter globiformis

UPI000699E0CA cyclase family protein [N1600] Streptomyces niger

UPI0004007E6A cyclase family protein [N1587] Amycolatopsis thermoflava

A0A4R5D8H0 Cyclase family protein [N1703] Jiangella asiatica

UPI000EF9446B cyclase family protein [N1558] Glutamicibacter nicotianae

A0A4Q5TP95 Cyclase family protein [N1592] Actinomycetales bacterium

A0A0M5LVF3 Metal-dependent hydrolase [N1592] Pseudonocardia sp. AL041005-10

A0A375C717 Uncharacterized protein [N1596] Cupriavidus taiwanensis

UPI0010578B2B hypothetical protein [N1594] Paracraurococcus ruber

A0A2A3GLJ7 Uncharacterized protein [N1600] Rhodococcus sp. ACPA1

UPI00075D9DA7 cyclase [N1596] Burkholderia multivorans

A0A0M4LK13 Cyclase [N1596] Cupriavidus gilardii CR3

A0A427SYW1 Cyclase family protein [N1569] Amycolatopsis eburnea

UPI0008417A14 cyclase [N1596] Paraburkholderia nodosa

A0A1E4I587 Uncharacterized protein [N1569] Pseudonocardia sp. SCN 72-86

A0A1I5XTL7 Kynurenine formamidase [N1588] Actinomadura madurae

UPI00068593FC hypothetical protein [N1587] Pseudonocardia acaciae

A0A0Q9QNY3 Uncharacterized protein [N1583] Nocardioides sp. Soil777

UPI000F48A417 cyclase family protein [N1592] Pseudomonas frederiksbergensis

A0A3S4TG85 Cyclase [N1612] Bordetella hinzii

A0A2R4DRW9 Cyclase [N1605] Acidovorax avenae subsp. avenae

A0A2M6V470 Cyclase [N1400] Limnohabitans sp. G3-2
A0A315DCI4 Cyclase [N1400] Limnohabitans sp. Bal53

UPI001108215F cyclase family protein [N1600] Sinomonas sp. NEAU-HV1

A0A2E3KW47 Cyclase [N1605] Pseudomonadales

UPI00048426A9 hypothetical protein [N1558] Arthrobacter sp. UNC362MFTsu5.1

A0A2D5KUW5 Cyclase [N1605] Pseudomonadales

A0A257EAD2 Cyclase [N1400] Comamonadaceae bacterium PBBC1

UPI00082E0011 hypothetical protein [N1569] Nocardia vermiculata

A0A140CX41 Uncharacterized protein [N1601] Rhodococcus sp. TMP1

A0A0D8HQ37 Putative cyclase [N1598] Rhodococcus sp. AD45

UPI0008A70C6B cyclase [N1596] Cupriavidus

A0A348UJB2 Uncharacterized protein (Fragment) [N1695] Gammaproteobacteria bacterium

A0A1Q4DUR1 Metal-dependent hydrolase [N1592] Pseudonocardia sp. 73-21

A0A2T1ABV9 Kynurenine formamidase [N1596] Paraburkholderia insulsa

A0A0H2LQU5 Putative cyclase [N1592] Variovorax paradoxus

J7J3Q6 Uncharacterized protein [N1592] Burkholderia cepacia GG4

UPI00075A23B4 cyclase [N1596] Burkholderia stagnalis

A0A1Y5L4Y2 Uncharacterized protein [N1601] unclassified Rhodococcus

UPI0008346C18 cyclase [N1596] Cupriavidus sp. D384

F4CPF3 Uncharacterized protein [N1598] Pseudonocardia dioxanivorans CB1190

A0A3N2C7G8 Putative cyclase [N1588] Plantibacter flavus

A0A1H0SB58 Putative cyclase [N1596] Ralstonia sp. 25mfcol4.1

A0A443J527 Cyclase family protein [N1592] Sinirhodobacter populi

A0A1E4UXH6 Metal-dependent hydrolase [N1592] Pseudomonas

A0A225THH5 Metal-dependent hydrolase [N1592] Rhodococcus sp. BUPNP1

A0A1X9LTG8 Uncharacterized protein [N1587] Cnuibacter physcomitrellae

A0A4P5RWD9 Cyclase [N1488] Actinobacteria bacterium

A0A2S3TK86 Metal-dependent hydrolase [N1592] Pseudomonas syringae group genomosp. 3

A0A4R2H385 Putative cyclase [N1595] Kribbella sp. VKM Ac-2572

A0A1J9NK70 Cyclase [N1596] Burkholderia catarinensis

UPI0007599EC2 cyclase [N1596] Burkholderia stagnalis

A0A426QV57 Cyclase family protein [N1601] Rhodococcus sp. Eu-32

UPI000A296164 cyclase [N1611] Bordetella genomosp. 6

A0A4R6P331 Kynurenine formamidase [N1552] Idiomarina aquatica

A0A419ZMR3 Kynurenine formamidase [N1592] Rhodococcus pyridinivorans

A0A2N3Y0U1 Putative cyclase [N1601] Saccharopolyspora spinosa

A0A0J1D2M4 Cyclase [N1596] Caballeronia mineralivorans PML1(12)

UPI00106EF154 cyclase family protein [N1569] unclassified Amycolatopsis

UPI0010672217 hypothetical protein [N1610] Cumulibacter soli

UPI0006F828D8 cyclase family protein [N1592] Aeromicrobium sp. Leaf291

A0A0U4CLJ0 Metal-dependent hydrolase [N1592] Aeromicrobium erythreum

A0A1H0TAP4 Putative cyclase [N1605] Acidovorax cattleyae

UPI000757BDF6 cyclase [N1596] Burkholderia pseudomultivorans

A0A126YYK5 Uncharacterized protein [N1587] Frondihabitans sp. PAMC 28766

A0A495GWJ0 Kynurenine formamidase [N1596] Paraburkholderia sediminicola

L7KWW8 Uncharacterized protein [N1592] Gordonia

UPI001115DEFD cyclase family protein [N1600] Brevibacterium sp. MG-1

UPI001072C245 cyclase family protein [N1600] Rhodococcus sp. 1R11

UPI0005A71287 cyclase [N1596] Paraburkholderia heleia

A0A2S4MKB7 Kynurenine formamidase [N1596] Paraburkholderia eburnea

UPI0003FAD88D cyclase family protein [N1598] Arthrobacter sp. TB 26

UPI00106CAB45 cyclase family protein [N1601] Cryobacterium sp. Hh38

A0A4D4L886 Cyclase [N1600] Streptomyces violaceusniger

UPI0010F4D357 cyclase family protein [N1676] Cupriavidus sp. 2SB

UPI000E2880FE cyclase family protein [N1569] Amycolatopsis circi

UPI00082C9119 cyclase [N1596] Cupriavidus sp. D384

A0A1H0AM91 Kynurenine formamidase [N1592] Geodermatophilus siccatus

A0A3A5JTT1 Cyclase family protein [N1595] Mesorhizobium waimense

A0A1L3LYR5 Uncharacterized protein [N1595] Sinorhizobium americanum

UPI000F53BF01 cyclase family protein [N1596] Paraburkholderia bannensis

B8IJV1 Uncharacterized protein [N1605] Methylobacterium nodulans ORS 2060

A0A375C5P9 Uncharacterized protein [N1596] Cupriavidus taiwanensis

A0A1I2XZZ8 Cyclase family protein [N1601] Cryobacterium levicorallinum

UPI000A3C6813 hypothetical protein [N1610] Streptomyces rhizosphaericus

C6YXG9 Putative cyclase(**) [N1598] Pseudomonas reinekei

A0A1W6L4X7 Cyclase [N1612] Rhizobacter gummiphilus

F0M5H6 Uncharacterized protein [N1558] Pseudarthrobacter phenanthrenivorans Sphe3

UPI000D008D20 cyclase [N1596] Burkholderia multivorans

UPI0010C98A9C cyclase family protein [N1598] Rhodoligotrophos sp. lm1

A0A2J8G0K1 Uncharacterized protein [N1558] Arthrobacter sp. AFG20

A0A3B7D9F0 Metal-dependent hydrolase [N1592] Aeromicrobium sp. A1-2

UPI000CD0B424 cyclase family protein [N1598] Pseudonocardia dioxanivorans

A0A132HQV0 Uncharacterized protein [N1592] Cupriavidus metallidurans

A0A439PTQ8 Cyclase family protein [N1692] Mesorhizobium sp.

UPI000B40C24D hypothetical protein [N1558] Arthrobacter globiformis

A0A1H0T5V2 Putative cyclase [N1598] Arthrobacter sp. ok909

A0A2A9FFK1 Putative cyclase [N1598] Amycolatopsis sulphurea

A0A0S3PZK3 Putative cyclase [N1605] Variibacter gotjawalensis

UPI000DC3599F cyclase family protein [N1612] Achromobacter sp. HZ01

D7C9Q1 Uncharacterized protein [N1600] Streptomyces bingchenggensis BCW-1

UPI00046730C0 hypothetical protein [N1598] Arthrobacter sp. 31Y

UPI0007F9B27B hypothetical protein [N1594] Bordetella bronchialis

UPI000B9DFB5F cyclase [N1442] Bordetella genomosp. 5

A0A2N3WSU3 Putative cyclase [N1569] Amycolatopsis niigatensis

A0A318WIT6 Putative cyclase [N1558] Paenarthrobacter nicotinovorans

A0A291EUB3 Cyclase [N1596] Ralstonia pickettii

E9UP89 Uncharacterized protein [N1558] Nocardioidaceae bacterium Broad-1

A0A1M6T3Q1 Putative cyclase [N1588] Pseudonocardia thermophila

UPI0007D8D595 cyclase family protein [N1595] Sinorhizobium americanum

UPI000578F684 cyclase [N1596] Cupriavidus sp. IDO

UPI000E6926BD cyclase family protein [N1596] Bordetella avium

K0MAF0 Uncharacterized protein [N1611] Bordetella parapertussis Bpp5

A0A2T0SQM0 Kynurenine formamidase [N1588] Umezawaea tangerina

UPI0007543C6B cyclase [N1596] Burkholderia multivorans

A0A385AYX6 Putative cyclase SCIF3.09c [N1588] Micromonospora sp. B006

UPI0003AA326D hypothetical protein [N1569] Amycolatopsis orientalis

UPI00037EF69F hypothetical protein [N1558] Arthrobacter sp. 135MFCol5.1

UPI000307218A cyclase family protein [N1592] Rhodococcus erythropolis

UPI000755DBD3 cyclase family protein [N1592] Burkholderia cepacia

A0A0M4QC13 Metal-dependent hydrolase [N1592] Pseudonocardia sp. HH130629-09

A0A4R5Y3G8 Cyclase family protein [N1558] Kocuria rosea

UPI001021BE33 cyclase family protein [N1684] Gordonia sedimidis

A0A0F0FIF4 Metal-dependent hydrolase [N1592] Burkholderiaceae bacterium 16

A0A2E8C436 Cyclase [N1605] Pseudomonadales bacterium

UPI00094AA876 cyclase family protein [N1600] Pseudonocardia sp. Ae717_Ps2

A0A261TRV5 Cyclase [N1611] Bordetella genomosp. 4

A0A1Q3V6N8 Cyclase [N1680] Rhodospirillales bacterium 69-11

A0A1E4IDK1 Uncharacterized protein [N1598] Pseudonocardia sp. SCN 72-86

UPI0002E2114B cyclase [N1605] Acidovorax oryzae

A0A1I5M5B9 Putative cyclase [N1530] Actinomadura madurae

I5CL30 Uncharacterized protein [N1592] Paraburkholderia hospita

A0A0J6S3D8 Cyclase [N1605] Methylobacterium aquaticum

A0A428Z0X5 Uncharacterized protein [N1600] Kibdelosporangium aridum

A0A0Q5MKQ7 Cyclase [N1605] Acidovorax sp. Leaf160

UPI0007552CA6 cyclase [N1596] Burkholderia stagnalis

A0A150A5D2 Uncharacterized protein [N1600] Rhodococcus sp. LB1

A0A4R1P3U9 Kynurenine formamidase [N1596] Caballeronia sordidicola

A0A443K6W1 Cyclase family protein [N1592] Sinirhodobacter populi

UPI000369F550 cyclase family protein [N1600] Rhodococcus sp. DK17

UPI00046D27D8 cyclase family protein [N1600] Rhodococcus opacus

UPI0004810194 hypothetical protein [N1558] Arthrobacter sp. I3

UPI0005A64EBD cyclase [N1596] Paraburkholderia ginsengisoli

A0A3N6ZLB7 Cyclase family protein [N1592] Paraburkholderia tropica

A0A0L8EVG5 Cyclase [N1599] Achromobacter sp. DMS1

A0A261VES0 Cyclase [N1596] Bordetella genomosp. 12

Q5QWF5 Secreted metal-dependent enzyme of cyclase family [N1552] Idiomarina
UPI0002E673CB cyclase family protein [N1552] Idiomarina sp. 28-8

UPI0006C32214 cyclase [N1599] Achromobacter xylosoxidans

UPI0004A75132 cyclase family protein [N1592] Polycyclovorans algicola

A0A1V2KMN7 Uncharacterized protein [N845] Frankia sp. CcI49

A0A3R7GFC7 Kynurenine formamidase [N1596] Paraburkholderia sediminicola

H2JMN7 Uncharacterized protein [N1600] Streptomyces hygroscopicus subsp. jinggangensis 5008

UPI000A0594FF cyclase family protein [N1691] Actinoplanes subtropicus

UPI000481F81B cyclase family protein [N1600] Amycolatopsis thermoflava

F0GCV0 Uncharacterized protein [N1596] Burkholderia sp. TJI49

A0A4R0KS08 Cyclase family protein [N1592] Kribbella pittospori

UPI0008A683D7 cyclase [N1004] Cupriavidus malaysiensis

UPI00094F04FA cyclase family protein [N1600] Pseudonocardia sp. Ae505_Ps2

UPI0010209AF5 cyclase family protein [N1596] Pusillimonas soli

A0A1D9H510 Cyclase [N1596] Cupriavidus sp. USMAA2-4

W3RH46 Cyclase [N1675] Afipia sp. P52-10

A0A3P0NGC3 Cyclase family protein [N1592] Burkholderia sp. Bp9031

A0A385LIW7 Cyclase family protein [N1592] Rhodococcus rhodochrous

A0A1Q4A027 Uncharacterized protein [N1588] Micrococcales bacterium 72-143

A0A2N8Q6W7 Cyclase [N1596] Paraburkholderia fungorum

UPI0004B597B9 hypothetical protein [N1588] Cryptosporangium arvum

A0A257R4S8 Metal-dependent hydrolase [N1592] Acidiphilium sp. 20-67-58

A0A1Q3SIA5 Uncharacterized protein [N1610] Chloroflexi bacterium 54-19

A0A1I3T1D5 Kynurenine formamidase [N1588] Amycolatopsis sacchari

UPI0003AD423E cyclase family protein [N1588] Actinomadura madurae

UPI0004D0231B cyclase [N1596] Caballeronia sordidicola

UPI0007C48CC8 hypothetical protein [N1600] Streptomyces sp. RTd22

A0A0C6P9Y6 Uncharacterized protein [N1599] Bacteria

A0A2N8KCW9 Cyclase [N1612] Achromobacter pulmonis

UPI000932474A cyclase family protein [N1592] Rhodococcus zopfii

UPI000DEF1F04 cyclase family protein [N1594] Microvirga aerophila

UPI00055E4C4F cyclase [N1596] Cupriavidus metallidurans

A0A260SM50 Uncharacterized protein [N1600] Rhodococcus

A0A1Q8LY47 Uncharacterized protein [N1592] Pseudonocardia sp. Ae717_Ps2

A0A261V774 Cyclase [N1442] Bordetella genomosp. 2

A0A177PYM5 Uncharacterized protein [N1610] bacterium SCGC AG-212-C10

A0A1T5AD47 Putative cyclase [N1558] Arthrobacter sp. 49Tsu3.1M3

D6Y6S6 Uncharacterized protein [N1592] Thermobispora bispora DSM 43833

A6ENR6 Secreted metal-dependent enzyme of cyclase family protein [N1552] unidentified eubacterium SCB49

A0A3A9UB87 Uncharacterized protein [N1600] Rhodococcus opacus

A0A1Q3ZYV8 Uncharacterized protein [N1697] Micrococcales bacterium 72-143

UPI00093228AA cyclase family protein [N889] Rhodococcus yunnanensis

A0A3G7U7A5 Uncharacterized protein [N1592] Pseudomonas synxantha

A0A0J8DN35 Metal-dependent hydrolase [N1592] Actinobacteria

A0A0Q8K5X3 Cyclase [N1599] Achromobacter sp. Root170

A0A1C3X5F1 Kynurenine formamidase [N1694] Rhizobium multihospitium

A0A024EKL3 Uncharacterized protein [N1592] Pseudomonas mandelii

A0A2U8WNQ2 Cyclase [N1605] Methylobacterium terrae

A0A4R5LLG7 Cyclase family protein [N1596] Paraburkholderia guartelaensis

G7GNU6 Uncharacterized protein [N1598] Gordonia amarae NBRC 15530

UPI000BA35B9C cyclase family protein [N1592] Pseudomonas sp. Irchel 3A7

A0A0Q9NL12 Uncharacterized protein [N1558] Arthrobacter sp. Soil761

A0A143QBJ4 Uncharacterized protein [N1600] Rhodococcus sp. PBTS 1

A0A1H6IQH1 Putative cyclase [N1592] Paraburkholderia hospita

H0JR73 Uncharacterized protein [N1592] Rhodococcus

UPI000369E8B4 cyclase [N1611] Pantoea sp. A4

UPI000D5EDE05 cyclase family protein [N1596] Paraburkholderia unamae

A0A2R4WN89 Cyclase [N1605] Methylobacterium currus

UPI00065C81CC cyclase family protein [N1598] Streptomyces viridochromogenes

UPI000482DAF9 cyclase [N1596] Paraburkholderia ferrariae

A0A0Q8QZI6 Uncharacterized protein [N1704] unclassified Sphingomonas

A0A1K0I9L7 Uncharacterized protein [N1596] Cupriavidus necator

UPI0005B408FF cyclase [N1596] Cupriavidus necator

A0A225MKH5 Cyclase [N1677] Candidimonas nitroreducens

UPI00069D01F3 cyclase family protein [N1598] Streptomyces viridochromogenes

A0A0D2UHK3 Cyclase [N1605] Skermanella aerolata KACC 11604

A0A365CXL6 Cyclase family protein [N1693] Pseudarthrobacter sp. AG30

A0A2U8X7U3 Cyclase [N1605] Methylobacterium sp. 17Sr1-1

UPI0009FC69B3 cyclase family protein [N1587] Cryobacterium roopkundense

UPI0005664E97 cyclase family protein [N1600] unclassified Streptomyces

UPI000CE5725A cyclase family protein [N1598] Arthrobacter sp. Y81

A0A482IRG5 Cyclase family protein [N1596] Cupriavidus metallidurans

UPI000CFF3803 cyclase [N1596] Burkholderia multivorans

A0A316EZ19 Kynurenine formamidase [N1596] Cupriavidus plantarum

A0A0P0SDX5 Metal-dependent hydrolase [N1592] unclassified Pseudonocardia

A0A4U9VAL9 Cyclase [N1611] Bacteria

UPI000D322E5E cyclase family protein [N1583] Nocardioides terrigena

UPI0011271088 cyclase family protein [N1558] Pseudarthrobacter phenanthrenivorans

A0A0C6FQY7 Cyclase [N1605] Methylobacterium aquaticum

A0A063ULY6 Putative cyclase [N1599] Bordetella bronchiseptica

U3QRE0 Cyclase [N1596] Ralstonia pickettii DTP0602

UPI000483896A cyclase family protein [N1592] Paraburkholderia caledonica

UPI0008DDD77D hypothetical protein [N1588] Plantibacter sp. MMLR14_011

A0A3N2H597 Putative cyclase [N1600] Amycolatopsis eurytherma

UPI000309FF1F cyclase family protein [N1592] Rhodococcus sp. R1101

A0A4R5YEW9 Cyclase family protein [N1598] Kocuria rosea

A0A370EUQ9 Putative cyclase [N1605] Comamonas sp. AG1104

UPI000F5B58FD cyclase family protein [N1592] Burkholderia contaminans

A0A101KY84 Uncharacterized protein [N1558] Arthrobacter sp. EpRS66

A0A1M3LFX1 Uncharacterized protein [N1689] Micrococcales bacterium 73-13

A0A1G7RPS9 Putative cyclase [N1610] Blastococcus sp. DSM 44268

A0A2W9N2F2 Cyclase family protein [N1596] Burkholderia multivorans

A0A2S2BVN5 Uncharacterized protein [N1601] Rhodococcus sp. S2-17

A0A143WK04 Putative cyclase [N1592] Komagataeibacter xylinus

UPI000528E3D5 cyclase [N1612] Bordetella bronchiseptica

A0A261V703 Cyclase [N1612] Bordetella genomosp. 6

A0A0M9I6P9 Putative cyclase [N1442] Achromobacter sp.

A0A1M4E9X9 Putative cyclase SCIF3.09c [N1610] Nonomuraea gerenzanensis

A0A2V5HCI7 Uncharacterized protein [N943] Rhodobacteraceae bacterium

A0A318FB75 Kynurenine formamidase [N1592] Williamsia faeni

UPI000CFFAA9A cyclase [N1596] Burkholderia multivorans

A0A0V8IN04 Uncharacterized protein [N1558] Pseudarthrobacter enclensis

A0A1B2R9T7 Uncharacterized protein [N1594] Bordetella sp. H567

A0A366L3K4 Cyclase family protein [N1588] Micromonospora sp. LHW51205

UPI000F907316 cyclase family protein [N1600] Streptomyces sp. WAC04189

UPI000574A7F1 cyclase family protein [N1592] Pseudomonas putida

A0A1P8M3D9 Uncharacterized protein [N1558] Arthrobacter sp. QXT-31

A0A1G7C8U5 Putative cyclase [N1610] Blastococcus sp. DSM 44205

A0A371PEL4 Cyclase family protein [N1592] Aeromicrobium sp. M2KJ-4

UPI000B345347 cyclase family protein [N1592] Paraburkholderia hospita

A0A1L5PMX5 Metal-dependent hydrolase [N1592] Pseudomonas putida

D5QEH2 Uncharacterized protein [N1592] Komagataeibacter hansenii ATCC 23769

A0A260LXW7 Uncharacterized protein [N1598] Rhodococcus sp. 05-2254-4

A0A0B4CXJ2 Uncharacterized protein [N1558] Pseudarthrobacter phenanthrenivorans

A0A1G6QZV8 Kynurenine formamidase [N1596] Cupriavidus sp. YR651

A0A2D6QKN6 Cyclase [N1605] Pseudomonadales

A0A315DDC3 Cyclase [N1400] Limnohabitans sp. Hippo3

UPI00075795EE cyclase [N1596] Burkholderia multivorans

A0A1Q8IXL2 Cyclase [N1596] Burkholderia sp. SRS-W-2-2016

UPI000FD70D18 cyclase family protein [N1596] Bordetella avium

A0A328Y6W2 Kynurenine formamidase [N1596] Paraburkholderia unamae

H1S209 Uncharacterized protein [N1596] Cupriavidus basilensis OR16

A0A1H8WEN6 Putative cyclase [N1605] Methylobacterium sp. ap11

UPI0006BFA8EF cyclase [N1599] Achromobacter sp. 2789STDY5608621

I9NZV7 Metal-dependent cyclase [N1552] Alishewanella agri BL06

A0A327M7Z9 Uncharacterized protein [N1594] Roseicella frigidaeris

A0A094IQU8 Metal-dependent cyclase [N1552] Idiomarina atlantica

A0A387B298 Cyclase family protein [N1588] Protaetiibacter intestinalis

A0A024GXK0 Uncharacterized protein [N1687] Pseudarthrobacter siccitolerans

A0A2U0XWY5 Kynurenine formamidase [N1596] Paraburkholderia sp. OV555

A0A2T0LT95 Putative cyclase [N1598] Prauserella shujinwangii

UPI000D9688C6 cyclase family protein [N1598] Actinomadura madurae

A0A0C4YJR9 Uncharacterized protein [N1592] Cupriavidus basilensis

A0A4D4J7W5 Cyclase [N1598] Gandjariella thermophila

A0A423JLY3 Metal-dependent hydrolase [N1592] Pseudomonas brassicacearum

A0A3D9R8Y5 Putative cyclase [N1600] Rhodococcus wratislaviensis

UPI000425048B cyclase family protein [N1592] Burkholderia sp. URHA0054

A0A0M7IH86 Putative cyclase [N1599] Achromobacter xylosoxidans

A0A1H6WKL3 Cyclase family protein [N1592] Paraburkholderia tropica

UPI0009B66C43 cyclase family protein [N1595] Sinorhizobium fredii

A0A2A3FSG5 Uncharacterized protein [N1600] Rhodococcus sp. ACS1

A0A2L0X359 Cyclase family protein [N1592] Cupriavidus

A0A1Y2MU04 Putative cyclase [N1592] Pseudonocardia autotrophica

UPI0010FE37AC cyclase family protein [N1588] Microbacterium sp. 5K110

UPI000CFEE52D cyclase [N1596] Burkholderia multivorans

A0A0J7Z880 Uncharacterized protein [N1598] Streptomyces viridochromogenes

UPI00094F9F9B cyclase family protein [N1592] Komagataeibacter hansenii

UPI0010E8C6F0 cyclase family protein [N1558] Arthrobacter sp. BB-1

A0A193FYM4 Uncharacterized protein [N1594] Bordetella bronchialis

A0A349C430 Metal-dependent cyclase [N1552] Idiomarina loihiensis

UPI000281D0DA cyclase family protein [N1592] Pseudomonas fluorescens

UPI0010FCF602 cyclase family protein [N1600] Streptomyces montanus

A0A1A5XLA3 Cyclase [N1596] Paraburkholderia tropica

A0A0U3Q3L8 Uncharacterized protein [N1598] Pseudarthrobacter sulfonivorans

UPI000372F913 cyclase family protein [N1610] Amycolatopsis benzoatilytica

A0A1D7ZKG3 Metal-dependent hydrolase [N1592] Burkholderia stabilis

A0A160C0X6 Cyclase [N1596] Ralstonia mannitolilytica

A0A4R2BG45 Putative cyclase [N1595] Sinorhizobium americanum

UPI000F563E4A cyclase family protein [N1596] Burkholderia stagnalis

UPI0002FCA413 cyclase [N1596] Cupriavidus sp. BIS7

A0A0S9KWN0 Cyclase [N1031] Pseudorhodoferax sp. Leaf265

A0A315XJX9 Uncharacterized protein [N1610] Dehalococcoidia bacterium

UPI00069EFE84 cyclase family protein [N1592] Pseudomonas thivervalensis

A0A4U3CIZ0 Uncharacterized protein [N1610] Blastococcus sp. CCUG 61487

UPI000382457D hypothetical protein [N1596] Noviherbaspirillum massiliense

UPI000BA2BD7D cyclase family protein [N1592] Pseudomonas sp. Irchel s3b2

A0A328X6X8 Putative cyclase [N1592] Paraburkholderia unamae

A0A3G8H1Q7 Cyclase family protein [N1596] Cupriavidus pauculus

A0A1U6J5B9 Putative cyclase [N1558] Arthrobacter sp. P2b

UPI00068CD06B cyclase family protein [N1598] Microbacterium sp. CF335

UPI000E246940 cyclase family protein [N1596] Cupriavidus plantarum

A0A2T0SD51 Putative cyclase [N1588] Pseudosporangium ferrugineum

UPI00046F8336 cyclase family protein [N1592] Pseudomonas sp. CHM02

A0A261TR41 Cyclase [N1442] Bordetella genomosp. 5

UPI001114B01B cyclase family protein [N889] Rhodococcus yunnanensis

A0A1H1HB56 Putative cyclase [N1592] Pseudomonas grimontii

UPI0006151792 cyclase [N1612] Aquincola tertiaricarbonis

A0A4V2NH92 Metal-dependent hydrolase [N1592] Paraburkholderia steynii

A0A1H2LPH7 Putative cyclase [N1610] Friedmanniella sagamiharensis

UPI0010C0E9D3 cyclase family protein [N1594] Roseomonas sp. HF4

A0A1D9H8T7 Metal-dependent hydrolase [N1592] Cupriavidus sp. USMAA2-4

A0A257UPR6 Metal-dependent hydrolase [N1592] Acidiphilium sp. 37-64-53

A0A2N8A9V2 Metal-dependent hydrolase [N1592] Pseudomonas sp. GW460-13

UPI0004F82572 cyclase [N1596] Burkholderia multivorans

L8TV17 Uncharacterized protein [N1558] Arthrobacter nitrophenolicus

A0A446CC54 Uncharacterized protein [N1612] Achromobacter veterisilvae

UPI0009B2A2AE cyclase [N1599] Bordetella pertussis

UPI000362A204 hypothetical protein [N1558] Arthrobacter sp. 135MFCol5.1

A0A1T5F549 Putative cyclase [N1558] Arthrobacter sp. 31Cvi3.1E

J2IBY6 Metal-dependent cyclase [N1552] Alishewanella aestuarii B11

A0A0H3LMK5 Uncharacterized protein [N1611] Bordetella bronchiseptica RB50

A0A0M7KT52 Putative cyclase [N1599] Achromobacter sp.

Q7W0B9 Uncharacterized protein [N1599] Bordetella pertussis

A0A1D8ICV2 Putative cyclase [N1599] Achromobacter

UPI00083B6479 cyclase [N1442] Achromobacter xylosoxidans

A0A0N7J8R6 Putative cyclase [N1400] Limnohabitans sp. 63ED37-2

A0A315EW78 Cyclase [N1400] Limnohabitans sp. 2KL-17

A0A2M9JWA1 Uncharacterized protein [N1600] Streptomyces sp. CB01635

X5KZW0 Metal-dependent hydrolase [N1558] Mycolicibacterium mageritense DSM 44476 = CIP 104973

A0A059KY70 Metal-dependent hydrolase [N1592] Pseudomonas mandelii PD30

A0A3B0FLJ6 Cyclase family protein [N1558] Pseudarthrobacter phenanthrenivorans

UPI0002464D35 cyclase [N1605] Comamonas testosteroni

A0A375HHJ4 Cyclase [N1596] Cupriavidus taiwanensis

UPI000CFE7DAD cyclase [N1596] Burkholderia multivorans

A0A3P6LTL8 Cyclase [N1596] Bacteria

A0A263DS32 Uncharacterized protein [N1588] Pseudonocardia sp. MH-G8

A0A4S3MDW9 Cyclase family protein [N1605] Youngimonas vesicularis

A0A0Q7QCA7 Uncharacterized protein [N1583] Aeromicrobium sp. Root495

A0A1Q9V5X0 Metal-dependent hydrolase [N1592] Saccharomonospora sp. CUA-673

Q0K2L9 Uncharacterized protein [N1596] Cupriavidus

UPI0007A47315 hypothetical protein [N1569] Nocardia flavorosea

A0A073BDM6 Metal-dependent hydrolase [N1592] Saccharopolyspora rectivirgula

A0A2V5AL79 Putative cyclase [N1592] Pseudomonas sp. OV286

A0A1H9W7V3 Putative cyclase [N1600] Lentzea albida

A0A2S5IGB1 Cyclase family protein [N1592] Pseudomonas

A0A2T5CWY8 Cyclase [N1612] Achromobacter xylosoxidans

UPI0002F1D8CC cyclase family protein [N1569] Rhodococcus sp. DK17

A0A2I6L0K7 Metal-dependent hydrolase [N1592] Rhodococcus ruber

A0A1Q8KYG4 Putative cyclase SCIF3.09c [N1600] Pseudonocardia sp. Ae706_Ps2

UPI00075A459D cyclase [N1596] Burkholderia multivorans

A0A3C1XWJ2 Cyclase [N1599] Achromobacter sp.

UPI0007D98A55 cyclase [N1612] Roseovarius indicus

A0A0M7FLB9 Putative cyclase [N1612] Achromobacter sp.

L2TY80 Uncharacterized protein [N1600] Rhodococcus wratislaviensis IFP 2016

A0A1H4TAM2 Putative cyclase [N1600] Rhodococcus koreensis

A0A1X0UAY7 Metal-dependent hydrolase [N1592] Rhodococcus sp. 1163

UPI000F570975 cyclase family protein [N1596] Burkholderia stagnalis

UPI0010706731 cyclase family protein [N1569] Amycolatopsis nivea

A0A2S8JFU3 Uncharacterized protein [N1600] Rhodococcus opacus

A0A4Q3NCA3 Uncharacterized protein (Fragment) [N1588] Comamonadaceae bacterium

UPI0010F60F26 cyclase family protein [N1598] Microbacterium sp. 2FI

A0A0S9R8S1 Metal-dependent hydrolase [N1592] Aeromicrobium sp. Leaf289

A0A345V7N7 Uncharacterized protein [N1558] Arthrobacter sp. PM3

L7KEV1 Uncharacterized protein [N1592] Gordonia rubripertincta

UPI00089A7646 hypothetical protein [N1598] Arthrobacter sp. cf158

A0A1N6LR35 Kynurenine formamidase [N1596] Burkholderia sp. GAS332

H0QIJ5 Uncharacterized protein [N1558] Arthrobacter globiformis NBRC 12137

UPI000A9866B8 cyclase [N1400] Limnohabitans sp. DM1

A0A261UHE2 Uncharacterized protein [N1594] Bordetella genomosp. 11

A0A3T0V6I2 Cyclase family protein [N1592] Gordonia

UPI000BA74A43 cyclase [N1596] Burkholderia ubonensis

UPI0007005593 cyclase family protein [N1592] Aeromicrobium sp. Leaf245

A0A4R8ZWL5 Cyclase family protein [N1601] Cryobacterium sp. Hh11

UPI000DC42963 cyclase family protein [N1599] Achromobacter

UPI000E212BAD cyclase family protein [N1558] Arthrobacter silvisoli

A0A423KCV1 Metal-dependent hydrolase [N1592] Pseudomonas frederiksbergensis

A0A2N1X289 Cyclase [N1605] Gammaproteobacteria bacterium HGW-Gammaproteobacteria-6

A0A2I8DCC1 Cyclase [N1599] Achromobacter sp. AONIH1

UPI0010203695 hypothetical protein [N1594] Pusillimonas ginsengisoli

UPI0007563C6D cyclase family protein [N1592] Burkholderia cepacia

A0A2W6B957 Uncharacterized protein [N1594] Pseudomonas stutzeri

A0A0P7CMV9 Uncharacterized protein [N845] Frankia sp. R43

A0A179SIA2 Cyclase [N1605] Methylobacterium platani

A0A2E6QGR7 Cyclase [N1605] Rhodospirillaceae bacterium

UPI00048CA7AF cyclase family protein [N1592] Burkholderia sp. UYPR1.413

A0A0A6QIR9 Cyclase [N1596] Paraburkholderia sacchari

UPI000A28DA17 cyclase [N1612] Bordetella genomosp. 6

A0A260SA16 Uncharacterized protein [N1600] Rhodococcus sp. 15-1154-1

L2EBU3 Uncharacterized protein [N1596] unclassified Cupriavidus

UPI000CE540B8 cyclase family protein [N1587] unclassified Cryobacterium

A0A072TCW1 Secreted metal-dependent cyclase [N1592] cellular organisms

UPI000D0FFF85 cyclase family protein [N1610] Blastococcus sp. Marseille-P5729

A0A2A9HFK3 Putative cyclase [N1610] Thermoflexus hugenholtzii

UPI00075798BB cyclase family protein [N1592] Burkholderia cepacia

J3IT66 Putative metal-dependent hydrolase [N1592] Pseudomonas sp. GM78

A0A0N7JW09 Metal-dependent hydrolase [N1592] Paraburkholderia caribensis MBA4

A0A1H6UT17 Putative cyclase [N1598] Arthrobacter sp. yr096

A0A4R7QC05 Kynurenine formamidase [N1592] Rhodococcus opacus

A0A1F4JHG9 Cyclase [N1596] Burkholderiales bacterium RIFCSPLOWO2_02_FULL_57_36

A0A263DCY8 Uncharacterized protein [N1588] Pseudonocardia sp. MH-G8

A0A069II47 Metal-dependent hydrolase [N1592] Cupriavidus sp. SK-3

A0A0V9UHN2 Metal-dependent hydrolase [N1592] Rhodococcus pyridinivorans KG-16

UPI000A1944DE cyclase family protein [N1588] Leifsonia sp. NCR5

UPI000CFF0CCA cyclase [N1596] Burkholderia multivorans

A0A107AKN7 Cyclase [N1596] Burkholderia stagnalis

A0A226X6V9 Cyclase SCIF3.09c [N1596] Caballeronia sordidicola

UPI000487DE8D cyclase [N1596] Paraburkholderia nodosa

A0A1M3AD22 Metal-dependent hydrolase [N1592] Alphaproteobacteria

F9VYI5 Uncharacterized protein [N1592] Gordonia alkanivorans NBRC 16433

A0A4S5BL26 Cyclase family protein [N1592] Lampropedia aestuarii

A0A1H1KKX5 Kynurenine formamidase [N1605] unclassified Rhizobiales

A0A0K0X465 Uncharacterized protein [N1690] Mycolicibacterium goodii

A0A1U9PPM8 Uncharacterized protein [N1600] Mycolicibacterium litorale

A0A1H2JX41 Putative cyclase [N1592] Pseudomonas mandelii

UPI000561400F cyclase family protein [N1569] Streptomyces sp. NRRL F-3213

UPI0009E6661D hypothetical protein [N1598] Rhodococcus sp. Leaf278

A0A3N2GR85 Putative cyclase [N1587] Amycolatopsis eurytherma

A0A379LVK6 Cyclase [N1592] Rhodococcus gordoniae

A0A1M6XP74 Kynurenine formamidase [N1519] Pseudonocardia thermophila

UPI0005BC125C hypothetical protein [N1600] Streptomyces

A0A286EUU4 Putative cyclase [N1681] Jatrophihabitans sp. GAS493

A0A3M8WYI7 Cyclase family protein [N1600] Streptomyces sp. NEAU-LD23

A0A0M9AVK6 Metal-dependent hydrolase [N1592] Pseudomonas sp. 655

A0A2S9MTN6 Cyclase [N1596] Burkholderia multivorans

UPI000366D7E9 cyclase family protein [N1592] Nocardia sp. 348MFTsu5.1

A0A0T5ZZJ5 Uncharacterized protein [N1682] Candidatus Rokubacteria bacterium CSP1-6

A0A315B4C4 Cyclase [N1400] Limnohabitans sp. WS1

A0A1I4WTS7 Putative cyclase [N1592] Pseudonocardia ammonioxydans

UPI000CE4C057 cyclase family protein [N1610] Cryobacterium sp. Y62

A0A2S8XQM4 Metal-dependent hydrolase [N1592] root

A0A370G186 Putative cyclase [N1592] Gluconacetobacter liquefaciens

A0A2S8RGV2 Kynurenine formamidase [N1596] Paraburkholderia sp. BL21I4N1

UPI0009B8D3F6 cyclase [N1599] Bordetella bronchiseptica

A0A132H7T9 Uncharacterized protein [N1596] Cupriavidus metallidurans

UPI000483AF33 cyclase family protein [N1600] Amycolatopsis sp. ATCC 39116

UPI0010F6A286 cyclase family protein [N1596] Cupriavidus sp. 2SB

A0A0Q7ZYT3 Metal-dependent hydrolase [N1592] Pseudomonas sp. Root562

UPI000A41CE7B cyclase [N1400] Limnohabitans sp. 2KL-3

A0A1I7LKK0 Putative cyclase [N1605] Methylobacterium sp. 174MFSha1.1

A0A432XD03 Metal-dependent cyclase [N1552] Idiomarina aquimaris

A0A285V581 Cyclase [N1610] Blastococcus aggregatus

A0A4R5Y2X8 Cyclase family protein [N1558] Arthrobacter nitrophenolicus

A0A0A4GHG8 Uncharacterized protein [N1598] Pseudomonas mediterranea CFBP 5447

A0A260RJU4 Uncharacterized protein [N1600] Rhodococcus sp. 15-649-2-2

A0A2N5C1X9 Cyclase [N1596] Cupriavidus pauculus

A0A1N6UE79 Kynurenine formamidase [N1592] Acidiphilium rubrum

UPI000D0056C6 cyclase [N1596] Burkholderia multivorans

A0A0Q8BH60 Cyclase [N1599] Achromobacter sp. Root565

A0A072TDP7 Secreted metal-dependent cyclase [N1592] cellular organisms

A0A0T5PC66 Cyclase [N1612] Roseovarius indicus

A0A373DIH4 Cyclase family protein [N1707] Leucobacter sp. wl10

A0A1C6RSL4 Putative cyclase [N1587] Micromonospora pallida

A0A292Z6M0 Uncharacterized protein [N1569] Pseudonocardia sp. N23

A0A0J6UL26 Cyclase [N1605] Methylobacterium indicum

A0A371BQV7 Cyclase family protein [N1558] Arthrobacter sp. RT-1

A0A1I7C8R4 Kynurenine formamidase [N1592] Geodermatophilus amargosae

UPI0006E41E55 cyclase family protein [N1600] Streptomyces sp. NBRC 110028

UPI0009B902D5 cyclase [N1599] Bordetella bronchiseptica

UPI0004828DE5 cyclase family protein [N1592] Paraburkholderia bannensis

UPI000D00CD22 cyclase [N1596] Burkholderia multivorans

A0A367A9K8 Cyclase family protein [N1610] Blastococcus sp. TF02A-30

A0A1J4MYF1 Uncharacterized protein [N1558] Nocardioides luteus

L2EGA0 Uncharacterized protein [N1596] Cupriavidus sp. HMR-1

UPI00048BEE0D cyclase [N1442] Bordetella petrii

UPI00047506F5 cyclase family protein [N1592] Rhodococcus rhodochrous

H1S6T1 Uncharacterized protein [N1596] Cupriavidus basilensis OR16

A0A4P7CXI0 Cyclase family protein [N1596] Paraburkholderia sp. 7MH5

A0A1I5MAN6 Putative cyclase [N1598] Actinomadura madurae

A0A446CWZ9 Uncharacterized protein [N1599] Achromobacter agilis

A0A062VEQ2 Uncharacterized protein [N1700] Microbacterium sp. CH12i

A0A2D5MX09 Cyclase [N1605] Pseudomonadales

A0A2C9BDR0 Kynurenine formamidase [N1596] Burkholderia sp. D7

A0A4Q4D819 Cyclase family protein [N1583] Actinomycetales bacterium

UPI00048A5465 hypothetical protein [N1610] Pseudonocardia acaciae

A0A1I6Z0B0 Putative cyclase [N1558] Arthrobacter sp. ov118

UPI00099F2432 hypothetical protein [N1588] Streptomyces aurantiacus

A0A260QGH9 Uncharacterized protein [N1598] Rhodococcus sp. 15-649-2-2

A0A2V3QL90 Putative cyclase [N1592] Paraburkholderia sp. OV446

A0A429AEZ7 Uncharacterized protein [N1588] unclassified Streptomyces

A0A2V5DI77 Putative cyclase [N1558] Arthrobacter sp. RC1.1 241

A0A4R4VSX9 Cyclase family protein [N1587] Saccharopolyspora sp. 16K309

A0A1H1JR28 Kynurenine formamidase [N1596] Paraburkholderia fungorum

A0A1H3MRG3 Kynurenine formamidase [N1592] Geodermatophilus africanus

A0A1W0Y8E7 Cyclase family protein [N1596] Burkholderia multivorans

A0A0P7MPU9 Metal-dependent hydrolase [N1592] Pseudomonas sp. In5

A0A0H4W2C5 Putative cyclase [N1612] Bordetella hinzii

A0A0F4V3S6 Metal-dependent hydrolase [N1592] Pseudomonas fluorescens

A0A4R8ZB49 Cyclase family protein [N1601] Cryobacterium sp. TMS1-13-1

A0A4R7HSM9 Kynurenine formamidase [N1600] Streptomyces sp. BK447

A0A3D9LMB5 Putative cyclase [N1592] Paraburkholderia sp. BL27I4N3

UPI000626B4D9 cyclase family protein [N1610] Cellulomonas

A0A1Q3ZYV9 Uncharacterized protein [N1699] Micrococcales bacterium 72-143

UPI0005B51063 cyclase [N1605] Comamonas testosteroni

UPI00045B6DB3 cyclase [N1611] Bordetella bronchiseptica

A0A3N2H8T4 Putative cyclase [N1569] Amycolatopsis eurytherma

A0A443YZ19 Cyclase family protein [N1552] Pseudidiomarina gelatinasegens

A0A226Y0N9 Cyclase [N1599] Achromobacter

A0A1B3NBL7 Cyclase family protein [N1592] Blastomonas sp. RAC04

A0A0N9J2T7 Uncharacterized protein [N1558] Glutamicibacter halophytocola

UPI0006618304 cyclase family protein [N1592] Rhodococcus ruber

UPI000DADCACE cyclase family protein [N1598] Mycobacterium kyogaense

UPI0001F4244B cyclase [N1599] Achromobacter xylosoxidans

A0A0F0FSJ8 Cyclase [N1596] Burkholderiaceae bacterium 16

I0W657 Uncharacterized protein [N1600] Rhodococcus imtechensis RKJ300 = JCM 13270

A0A318LR05 Uncharacterized protein [N1587] Prauserella sp. YIM 121212

UPI000489369C cyclase [N1596] Paraburkholderia oxyphila

A0A158KUS3 Polyketide cyclase [N1592] Caballeronia choica


