
A0A1Y3KER6 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI00071D02CD anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0004425D9A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

A0A376UYQ0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

I2DYF7 2-chlorobenzoate 1,2-dioxygenase alpha subunit(*) [N3675] Burkholderia sp. KJ006

Q9R6Z7 Iron-sulfur protein large subunit(*) [N3781] Bacteria

UPI0010B2546F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BE83BE8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00050DEB9C benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A0F6G7R2 Ring hydroxylating alpha subunit family protein(*) [N3624] Burkholderia pseudomallei MSHR2543

Q0KK81 Naphthalenne 1,2-dioxygenase iron sulfur protein large subunit(*) [N3620] uncultured bacterium

A0A4U9VEG0 Anthranilate 1,2-dioxygenase large subunit(*) [N3463] Bordetella parapertussis

UPI000F53E815 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00111859C7 Rieske 2Fe-2S domain-containing protein(*) [N3646] Escherichia coli

UPI000B3BDEED benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. SID14000

A0A2X1IKW7 Ring hydroxylating dioxygenase, alpha subunit(*) [N3675] Burkholderia cepacia

A0A2S3TN46 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas syringae group genomosp. 3

M1M5C1 Benzoate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas putida

UPI00044B626F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EB60C96 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00045705C9 Rieske 2Fe-2S domain-containing protein(*) [N2874] Bradyrhizobium diazoefficiens

UPI000D00EEA6 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

Q7WTK1 Biphenyl 2,3-dioxygenase alpha subunit (Fragment)(*) [N3672] Ralstonia

UPI0008070EC9 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Kluyvera georgiana

UPI0002CA2791 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0C7CVZ0 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3566] Pseudomonas aeruginosa

A0A241XKZ2 Ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa

UPI0005DDF282 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000F51C1DB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F5250FF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00064379C7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

UPI001044E2EE anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI001067539B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

F8LZ81 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI00053DA317 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

H9A9W8 Benzene 1,2-dioxygenase(*) [N3672] Cupriavidus sp. SK-4

Q9HUQ9 Vanillate O-demethylase oxygenase subunit(*) [N3640] Pseudomonas aeruginosa PAO1
UPI00053ECAE3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

L0FLI5 Rieske domain-containing protein(*) [N3673] Pseudomonas

UPI00057A0F2A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A1E4W7S4 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas sp. AP42

UPI0003EF053D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00020C66A7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI000FC25B45 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0009375BC1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q46T41 Vanillate demethylase subunit A(*) [N3766] Cupriavidus pinatubonensis JMP134

UPI00053D298F benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q9AJR2 2-halobenzoate dioxygenase large subunit(*) [N3571] Burkholderia sp. TH2

UPI0002818EBB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI001068844C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q46SX9 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Cupriavidus pinatubonensis JMP134

A0A4U6FHJ6 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

UPI000B7E7B23 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0005F2A316 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI0003B94CE1 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000DDCB92F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q65AT1 Ring-hydroxylating dioxygenase alpha subunit(*) [N3677] Sphingomonas sp. CHY-1

UPI0009377DB2 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000FC4348A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F53C1C1 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U3H147 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas fluorescens

A0A1I9X0K4 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00022F2BB3 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q8FN43 Putative benzoate 1,2-dioxygenase reductase(*) [N3662] Corynebacterium efficiens YS-314

A0A3V9UQQ6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Salmonella enterica

UPI00054320E9 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

UPI00053E571D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000941E645 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4T3PE17 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Escherichia coli

F8LZ84 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000BB66C01 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

A0A329X1S7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Photorhabdus bodei

UPI000CFFF602 Rieske 2Fe-2S domain-containing protein(*) [N3671] Burkholderia multivorans

A0A2K9DQQ6 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A3M5YAC0 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae group

UPI00078AF303 BIPHENYL DIOXYGENASE SUBUNIT ALPHA(*) [N3672] Paraburkholderia xenovorans LB400

UPI000F527061 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0007A61C08 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0008775826 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00069FB58B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

UPI00053F0887 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4Q0NFN3 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DEFC498 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A375HMB4 Phthalate 4,5-dioxygenase, oxygenase subunit(*) [N3547] Cupriavidus taiwanensis

G9C9M1 DcaA1(*) [N3636] Delftia acidovorans

A0A076PS92 Terephthalate 1,2-dioxygenase(*) [N3130] Comamonas testosteroni TK102

F8LZ71 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000E31C4D1 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A380A3A8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI0006C85CCC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q51974 p-cumate 2,3-dioxygenase system, large oxygenase component(*) [N3632] Pseudomonas

UPI000B7E893B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F83CAC3 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q46372 Biphenyl dioxygenase subunit alpha(*) [N3672] Bacteria

UPI000BDF320D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A2TC36 Rieske (2Fe-2S) protein(*) [N3046] Sphingomonadaceae

UPI0010505EDF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0008547C58 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0005BD6E7B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0007FB20AF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DA200D3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A107PP56 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia cepacia

A0A151YRN6 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter lactucae

UPI0007C83B2B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. p21

UPI00068BD2B6 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Kluyvera cryocrescens

Q9AEY5 Terminal dioxygenase large subunit(*) [N3672] Pseudomonas sp. Cam-1

P0ABR6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

Q44256 3-chlorobenzoate-3,4-dioxygenase oxygenase subunit(*) [N3786] Comamonas testosteroni

UPI000CEB877D Rieske 2Fe-2S domain-containing protein(*) [N3675] Paracoccus denitrificans

UPI0002CE8EEE benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A423EEU5 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas protegens

UPI00098259C3 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

A0A1C0PFA7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii complex

UPI000F52DDCC benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A286NGM5 NidA(*) [N3529] Rhodococcus sp. ZWL3NT

UPI00052ABF54 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000810556D benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A2X7PYF6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A243TW67 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter

UPI000DA4EF82 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q3KDU2 Benzoate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas fluorescens Pf0-1

A0A4V3ZM48 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A185301 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

C0LLA1 Biphenyl dioxygenase large subunit(*) [N3672] Pseudomonas

A0A2D7V9R1 Rieske (2Fe-2S) protein(*) [N3574] Acinetobacter sp.

UPI000F597FF6 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

A0A4R1D8G6 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N2468] Frankia sp. BMG5.11

D7REB8 NidA (Fragment)(*) [N3553] bacterium py129

UPI0006AC2291 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI0009363AE3 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas fluorescens

UPI0002675BDD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

K9ADA9 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter sp. WC-141

UPI0002EBCC35 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI0007176EC0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A378GIG5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Kluyvera ascorbata

UPI00064EBDAE Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia

A0A2I8TPG8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii complex sp. CFNIH9

UPI0009376680 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A423CWM1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI000F07C864 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A1B1FMP8 Cumene dioxygenase alpha subunit(*) [N3672] Pseudomonas sp. PWD32

UPI0004512950 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000D36B51C Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00041A596E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0007AFF6F1 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI0003D90E37 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI0003B9F476 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0003B9F8DA benzoate 1,2-dioxygenase large subunit(*) [N3673] Proteobacteria

UPI0008777669 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A4S3HT19 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia

A0A1Y0FQV9 Rieske domain-containing protein(*) [N3669] Ralstonia solanacearum

E5RSN0 Large subunit of terminal oxygenase component of anthranilate 1,2-dioxygenase(*) [N3663] Pseudomonas

UPI0006B9EF79 Rieske 2Fe-2S domain-containing protein(*) [N3130] Comamonas testosteroni

UPI000A1F058D benzoate 1,2-dioxygenase large subunit(*) [N3673] unclassified Pseudomonas

UPI0004A04278 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000FD59E20 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000E30ED71 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

P12609 Vanillate O-demethylase oxygenase subunit(*) [N3669] Pseudomonas sp. ATCC19151

A0A4V6BQL7 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls829

Q6TML2 Naphthalene dioxygenase large subunit(*) [N3529] Rhodococcus sp. P200

Q9ZFQ5 Phthalate dioxygenase(*) [N3678] Burkholderia

Q52142 Iron-sulfer protein large subunit(*) [N3620] Pseudomonas

UPI000E6814C7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0008A44999 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas

A0A179R4Z0 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas

UPI000FD52473 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0003FEA78A Rieske 2Fe-2S domain-containing protein(*) [N3290] Cupriavidus sp. amp6

UPI000EABA100 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000FEE4614 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00071B0DB1 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

W0GJ96 Ring-hydroxylating dioxygenase alpha subunit(*) [N3416] Sphingomonas sp. VKM B-2434

UPI00066306CD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella sonnei

UPI000F78B825 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0001DD008D ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa

A0A1X0ZDA4 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

B5TB86 Terminal oxygenase(*) [N3473] Sphingomonas sp. JS1

A0A3U5W623 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella boydii

UPI000466F776 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI00109E2B7F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1Y0BHR7 F224(*) [N3416] Bacteria

D3Y640 PAH dioxygenase iron sulfur protein large subunit(*) [N3677] Bacteria

O88158 Carbazole dioxygenase subunit(*) [N3393] Pseudomonas stutzeri

I7AXY9 Rieske (2Fe-2S) domain-containing protein(*) [N3670] Pseudomonas putida DOT-T1E

Q8RTL4 Oxygenase-alpha NBDO(*) [N3620] Comamonas sp. JS765

UPI000F063EE0 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A4U6KZ26 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls620

F1LIT8 Toluate 1.2-dioxygenase alpha subunit(*) [N3673] Gammaproteobacteria

A0A334ZDJ5 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baumannii

A0A4U9RV64 Anthranilate 1,2-dioxygenase large subunit(*) [N3463] Bordetella bronchiseptica

UPI000760AADB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0003B9EFA7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0007721322 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002CA0266 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB6B0FE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

C4AVG4 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia mallei

UPI001067299F benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053DA6BE benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002CA8ECB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000FDAFD3F benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus

UPI000B7EFE35 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010F3F45D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000975A199 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A4T2Q0E6 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0005CA9086 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

B1T547 Rieske (2Fe-2S) domain protein(*) [N3675] Burkholderia ambifaria MEX-5

UPI000C75C903 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii complex

A0A2A3WVZ6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0005BD20BE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A3T3IUS3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D0B22A8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F523B40 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4V4XXY2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A1U5M7 Rieske (2Fe-2S) domain protein(*) [N3768] Marinobacter hydrocarbonoclasticus VT8

UPI00075555D5 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI0006833970 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3V5DAK8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Salmonella enterica

UPI00070D6221 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0007370224 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0003B96BB5 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4T5IS60 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3Z9CGR3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DD773FD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A080VNC6 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas aeruginosa

Q39N75 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3675] Burkholderia lata

UPI0008776001 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F57E209 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI000531D317 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000BF18B8E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q222L6 Rieske (2Fe-2S) protein(*) [N3658] Rhodoferax ferrireducens T118

UPI0001F762C4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

A0A0E1TX33 Benzoate 1,2 dioxygenase, alpha subunit(*) [N3666] Burkholderia pseudomallei 576

UPI000F7433D8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0005B90DB0 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A1E4MBB0 Ribosomal subunit interface protein(*) [N3665] Novosphingobium sp. SCN 66-18

A0A013U7J8 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter sp. 742879

UPI00053DEBCF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U9KT19 Anthranilate dioxygenase large subunit(*) [N3663] Pseudomonas

UPI0007543840 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI00006D84A8 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A4U0JQN9 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000FC42BCA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000EAE6481 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A179RJI1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

A0A0M3TVK4 Naphthalene 1,2-dioxygenase(*) [N3671] cellular organisms

P94679 Toluene-4-sulfonate monooxygenase system iron-sulfur subunit TsaM1(*) [N3648] Comamonas testosteroni

L2TUN5 Benzene dioxygenase large subunit(*) [N3672] Rhodococcus

A0A4U6H0R3 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls714

UPI000F51F521 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE6E1E9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002412B03 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

UPI000EF1CE6B aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter werkmanii

UPI0007561F9E Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI0003747B64 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000CCE94FE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

A0A4U9PRA5 Anthranilate dioxygenase large subunit(*) [N3663] Pseudomonas

UPI0010684F3A Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

B7WRJ9 Rieske (2Fe-2S) domain protein(*) [N3130] Comamonas testosteroni KF-1

A0A4T6AV32 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q31XV2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella

UPI000DA5E44D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A1WAE6 Phenylpropionate dioxygenase alpha subunit(*) [N3620] Proteobacteria

UPI0006C888D0 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A211YTH2 Naphthalene 1,2-dioxygenase(*) [N3671] Burkholderia sp. Bk

UPI0001FB764E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A063TUA8 Putative 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3468] Bordetella bronchiseptica OSU553

Q12C99 Phthalate 4,5-dioxygenase, oxygenase subunit(*) [N3678] Polaromonas sp. JS666

UPI0010109712 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00071B4DD7 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q79EP8 Terminal dioxygenase, large subunit(*) [N3672] Rhodococcus

A0A2S4NI54 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia gladioli

A0A1X1AFM1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida group

A0A2R7UD09 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas plecoglossicida

A0A1D9ENK6 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

UPI000EF1F978 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

UPI000F584A55 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

Q932V1 Aromatic ring hydroxylation dioxygenase A(*) [N3662] Rhodococcus jostii RHA1

V6AFI3 Ring-hydroxylating dioxygenase, large terminal subunit(*) [N3566] Pseudomonas aeruginosa

UPI000466C96D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0002A29366 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00066B77D4 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000E31E3AB benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000299B271 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii complex

UPI0003B9E978 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0006BC493D aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

UPI000E2EDE0E aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

F8LZ93 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

Q5KRD5 Benzoate dioxygenase large subunit(*) [N2699] Corynebacterium glutamicum

UPI000EB1EE70 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4T4FND2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00104A838D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00071B3403 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A0F6UD62 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

D3Y641 PAH dioxygenase iron sulfur protein large subunit(*) [N3677] Cycloclasticus sp. PY97N

A0A366FBP8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Pseudocitrobacter faecalis

Q9ZI73 Naphthalene dioxygenase Fe-S large subunit(*) [N3620] Bacteria

UPI00053EA11A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0007F8927D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2Z6TST6 3-phenylpropionate dioxygenase(*) [N3675] Burkholderia vietnamiensis

Q199A4 Dioxygenase large alpha subunit(*) [N3553] Mycolicibacterium gilvum

A0A4Q9UGF9 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Enterobacteriaceae

UPI000E32ACF3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000E68821A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0005107AA7 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A243U3Q5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter

UPI000F89C7B5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00070E11E8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000CD1EBFD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

A0A336P184 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI000806F380 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

UPI00023201F8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

Q5D0Y3 Isophthalate dioxygenase oxygenase component(*) [N3556] Comamonas testosteroni

UPI000F81AA18 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00111E3C13 Rieske 2Fe-2S domain-containing protein [N3646] Escherichia coli

Q51743 Iron-sulfur protein large subunit of cumene dioxygenase(*) [N3672] Pseudomonas fluorescens

Q199A5 Dioxygenase large alpha subunit(*) [N3553] Mycolicibacterium pallens

UPI0008776C2C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0003B83CFB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas sp. NBRC 111141

A8L1K8 Rieske (2Fe-2S) domain protein(*) [N2468] Frankia sp. EAN1pec

UPI0003B9CA3A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A329X723 3-phenylpropionate dioxygenase(*) [N3646] Photorhabdus sp. HUG-39

UPI00044F7827 ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa

UPI000B444813 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DEFE57C aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Edaphovirga cremea

A0A1S2G9N1 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A1H6J885 PAH dioxygenase large subunit(*) [N3553] Mycobacteriaceae

A0A1B4WN71 Benzoate 1,2-dioxygenase alpha subunit(*) [N3662] Corynebacterium

A0A160IY20 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida B6-2

O51848 Isopropylbenzene dioxygenase, iron-sulfur protein, large subunit(*) [N3672] Pseudomonas

Q47B05 Phenylpropionate dioxygenase alpha subunit(*) [N3775] Dechloromonas aromatica RCB

UPI0009ABCE73 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. A316

Q4KB09 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas protegens Pf-5

A0A3T4MTU7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella sonnei

UPI0010693AC9 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A0S4U9V9 Vanillate O-demethylase oxygenase subunit (4-hydroxy-3-methoxybenzoate demethylase)(*) [N3669] Ralstonia solanacearum

A0A2V2TM51 Rieske (2Fe-2S) protein(*) [N3640] Pseudomonas sp. RW410

UPI000F63950D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00075893B1 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI0004DB4C80 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI0008DD39DF benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

F3WKS9 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella boydii 5216-82

O52382 Naphthalene 1,2-dioxygenase system, large oxygenase component(*) [N3620] Bacteria

UPI000BE4EEF9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB54E70 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q2GAY8 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3675] Novosphingobium aromaticivorans DSM 12444

B1Z4R9 Rieske (2Fe-2S) domain protein(*) [N3675] Burkholderia ambifaria MC40-6

Q4TTW3 CarAa(*) [N3393] Pseudomonas sp. XLDN4-9

UPI0006270601 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

A0A1M6L7S7 Anthranilate 1,2-dioxygenase large subunit(*) [N3065] Cycloclasticus sp. DSM 27168

UPI0008775590 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000D6334AA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Photorhabdus laumondii

UPI000B4E6C25 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D39ACF8 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00016B138A benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000BE526AC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F87C3F9 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0010CB9888 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00075CD4BD Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI000DE8951D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0008464426 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI000760CE80 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

Q842F3 Large subunit of dioxygenase(*) [N3636] Delftia acidovorans

A0A0B8ZKZ3 Ring hydroxylating dioxygenase subunit alpha(*) [N3677] Novosphingobium subterraneum

UPI0002C93767 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000978F1E0 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A4T6E9I3 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

O85673 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Acinetobacter baylyi ADP1

UPI00071BFACC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE48EF5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00052F626D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

A0A1V0KD61 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter lactucae

A0A109KVL7 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3675] Pseudomonas

A0A1V2GBV3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000707B9FC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0B8Z7Y7 Ring hydroxylating dioxygenase subunit alpha(*) [N3665] Sphingomonadaceae

UPI000976018E Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A2R4LG12 Ring-hydroxylating dioxygenase subunit alpha (Fragment)(*) [N3677] Sphingobium sp.

UPI0010678E55 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000F53A472 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A3R9ANK7 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter soli

UPI0000165E23 benzoate dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

A0A0K3E8T4 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A087L0P5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Serratia sp. Ag1

A0A3U2FKS8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

D0CFV8 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter baumannii

UPI00101F3146 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000B7EED19 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F676CC8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1C7BKF8 Ring-hydroxylating dioxygenase large terminal subunit(*) [N3566] Pseudomonas aeruginosa BL04

UPI000F887B6D anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00067AD0F7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q9AQS4 Alpha subunit of aromatic ring hydroxylase component of chlorobenzoate 1,2-dioxygenase(*) [N3675] Burkholderia sp. NK8

UPI000BAEA23A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI00031A3F33 aromatic-ring-hydroxylating dioxygenase subunit alpha(*) [N3566] Pseudomonas aeruginosa

UPI000F7D6ECB Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A0E1U465 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia pseudomallei

UPI00107FB136 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A3R9B1K9 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI0004A166D2 Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

O69795 Terminal oxygenase large subunit(*) [N3672] Ralstonia sp. JS705

UPI000F8877CB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A120FYX7 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

A0A143IYN3 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

UPI000E3211D8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A100X8T3 Ring hydroxylating dioxygenase subunit alpha(*) [N3553] Mycolicibacterium novocastrense

UPI000978103B benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

F8LZ75 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

A0A0M4FAR8 Naphthalene 1,2-dioxygenase subunit alpha(*) [N3620] Bacteria

UPI000761B96F benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. NBRC 111132

Q5YB96 Rieske domain-containing protein(*) [N3785] Sphingomonadaceae

UPI00053F169F anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000B8B6A0F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000E53AF27 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

UPI000F536DBA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A370NLG2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3490] Cupriavidus lacunae

UPI00104BAA93 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000F524158 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

P72256 IPB-dioxygenase, ISP large subunit (IpbA1)(*) [N3672] Bacteria

A0A2S9DMT3 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

Q52438 Biphenyl dioxygenase subunit alpha(*) [N3672] Pseudomonas sp. KKS102

A0A485EAB3 Anthranilate dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000854D551 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010B3F44E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0K3ZE84 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q84IG9 Terminal oxygenase component of CAR 1,9a-dioxygenase(*) [N3473] Proteobacteria

A0A3M3PHR4 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae

A0A009QMN0 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

Q143Q7 p-cumate dioxygenase large subunit (CmtAb)(*) [N3632] Paraburkholderia xenovorans LB400

UPI0010CC2249 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0006525173 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Klebsiella quasipneumoniae

UPI000761BAB2 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] unclassified Pseudomonas

UPI0008592774 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

A0A064CDJ6 Ribosomal subunit interface protein(*) [N3553] Bacteria

UPI000F534371 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000FD2EE66 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002EBBDC9 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus

UPI000BB6E763 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A1X0CK05 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3553] Mycolicibacterium elephantis

UPI000DE63C58 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

Q52383 Chlorobenzene dioxygenase, large subunit of terminal oxygenase(*) [N3672] Pseudomonas sp.

B7XGE7 Rieske domain-containing protein(*) [N1887] Pseudomonas

C4TNS2 Oxygenase component of isophthalate dioxygenase(*) [N3556] Comamonas sp. E6

UPI000847FA71 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4P9D655 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia sp. E4742

A0A0R0RUP5 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

A0A4Q0WWB2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1J0UDI5 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3553] Mycobacterium sp. WY10

UPI0002E740DA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

E1ACR4 PAHs hydroxylase iron sulfur protein(*) [N3620] Pseudomonas chlororaphis

A0A2X1MTH0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

G9C9V5 DcaA1(*) [N3636] Comamonas testosteroni

UPI00026798D2 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A127KGT0 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter

UPI0008FB8589 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000619FB70 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae pv. coryli

A0A3B7PP00 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

A0A0V9LP19 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

F8LZ97 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000BB90BB3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2V4HIJ7 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. LB-090624

UPI00053DCA1C ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa

Q6BDD0 Large subunit of PAH-dioxygenase(*) [N3416] Bacteria

UPI0005B49022 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

B5L7S0 Ring-hydroxylating dioxygenase alpha subunit(*) [N3677] Sphingomonadales

UPI000973B23B Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000BDF9ED9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053D9CE4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A232DE12 Aromatic-ring-hydroxylating dioxygenase subunit alpha(*) [N3566] Pseudomonas aeruginosa

A0A4U6EPB5 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls828

Q9AQM5 Uncharacterized protein ORF9(*) [N1887] Pseudomonas resinovorans

D4B6L6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter youngae ATCC 29220

UPI000751E5FE Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

UPI000C0BC1E0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U9V2F9 3-phenylpropionate dioxygenase alpha subunit(*) [N3646] Escherichia coli

UPI0008A494BD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A0A1AD70 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

Q716X6 Putative initial ring-hydroxylating dioxygenase large subunit(*) [N3553] Mycobacterium

UPI0010462F40 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A2K0Y9B9 Rieske (2Fe-2S) protein(*) [N3651] Sphingobium sp. SA916

Q9Z5W0 Ortho-halobenzoate 1,2-dioxygenase alpha-ISP protein OhbB(*) [N3415] Pseudomonas aeruginosa

UPI00028FDE79 Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

UPI0005C689DF anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000717AF77 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00053D7ECB Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00053E8396 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0009264C67 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053EBA82 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000BE1F082 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0007112438 Rieske 2Fe-2S domain-containing protein(*) [N3130] Comamonas

UPI0009CD7FC1 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

UPI00053DD8A3 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000DAAE1E2 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter youngae

UPI000F5ACEDC Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI000E30BEB7 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002CA48B4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q3LUX4 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Pseudomonas

UPI0008777255 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0003BB5153 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0001F763F9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1Y0B9V4 A214(*) [N3620] Bacteria

UPI000B8B13A1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB6C0D1 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A0W7XFW6 Rieske (2Fe-2S) protein(*) [N3560] Xanthomonas phaseoli

Q3C1E3 Terephthalate 1,2-dioxygenase, terminal oxygenase component subunit alpha 1(*) [N3130] Comamonas

UPI000539B2E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F52E41F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00104D99EF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0P9UH12 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae group

UPI000BE53229 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DA55D8A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

A2SW54 Putative dioxygenase large subunit(*) [N3553] Mycobacterium sp. CH-1

Q3LUW9 Anthranilate dioxygenase large subunit(*) [N3663] Pseudomonas fluorescens

UPI0010C0315E benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas asiatica

A0A4U6GFJ5 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

UPI00052FBA70 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

UPI0007727639 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00045376AF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F082D85 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI00058D07C4 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q47CC3 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3673] Dechloromonas aromatica RCB

UPI000D0211C6 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI001013B8A9 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3T4T6T5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

R8YIP1 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter pittii ANC 4050

UPI00004FBFDC Naphthalene 1,2-dioxygenase alpha subunit(*) [N3620] Pseudomonas sp.

UPI00067B1502 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q9L5D2 Polyaromatic hydrocarbon dioxygenase large subunit(*) [N3620] Bacteria

UPI000FEEF353 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

F2YMG2 Dibenzofuran dioxygenase alpha subunit(*) [N3413] Actinobacteria

UPI000BB86106 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000D16B970 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3M4EJ32 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. atrofaciens

UPI00064370E0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

UPI001069B9C9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000FF5843A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3M4IP45 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas

UPI0003B99CF0 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002CAB50F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000772AE56 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0003BAE17B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002CBFB2A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000465A6AA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00093CC898 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q8GFY7 Dioxygenase large alpha subunit(*) [N3553] Mycolicibacterium gilvum

D7REC2 NidA (Fragment)(*) [N3553] Mycobacterium sp. py139

UPI0008DA4958 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3669] Ralstonia solanacearum

UPI00053E613C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000A368FB4 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI0005B7F7E1 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE7AD40 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BDF73E4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q8GJF2 Ring hydroxylating dioxygenase alpha subunit(*) [N3773] Sphingopyxis

UPI000231FF42 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000F8969D3 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

P95566 Isopropylbenzene-2,3-dioxygenase(*) [N3672] Pseudomonas sp. JR1

UPI000FD21EC3 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q9R9Z6 Toluate 1,2 dioxygenase subunit(*) [N3673] Pseudomonas

Q51601 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3571] Burkholderia cepacia

Q0T1Y1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri

A0A2L1IN79 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas sp. SWI36

UPI0010CC24EE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F54617A Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI001067252F Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000CFEC316 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0P9P9W6 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. daphniphylli

UPI000E0508C3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

A0A498BYA0 Phenylpropionate dioxygenase-like ring-hydroxylating dioxygenase large terminal subunit(*) [N3132] Alkalispirillum mobile

UPI00094AE05C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

F8LZ90 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000BE4D85C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q15XL6 Rieske (2Fe-2S) region(*) [N3763] Pseudoalteromonas atlantica T6c

A0A261V740 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3468] Bordetella genomosp. 6

A0A447VS40 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Enterobacterales

B1K674 Rieske (2Fe-2S) domain protein(*) [N3658] Burkholderia cenocepacia MC0-3

UPI001010A6C1 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000E322719 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

A0A059MFD2 Ribosomal subunit interface protein(*) [N3529] Bacteria

UPI00053DC335 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0005A9FAB4 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0011103C9C Rieske 2Fe-2S domain-containing protein(*) [N3669] Ralstonia solanacearum

UPI000BA2FC90 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F53D205 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000F51D79D benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000BEA07FD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053EDA96 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000B238229 Rieske 2Fe-2S domain-containing protein(*) [N3665] Rhodococcus opacus

UPI0001F3186B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI0010689B92 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

D7REC1 NidA (Fragment)(*) [N3553] Mycobacterium sp. py138

O86909 Rieske domain-containing protein(*) [N3770] Sphingomonas sp.

UPI000B5B4544 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q8GFY9 Dioxygenase large alpha subunit(*) [N3553] Bacteria

UPI000BE3D00B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A177KTW3 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI000F473F2C benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI0009399711 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A132E0Q5 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia vietnamiensis

UPI00040B3AE0 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00025116AE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00066C5506 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

Q9X4W9 Dioxygenase DitA oxygenase component large subunit(*) [N3674] Pseudomonas

UPI000BDF8900 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0005191B34 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas sp. Eur1 9.41

A0A376M449 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A292GP18 Putative Rieske oxygenase(*) [N3553] Bacteria

UPI0009A6DCF1 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00052D9DE0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

UPI00101C345E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3T0NU28 Ring-hydroxylating oxygenase subunit alpha(*) [N3463] Bordetella bronchiseptica

UPI00028D6E32 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F52913E anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00079FDADC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q4KIN7 Anthranilate 1,2-dioxygenase, large subunit(*) [N3663] Pseudomonas

UPI00080717CF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI00097E6349 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000BE5A5FB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U6JCC5 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls710

UPI00097E6553 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000B41111F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A1Q8IEB5 Benzoate 1,2-dioxygenase large subunit(*) [N3662] Rhodococcus sp. M8

UPI00053E4BB9 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00092C701E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003FD4912 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas avellanae

UPI000483AF84 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI000BE7AEB8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U9L0P6 Ring-hydroxylating dioxygenase, large terminal subunit(*) [N3566] Pseudomonas

F8LZ79 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI0003C53454 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas

UPI0010BC241F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U9S377 Anthranilate dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000E4EE6FB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00104A4E42 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A2C9ENN3 Vanillate O-demethylase oxygenase subunit VanA(*) [N3670] Pseudomonas protegens CHA0

UPI00071B93B0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00028FC6E5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3468] Bordetella bronchiseptica

UPI0005BD04AA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

F8LZ91 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

A0A331VKZ2 2-chlorobenzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Gammaproteobacteria

UPI000FD2A97B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI001012203F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000F520752 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000F51B5FA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000730BBF3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0009409451 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00071B0F64 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00049FC30F Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

UPI00071B5A1E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A3W4PVL1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q52185 Phenoxybenzoate dioxygenase subunit alpha(*) [N3788] Pseudomonas oleovorans

A0A3E1N5H2 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BDE9037 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q8GFZ1 Dioxygenase large alpha subunit(*) [N3553] Mycolicibacterium

UPI000E16325B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3547] Cupriavidus taiwanensis

UPI000C9B2D38 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A8A344 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli HS

UPI0002E1E354 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

A0A014BN69 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

UPI00053D0A65 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A0D7LNC5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter

UPI0003B99E9C Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A0G3XNC2 Naphthalene 1,2-dioxygenase(*) [N3677] Croceicoccus naphthovorans

A0A1L5PQI2 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI000F0862C3 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000BE25689 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB5339B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0006A5F6B6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000E5D975B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella dysenteriae

A0A0F6L561 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Burkholderia pseudomallei MSHR4000

UPI000F056E96 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI0007A61C5D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A495PCG1 Vanillate O-demethylase monooxygenase subunit(*) [N3670] Pseudomonas

I3V291 Rieske domain-containing protein(*) [N3670] Pseudomonas

UPI000DEAA460 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F817F49 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0H2XZ11 Rieske (2Fe-2S) region(*) [N3624] Burkholderia cenocepacia

UPI000B3E0464 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00046AC68E Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia sp. A1

UPI00075CE71D Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI00028AA8AF Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

UPI0004D592BC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DE15D26 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F616428 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0004D4E5EE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

F8LZ94 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000F88A7ED aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

R4ITS5 Toluate 1,2-dioxygenase alpha subunit, XylX(*) [N3673] Pseudomonas migulae

Q28SF0 Putative dioxygenase(*) [N3784] Jannaschia sp. CCS1

UPI0003F50FCC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q46RU1 Phthalate 4,5-dioxygenase(*) [N3490] Cupriavidus pinatubonensis JMP134

UPI00069FBF1A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI00106892F8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A256E1P2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

O54036 Vanillate demethylase A(*) [N3670] Pseudomonas putida

Q60GF3 Large subunit of aniline dioxygenase(*) [N3636] Delftia acidovorans

UPI00052A861F Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI00071B6203 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0005BB173E benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

K8XSG1 Naphthalene dioxygenase large subunit(*) [N3529] Rhodococcus opacus M213

A0A1C2T5D9 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter

UPI000A10F433 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter werkmanii

UPI00075E0B34 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI0008767B7F benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI000F5DC3E0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002C9E162 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A498S2D6 Naphthalene 1,2-dioxygenase subunit alpha(*) [N3620] Bacteria

UPI0002E6BBDA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI0003C0BF4C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00106787A5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000B79CC8F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F5430D5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0002CEF8AC benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter soli

B1FKX5 Rieske (2Fe-2S) domain protein(*) [N3675] Burkholderia ambifaria IOP40-10

Q8PQG2 Vanillate O-demethylase oxygenase subunit(*) [N3560] Xanthomonas

A0A336J8Q3 2-chlorobenzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Gammaproteobacteria

A0A445ZYK8 Benzoate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas sp. JV551A1

R9W3G2 Dioxygenase alpha subunit DbtAc(*) [N3671] Burkholderiaceae

UPI0003C3547E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A069BF16 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A376QT48 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Enterobacteriaceae

Q7WZF1 Large subunit of biphenyl dioxygenase(*) [N3780] Geobacillus genomosp. 3

A0A444LXB6 Ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa

UPI0003F93836 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053E76D2 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000B48B782 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00110D116C Rieske 2Fe-2S domain-containing protein(*) [N3678] Pseudomonas lactis

A9Y004 NahA1f(*) [N3677] Sphingomonadaceae

UPI00093DB944 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A1M0CWP2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

UPI0005A5F7D9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053D6C01 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000BFEA9EF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000EF6D52E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas putida

D7REC5 NidA (Fragment)(*) [N3553] Mycobacterium sp. py143

UPI000EB10325 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q2IYU4 Rieske (2Fe-2S) protein(*) [N3764] Rhodopseudomonas palustris HaA2

R8YX55 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter lactucae

A0A1Y3LC75 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3M5VHQ9 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas syringae group

UPI0010803D8E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004A2F0A5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas euvesicatoria

A0A0B8ZL24 Large terminal subunit of phenylpropionate dioxygenase(*) [N3651] Novosphingobium

UPI000538EE52 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000EB60F57 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F81F753 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

F8LZ74 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI0010818154 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F531A38 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0007552AE0 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI000318B65F benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter sp. GG2

A0A292D5U0 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas sp. FDAARGOS_380

A0A1V3DFR5 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

F4THL7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli M718

A0A2I8S9Q2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii complex sp. CFNIH3

UPI000452C797 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000580E0D2 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0004D8D3A8 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A4R0MCP2 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

UPI00106C95F6 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3M3YQM2 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae group

UPI0002CB36E9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001068A317 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000EB0C901 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A444M163 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000F528180 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A1B7K4N8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Kluyvera georgiana ATCC 51603

UPI0006187DD5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000CD13F13 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000EA24CCA anthranilate 1,2-dioxygenase large subunit(*) [N3663] Acinetobacter baylyi

UPI000854BA88 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB4A3CF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3329] Caulobacter vibrioides

UPI00071B9B00 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0003EFA2EE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00104F8662 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U6DA49 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. TBCS-15

UPI00083A323D benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI000BA9E00B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4T3LJU2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4V3Q9K0 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004009F3A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0003BB4C06 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000E314E32 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000E311B13 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A1Y5NM47 Benzoate 12 dioxygenase subunit alpha(*) [N3666] Acinetobacter nosocomialis P020

UPI00053D4631 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000BDE8A53 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4R5S6R6 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI0009BB1B9B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A1E3XR30 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas

UPI000EB0A0AD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053D6FE7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4U6NDP9 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

A0A376U550 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A1FE498 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. B8(2017)

A0A335G214 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baumannii

O88036 Oxidoreductase alpha subunit(*) [N3113] Streptomyces coelicolor

UPI0007545789 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI000F5474F8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0F6UDM3 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000422788F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000DF110CF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2J7Y1X9 Aniline dioxygenase alpha-subunit(*) [N3626] Pseudomonas putida

UPI0009AC2945 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus

UPI00053D80EF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A329WJT3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Photorhabdus

UPI000D64A413 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0005C4AD87 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0000DAF63B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas

A0A1M8M4T7 Rieske (2Fe-2S) domain-containing protein(*) [N3463] Bacteria

A0A4T5EQU9 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00037CB4F7 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A2T5QRV4 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI00053D8872 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BDF896D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1C9CJL7 MdeA(*) [N3648] Hydrogenophaga intermedia

UPI0003EF3520 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000646F10F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas

UPI000463B109 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00077223FF anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BA0CC97 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000928C530 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F547E41 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A2S9M9R9 Naphthalene 1,2-dioxygenase(*) [N3620] Burkholderia multivorans

A0A429LYH1 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000A1E6493 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00057BD6A9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella

UPI000DA52756 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0001E92927 BIPHENYL DIOXYGENASE SUBUNIT ALPHA(*) [N3672] Paraburkholderia xenovorans LB400

UPI0010130918 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00045072EB benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000BB75A6F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3T3Y589 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI00104EB135 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

G9C9G0 DcaA1(*) [N3636] Comamonas testosteroni

UPI000665F413 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A5EGL0 Putative Ring hydroxylating dioxygenase, alpha subunit(*) [N2887] Bradyrhizobium sp. BTAi1

F0MCS3 Phenylpropionate dioxygenase alpha subunit(*) [N3776] Micrococcaceae

UPI0006A5A3B0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A099MZI7 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

A0A158GIC8 Benzoate 1,2-dioxygenase subunit alpha(*) [N3400] Burkholderiales

UPI00005F2878 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00075E7CC7 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI000EAC2EAF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3W5STT0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EB013E9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0009421427 benzoate 1,2-dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

UPI0007A6364D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0P9JZD2 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. apii

UPI000F47FC46 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI000F510179 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

A0A3M4GKX1 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. actinidiae

Q1R1B2 Rieske (2Fe-2S) protein(*) [N3477] Chromohalobacter salexigens

Q5GRB5 Ortho-halobenzoate 1,2-dioxygenase alpha-ISP protein OhbB(*) [N3415] Burkholderiales

A0A1G5IYH9 Benzoate 1,2-dioxygenase subunit alpha(*) [N3566] Pseudomonadales

A0A2U9HRA1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010693C8D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0N8RX35 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. maculicola

UPI000BDF95BC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000CFFA94E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A4JJN3 Vanillate monooxygenase(*) [N3658] Burkholderia vietnamiensis G4

A0A376I0M8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Enterobacteriaceae

A0A090TU58 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter werkmanii NBRC 105721

A0A0B1YW46 Benzene 1,2-dioxygenase(*) [N3672] Pseudomonas frederiksbergensis

UPI000F87E78A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00063D44D5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U0T1N3 Rieske (2Fe-2S) protein(*) [N3560] Xanthomonas euvesicatoria pv. citrumelonis

A0A076M2U6 Oxidoreductase subunit alpha(*) [N3113] Streptomyces lividans

UPI000BB6C940 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0002B9EE24 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00105358BF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000667626D aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

Q3C2D0 Alpha subunit of hydroxylase component of benzoate 1,2-dioxygenase(*) [N3675] Burkholderia

L4J4N2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli KTE146

A0A0H5CWV1 Ring-hydroxylating dioxygenase alpha subunit(*) [N3553] Mycobacterium

A0A0E1SGW7 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia pseudomallei

A0A4U0JQL5 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00054C283E anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

A0A4U6F581 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls827

A0A4R0LI54 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

A0A0C6EY31 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q8L0Y4 Alpha subunit of dibenzofuran dioxygenase(*) [N3413] Terrabacter sp. YK3

UPI000EACB255 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000940CEAA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000F535307 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00106CA907 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

F8LZ89 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000BE1DBAA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q76BV8 Terminal dioxygenase large subunit(*) [N3529] Rhodococcus

Q3BYQ5 Putative vanillate O-demethylase oxygenase subunit(*) [N3560] Xanthomonas campestris pv. vesicatoria str. 85-10

UPI000BE37669 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3L3UEW5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BE36327 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A34949A Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0002CA578B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D6E3FD7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB53CBF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI001068BF63 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00071BD268 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q7WUA1 Aromatic dioxygenase large subunit(*) [N3065] Cycloclasticus sp. A5

D5IGG0 Carbazole 1,9a-dioxygenase, terminal oxygenase component CarAa(*) [N3473] Sphingomonas sp.

UPI00075703B7 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI000EB1AC7B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00067DEF4C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A1UPQ0 Ring hydroxylating dioxygenase, alpha subunit(*) [N3553] Mycobacterium sp. KMS

UPI000772BA27 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00041B8E64 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Escherichia coli

UPI000B7A5971 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia sp. AU33423

UPI000B7DD1A4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2I2CQN2 Toluene-4-sulfonate monooxygenase system iron-sul fur subunit TsaM1(*) [N3640] Pseudomonas aeruginosa

A0A4T4CPL2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00110E592D Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia sp. KBS0801

Q393D0 Ring hydroxylating dioxygenase, alpha subunit/Rieske (2Fe-2S) protein(*) [N3624] Burkholderia lata

UPI000B5001B8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0S2UNV5 Toluene 1,2-dioxygenase alpha subunit XylX(*) [N3673] Pseudomonas

UPI000DC49686 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI000C1FA8C6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000543D92A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010CC5D86 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003B9ADF3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000578648A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00071B8CBC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000DA3F979 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

D7REB5 NidA(*) [N3553] bacterium py120

UPI0006E3A061 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter soli

A0A485IZR0 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas aeruginosa

R8WW52 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter sp. KTE151

A0A173HFB4 Benzene 1,2-dioxygenase(*) [N3673] Pseudomonas sp. JY-Q

A0A3F3HQ60 Anthranilate 1,2-dioxygenase(*) [N3663] Pseudomonas sp. BRG-100

A0A4T4X070 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

O24841 Vanillate demethylase(*) [N3574] Acinetobacter baylyi ADP1

UPI00104E6C0F anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00050DBB7C Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A3U5ZN30 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002CA68CA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0006A221B1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2K2FV57 Ribosomal subunit interface protein(*) [N3665] Novosphingobium guangzhouense

C3VIX2 Naphthalene 1,2-dioxygenase large oxygenase subunit(*) [N3620] Pseudomonas

A0A4Q7BRZ3 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI0004F31891 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

S5U040 Aromatic dioxygenase large subunit(*) [N3065] Cycloclasticus zancles 78-ME

E7TA22 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri CDC 796-83

A0A0D7LD31 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI000BB59B5D Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000FD3E54B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002C91472 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D783EC8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia vietnamiensis

UPI0007509BAA Rieske 2Fe-2S domain-containing protein(*) [N3676] Pseudomonas aeruginosa

UPI000537CAEF Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A2M8MLN1 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter seifertii

UPI001067E91D Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A4R0MW80 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

UPI000699D813 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00071B59DB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A3Y1VN80 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000310D3A6 aromatic-ring-hydroxylating dioxygenase subunit alpha(*) [N3566] Pseudomonas aeruginosa

Q6UKX8 Dioxygenase alpha subunit PhnAc (Fragment)(*) [N3620] Bacteria

UPI000EB31B2C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000B427F0C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00051470C9 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000281A30C benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00070ABF4B benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

Q2WG94 Naphthalene-inducible dioxygenase large subunit(*) [N3529] Bacteria

UPI0005379E14 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI0003B982E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI001068A331 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI001050306C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00071B02AC Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI001067AB6C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4Q4BJ65 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter

UPI000F5A5150 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

Q9Z4T7 Putative aromatic-ring hydroxylating dioxygenase alpha-subunit(*) [N3655] Sphingobium xenophagum

B1H857 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia pseudomallei S13

UPI000E5C6ACA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella dysenteriae

Q9K551 A-subunit oxygenase(*) [N3670] Pseudomonas fluorescens

P07769 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baylyi ADP1

A0A2X3EQ86 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Kluyvera cryocrescens

Q53086 Terminal dioxygenase, large subunit(*) [N3672] Rhodococcus sp. M5

UPI000FA6A4A4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia

UPI000B48D9FD Rieske 2Fe-2S domain-containing protein(*) [N3400] Burkholderia sp. Bk

A0A1Q4PJR5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00057B33EB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0004477AA0 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

UPI000BBEA67B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB724AF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

B7WRK8 Rieske (2Fe-2S) domain protein(*) [N3556] Comamonas testosteroni KF-1

UPI000F53A992 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A271QWY1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4T5B3Q9 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00070F5D46 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

L4VA50 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0007E4FBB1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0007C611E5 benzoate 1,2-dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

D7REC8 NidA (Fragment)(*) [N3553] Mycobacterium sp. py147

UPI000EAC184F anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0002FA281D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3669] Ralstonia solanacearum

UPI0008905490 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI00110CAE3D anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas lactis

UPI000D36CCCB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F82F32C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000A1D8E96 benzoate 1,2-dioxygenase large subunit(*) [N3673] unclassified Pseudomonas

A0A3U2IF63 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI0007A62B1F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DE73627 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000774D719 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Kluyvera cryocrescens

L9MF61 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter sp. OIFC021

D3Y643 PAH dioxygenase iron sulfur protein large subunit(*) [N3677] Cycloclasticus sp. NY93E

UPI0003BE6D5D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0007E41292 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U0JUN2 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000F53CA4F Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000E586AC6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3669] Ralstonia solanacearum

UPI0002CA1B6B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010675DD8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0007EAE655 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A220QD58 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

N9GG23 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baumannii NIPH 201

UPI00071758A5 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00106AD37B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q3C1D5 Terephthalate 1,2-dioxygenase, terminal oxygenase component subunit alpha 2(*) [N3130] Comamonas

UPI000CD18918 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

N9EMA3 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter calcoaceticus ANC 3680

A0A0S4TSV1 Rieske (2Fe-2S) protein(*) [N3669] Ralstonia solanacearum

UPI000F54AEDD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa
UPI000281B35D benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00110628E7 Rieske 2Fe-2S domain-containing protein(*) [N3646] Escherichia coli

UPI0005BC0419 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

F6IH41 Ring hydroxylating dioxygenase, alpha subunit(*) [N3631] Novosphingobium sp. PP1Y

O05616 Vanillate O-demethylase oxygenase subunit(*) [N3658] Pseudomonas sp. HR199

A0A1Y5KNF3 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI000F549032 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0005B86108 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

UPI000E2BDC5B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI0006D45789 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas sp. NBRC 111138

UPI00092906E0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0S4V5L4 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3669] Ralstonia

A0A0H2WBC8 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Burkholderia mallei

B3VTJ5 Biphenyl dioxygenase subunit alpha(*) [N3672] Proteobacteria

UPI000D3DA888 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F5677A4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3M8TN75 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI0002C5E4E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F536B7B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000E27784B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053E2508 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000240D0B5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3636] Comamonas testosteroni

A0A0Q0EF32 Rieske (2Fe-2S) protein(*) [N3560] Xanthomonas phaseoli pv. dieffenbachiae

A0A2T5R0W6 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter seifertii

A0A0A8XF94 Ring hydroxylating dioxygenase alpha subunit(*) [N3665] Sphingobium

F8LZ83 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

A0A419UND6 Anthranilate dioxygenase alpha subunit(*) [N3663] Pseudomonas synxantha

A0A0E1FFN6 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter

R4IUM5 XylX(*) [N3673] Pseudomonas

UPI000EB4285F anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q9A3T0 Rieske 2Fe-2S family protein(*) [N3790] Caulobacter vibrioides

O85843 Large subunit naph/bph dioxygenase(*) [N3677] Bacteria

O85283 Initial dioxygenase large subunit (Fragment)(*) [N3778] Sphingomonas sp. CB3

UPI000F878A23 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004D8F23F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000C7721E1 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A1P8EHQ7 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter soli

UPI00053D272A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

V9WWG1 Benzoate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas sp. FGI182

A0A1C7C244 Vanillate O-demethylase oxygenase subunit(*) [N3640] Pseudomonas aeruginosa BL04

W1MJI4 Benzoate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas aeruginosa VRFPA03

UPI000DA46FD4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010A22A93 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000772A977 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A400LNF9 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q47GC4 Rieske (2Fe-2S) region(*) [N3676] Dechloromonas aromatica RCB

O50578 Biphenyl dioxygenase large subunit(*) [N3672] Pseudomonas

Q9XCB9 Putative DitA1 homolog (Fragment)(*) [N3674] Pseudomonas vancouverensis

Q934B6 Aromatic ring hydroxylation dioxygenase C(*) [N3665] Rhodococcus

UPI0009867C8C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004DF7922 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas euvesicatoria

A0A103H3K5 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia vietnamiensis

UPI0010685778 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00071BF3A7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

D2EAC5 PhnA(*) [N3677] Sphingomonas paucimobilis

A0A398QFB2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella

Q938R9 Naphthalene dioxygenase(*) [N3620] Pseudomonas

Q83K39 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella

A0A0W0PJ93 Rieske (2Fe-2S) protein(*) [N3670] Pseudomonas syringae pv. actinidiae

UPI000BB5AB04 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

A0A1X3L0E8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli H420

A0A1E4MC49 Ribosomal subunit interface protein(*) [N3631] Novosphingobium sp. SCN 66-18

A0A2P7ZJM7 Toluene-4-sulfonate monooxygenase system iron-sulfur subunit TsaM1(*) [N3113] Streptomyces sp. 111WW2

A0A1Q8THP2 3-phenylpropionate dioxygenase(*) [N3477] Chromohalobacter japonicus

UPI0004657512 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE5505F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010475506 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00106C12B3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q0B145 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3675] Burkholderia ambifaria AMMD

A0A2K2R7N4 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas

UPI00053EB4E2 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q89VV7 Blr0938 protein(*) [N2874] Bradyrhizobium diazoefficiens

A0A2X6T067 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000C1BAD8E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A3624B0 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A4V3TAB1 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3113] Streptomyces sp. LRa12

UPI00040864F9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas

A0A0P9PEE4 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas congelans

UPI0003D22951 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000FF59BEC benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00083D3958 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI000E317C33 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000F59DA54 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

A0A3W4N2R2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

UPI000F81CA30 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4V6JS46 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas aeruginosa

UPI0001B92C91 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Vibrio furnissii

UPI0010676BA5 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053E5982 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A1U5M6 Rieske (2Fe-2S) domain protein(*) [N2531] Gammaproteobacteria

UPI000BE2DC75 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00044FEB1A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000580CBD7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

D7REB4 NidA(*) [N3553] bacterium py114

UPI000978BEA6 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A246NV19 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0006BB02E5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F622B10 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q84EP4 Biphenyl 2,3-dioxygenase oxidoreductase(*) [N3672] Cupriavidus oxalaticus

UPI00106B052A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003B949DC benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

K0WYY9 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri 1485-80

UPI001053BF22 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0002D6DDE3 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0004632D62 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U6MNS9 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls613

Q93UV3 Angular dioxygenase large subunit(*) [N3777] Actinobacteria

A0A3Y5Z0K3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00016B0DEA benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A1C7BVE4 Anthranilate 1,2-dioxygenase, large subunit(*) [N3663] Pseudomonas aeruginosa BL04

A0A3G3LFN2 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Bacteria

UPI00075CF6B8 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

E6TIS0 Ring-hydroxylating dioxygenase, large terminal subunit(*) [N3553] Mycolicibacterium gilvum Spyr1

Q58LY9 Terminal dioxygenase large subunit(*) [N3636] Delftia tsuruhatensis

UPI00106DC9F7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A4T9GL03 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q3Y534 NidA(*) [N3553] Mycobacterium sp. CH-2

A0A4U6HUV1 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls711

UPI0003B9D7CF anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q1LBR9 Putative Phthalate 4,5-dioxygenase, subunit alpha(*) [N3290] Cupriavidus metallidurans CH34

UPI000810AABA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BFCA3C6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A061JNF6 Naphthalene 1,2-dioxygenase(*) [N3620] Bacteria

A0A2S3XBV8 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI00055920CD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia

A0A085K5V5 Rieske (2Fe-2S) protein(*) [N3651] Sphingomonadaceae

Q13M42 Anthranilate dioxygenase, large subunit (AndAc)(*) [N3624] Paraburkholderia xenovorans LB400

UPI0003EF3AE9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EAB655A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000945BF09 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q75W73 Alpha subunit of terminal oxygenase(*) [N3771] Xanthobacter polyaromaticivorans

UPI000D0B5F9F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q5D1Q0 Toluene dioxygenase (Fragment)(*) [N3672] Klebsiella pneumoniae

A0A4U6X447 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A352SB70 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Cupriavidus sp.

A0A3Z9RTE4 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F4782F2 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

A0A0E9ZL28 Benzene 1,2-dioxygenase(*) [N3673] Pseudomonas sp. 10-1B

UPI00053D2E60 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00053E16E3 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000DA5A8E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00106DA97C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

F8LZ86 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI000BE4BC4A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EAC52AD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

D8JNK1 Benzoate 12 dioxygenase alpha subunit(*) [N3666] Acinetobacter

P0A110 Naphthalene 1,2-dioxygenase system, large oxygenase component(*) [N3620] root

UPI000BB70229 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0009983EFD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas campestris

UPI001016BFD0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

L8MJ10 Benzoate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas furukawaii

Q9XCB5 Putative DitA1 homolog (Fragment)(*) [N3674] beta proteobacterium DhA-73

UPI0004986971 Rieske 2Fe-2S domain-containing protein(*) [N3473] Sphingobium yanoikuyae

Q1QBA5 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Psychrobacter cryohalolentis K5

UPI000B4908CA anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00073D405A aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] [Erwinia] teleogrylli

O69363 Terminal dioxygenase, large subunit(*) [N3772] Rhodococcus erythropolis

UPI000A3332AF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

B6EV19 Alpha subunit of dibenzofuran dioxygenase(*) [N3413] unclassified Terrabacter

Q49KD8 Terminal dioxygenase large alpha-subunit(*) [N3672] Pseudomonas putida

UPI0004169812 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000772B59A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A1B188 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3675] Paracoccus denitrificans PD1222

A0A3L2NIU0 Aromatic ring-hydroxylating dioxygenase subunit alpha (Fragment) [N3646] Escherichia coli

A0A333YVN8 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baumannii

UPI0005106AA3 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000F526FFC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A5W4F2 Benzene 1,2-dioxygenase subunit alpha(*) [N3672] root

UPI0003B9C634 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0004D8ACF7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000F5255FF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q93AD8 O-halobenzoate 1,2-dioxygenase large subunit (Fragment)(*) [N3415] Pseudomonas aeruginosa

A0A3N9HB42 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia cenocepacia

Q51592 2,4,5-trichlorophenoxyacetic acid oxygenase 1(*) [N3767] Burkholderia cepacia

A0A4R0LXG6 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

A0A271U8S9 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3P4P209 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001068ACE6 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter seifertii

UPI001067CBDB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000FF34B5F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001070E4F1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella dysenteriae

UPI00066BF73C aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter braakii

A0A0E1UVU0 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia pseudomallei Pakistan 9

UPI0005294A10 Rieske 2Fe-2S domain-containing protein(*) [N3468] Bordetella

Q0B6T2 Vanillate monooxygenase(*) [N3658] Burkholderia ambifaria AMMD

A0A132HFE6 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3666] Cupriavidus metallidurans

UPI0002DF7EA0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3669] Ralstonia solanacearum

UPI0008779C61 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A1L7NM09 Biphenyl 2,3-dioxygenase alpha subunit BphA1(*) [N3672] Pseudomonas

UPI000810E74D benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI00102E0EF0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U6PAM8 Rieske (2Fe-2S) protein(*) [N3046] Sphingobium sp. MP9-4

UPI0002CBE279 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Enterobacteriaceae

UPI000BB8EBC7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002D05030 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3574] Acinetobacter baylyi

UPI000941DC9A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

P96301 Biphenyl dioxygenase (Fragment)(*) [N3672] Cupriavidus necator

UPI000F521305 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000FC42B39 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A241ZEP4 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A0A448BKL5 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas fluorescens

A0A431QVF0 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N2887] Bradyrhizobiaceae bacterium

UPI000BE6F3FC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00048146BD Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI000F77FC5E benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI0004E31715 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas

UPI0007179B52 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000BE6CC49 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000877A43C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00044FC992 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F628790 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A2S4Q7S8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter

UPI00104994B5 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F468EB0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

UPI000C271FB3 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

A0A2X3L2Z2 Rieske (2Fe-2S) domain protein(*) [N2468] Frankia sp. Ea1.12

UPI00097E6A35 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00104E5999 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0003B00419 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

UPI000536FCB2 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

W1MSG6 Rieske (2Fe-2S) protein(*) [N3640] Pseudomonas aeruginosa VRFPA03

UPI000BB552C7 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q8VQU6 Iron sulfur protein large subunit(*) [N3672] Bacteria

Q6TMM0 Naphthalene dioxygenase large subunit(*) [N3529] unclassified Rhodococcus

A8ENF2 Aromatic-ring-hydroxylating dioxygenase, alpha subunit(*) [N3624] Burkholderia pseudomallei 406e

A1SEW4 Rieske (2Fe-2S) domain protein(*) [N3783] Nocardioides sp. JS614

UPI0002E995A8 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter nosocomialis

UPI000E20362F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A3U0MVZ5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U6H375 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls716

UPI00098156D6 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

A0A4T5ENJ6 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A353AFC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A0H3CAL1 Vanillate demethylase oxygenase subunit A vanA(*) [N3329] Caulobacter vibrioides NA1000

UPI00053DED02 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q5FY64 Aniline dioxygenase alpha-subunit(*) [N3626] Acinetobacter sp. GXA7

UPI00104DCFD5 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A085K5S8 Ribosomal subunit interface protein(*) [N3631] Sphingomonadaceae

A0A219A2Y1 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas lactis

UPI000FC3F5E7 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0010AB8FC0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00083A7D7D benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter seifertii

UPI000F528B10 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A2A3VXT1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003EF2D07 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2P1BB25 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter baumannii

UPI0005D90F1E benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia mallei

UPI000BE9AF89 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004D64994 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00028FBC82 Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

UPI000491D627 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. LAIL14HWK12:I12

UPI0008778BC2 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A0P0UWD9 Biphenyl 2,3-dioxygenase alpha subunit(*) [N3672] Bacteria

UPI00104E5A11 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0010B784E9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A197BW60 Naphthalene 1,2-dioxygenase(*) [N3677] Sphingobium sp. 20006FA

A0A3P0WN90 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia cepacia

A0A0M3ALK3 Ribosomal subunit interface protein(*) [N3665] Sphingomonadaceae

A0A3T0NUU9 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3468] Bordetella bronchiseptica

A0A1Q3DT05 Benzoate dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

UPI0008777625 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q8VUD4 DntAc(*) [N3620] Burkholderia cepacia

UPI000EAB79D9 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U6WXX0 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Bacteria

UPI00070D69CA benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI000F522145 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia

UPI00106DC810 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000DE2679F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1Y2Y785 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A443YEN3 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

A0A0K3ITA7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001069341A Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q6H2Z0 NidA(*) [N3553] Mycobacterium sp. KMS

UPI000EB5E874 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0010674F95 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A375E4W1 Phthalate 4,5-dioxygenase, oxygenase subunit(*) [N3547] Cupriavidus taiwanensis

UPI000251099F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000FE2F4FA aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI001067FAFE Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0008776886 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI00058D5BD4 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U6LQ22 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls619

UPI0005C475D4 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

F8LZ87 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

A0A4C3P8D2 3-phenylpropionate dioxygenase large subunit(*) [N3646] Escherichia coli

A9XZZ2 BphA1c(*) [N3651] Sphingomonadaceae

A0A369E7R7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000E2132BF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2X7FIV6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia

UPI000755EC59 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI000F53A4CE benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A0C1HXR4 Benzene 1,2-dioxygenase(*) [N3673] unclassified Pseudomonas

UPI000DA8EE87 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Escherichia coli

A0A1P8F4B9 Naphthalene 1,2-dioxygenase(*) [N3620] Bacteria

UPI000CCF9638 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

Q76KR6 Large subunit of terminal dioxygenase in aniline dioxygenase(*) [N3636] Frateuria sp. ANA-18

UPI00087764EF benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000211FF05 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q44251 Aniline dioxygenase alpha-subunit(*) [N3626] Acinetobacter sp. YAA

UPI0007F8AAE4 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

Q9WXG8 Dioxygenase large subunit(*) [N3671] Bacteria

A0A4C4KTF7 3-phenylpropionate dioxygenase large subunit(*) [N3646] Escherichia coli

UPI00050E927A benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000F530E96 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000D381BAD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q4K9X5 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas protegens Pf-5

UPI0010672025 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F5352CD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI001029D716 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia sp. E13S3

UPI000943A7B4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A080VM20 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0010689BBC Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000F832681 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000940CCFA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3V6M573 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Salmonella enterica subsp. enterica

UPI0010462F48 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000BB64905 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000CFFA86A Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

UPI000F540502 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0004E68551 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

Q46155 Iron sulfur protein large subunit(*) [N3672] Cycloclasticus oligotrophus

UPI000F5355F8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000D0B0416 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000DC256E2 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI00053DA5C6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q7N4W0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Photorhabdus laumondii subsp. laumondii TTO1

UPI00069D9AE5 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

UPI000FF0643A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A258BUM6 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3631] Sphingobium sp. 32-64-5

W4A1J8 Benzoate 1,2-dioxygenase, large subunit(*) [N3662] Rhodococcus

A2TC55 Ribosomal subunit interface protein(*) [N3665] Sphingomonadaceae

Q6Q7A7 Chlorobenzene dioxygenase (Fragment)(*) [N3672] Acidovorax avenae

A0A2K2G0C1 Rieske (2Fe-2S) protein(*) [N3651] Novosphingobium guangzhouense

F8LZ82 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

Q8KZP9 Biphenyl dioxygenase large subunit(*) [N3672] Comamonas testosteroni

A0A0K1ZQJ1 Vanillate O-demethylase oxygenase subunit (4-hydroxy-3-methoxybenzoate demethylase)(*) [N3669] Ralstonia

Q9I232 Probable ring-hydroxylating dioxygenase subunit(*) [N3566] Pseudomonas aeruginosa PAO1

UPI00098637A8 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A427KX36 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI000F53C215 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002516983 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EB2109A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000BE385CE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

S3MHD1 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas syringae

UPI00071C0722 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3N0DNA6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter sp. MH181794

A0A3M3MPP3 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae group

UPI0005B449E5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000F89CFB1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q84II6 Terminal oxygenase component of carbazole(*) [N3393] Janthinobacterium sp. J3

UPI000642A029 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

L0BUU3 Carbazole terminal oxygenase component (Fragment)(*) [N3393] Pseudomonas sp. GBS.5

Q9XCB6 Putative DitA1 homolog (Fragment)(*) [N3674] beta proteobacterium DhA-71

UPI000E5CFA02 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

A0A2K2FV56 Ribosomal subunit interface protein(*) [N3631] Novosphingobium guangzhouense

Q0B474 Rieske (2Fe-2S) domain protein(*) [N3624] Burkholderia ambifaria

UPI0003DCF0A7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000B4937CE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U6P9I0 Benzoate 1,2-dioxygenase large subunit(*) [N3655] Sphingobium sp. MP9-4

UPI001068C17E anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A1I5GRN2 Vanillate O-demethylase monooxygenase subunit(*) [N3670] Pseudomonas syringae

UPI00053EE286 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053E9B7A anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A087F6X4 2Fe-2S ferredoxin(*) [N3676] Pseudomonas sp. 1-7

A0A1G5LY70 Benzoate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonadales

UPI000F781D02 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000EF89BA9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000211B397 BIPHENYL DIOXYGENASE SUBUNIT ALPHA(*) [N3672] Paraburkholderia xenovorans LB400

O24676 TecA1(*) [N3672] Cupriavidus sp. PS12

UPI0005CF5666 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001008494D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella dysenteriae

A0A3W3DHV7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BE8B98B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q7WUA0 PAH dioxygenase iron sulfer protein large subunit(*) [N3677] Cycloclasticus sp. A5

UPI00104B219C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0005CE15F2 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q5GDA4 MnbA(*) [N3787] Comamonas sp. JS46

H8FEZ5 Rieske [2Fe-2S] domain protein(*) [N3560] Xanthomonas citri pv. mangiferaeindicae LMG 941

UPI0005374753 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

G3K3C3 Dichloroaniline dioxygenase large subunit(*) [N3636] unclassified Variovorax

A0A0N1JGU1 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae group

C1DF17 Aromatic ring hydroxylating dioxygenase, alpha subunit(*) [N3774] Azotobacter vinelandii

UPI000F5AE6F1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI000F889D28 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI001070A85A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella dysenteriae

UPI000B7EF7FD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D64A8CC benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

Q3C2D4 Alpha subunit of hydroxylase component of benzoate 1,2-dioxygenase(*) [N3675] Burkholderia gladioli

UPI000EAF0732 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0010681BE2 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q7WTI9 BenA(*) [N3666] Acinetobacter

UPI000B4DE0EE Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000981FEB2 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI00052925D0 Rieske 2Fe-2S domain-containing protein(*) [N3468] Bordetella bronchiseptica

UPI00026261CB benzoate 1,2-dioxygenase large subunit(*) [N3662] Amycolatopsis sp. ATCC 39116

UPI001044C484 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A2K4P643 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D39B7A5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000744640A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000EB5E9D0 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F599569 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

UPI000EF965E1 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Escherichia coli

UPI0010141F0E aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

A0A0P8KHJ0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii

U2HDF3 2-chlorobenzoate 1,2-dioxygenase alpha subunit(*) [N3675] Burkholderia

Q8GH63 Benzoate dioxygenase alpha subunit(*) [N3662] Streptomyces griseus

UPI0007177589 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000BE5A43E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4T3QGP7 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4S1YWA0 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A4U9S6M5 Ring-hydroxylating dioxygenase, large terminal subunit(*) [N3566] Pseudomonas aeruginosa

UPI00097E67C3 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A0Q4MZH1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. Leaf58

A0A2X6DYC8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00029DF999 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

P95531 Large subunit of terminal dioxygenase(*) [N3636] Pseudomonas putida

A0A0B8ZVS5 Ring hydroxylating dioxygenase subunit alpha(*) [N3631] Sphingomonadaceae

A0A3Y1J8S2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001012EA15 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE6D981 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

G9CA40 CaoA1(*) [N3636] Burkholderiales

UPI000F826D93 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0003B9B51E anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

C7DQZ9 Dioxygenase alpha subunit(*) [N3400] root

UPI00106D5783 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

Q13HF5 Rieske-type ring hydroxylating dioxygenase alpha subunit(*) [N3674] Paraburkholderia xenovorans LB400

A0A398R0Q0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella boydii

UPI0005AAF6B4 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000542A145 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

Q9L7Y5 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI00071781A6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A2K2G0K4 Naphthalene 1,2-dioxygenase(*) [N3677] Novosphingobium guangzhouense

UPI00053EFB82 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A377CUV0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A478G622 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A1E10A9 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. B5(2017)

A0A1G5K0H1 Vanillate O-demethylase oxygenase(*) [N3640] Gammaproteobacteria

A0A315RDP1 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter calcoaceticus/baumannii complex

A0A0A8XKZ7 Benzoate 1,2-dioxygenase alpha subunit(*) [N3666] Acinetobacter

A0A3N9FIP3 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia cenocepacia

UPI00071C18C9 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000FD416D1 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F59E7BE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI000707764E benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI00019B1042 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii complex

UPI0002CC1ACC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00044E433E benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter sp. 1281984

UPI000F8230B6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q1XGM0 Iron sulfur protein large subunit NahAc of napthalene dioxygenase(*) [N3620] Bacteria

UPI000DD7FC2A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00071BA710 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

D7REB7 NidA (Fragment)(*) [N3553] bacterium py122

UPI000DDAD739 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F53CEE6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE22D75 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000CD27124 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

UPI00053EB132 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0007A5B484 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0A8XA01 Salicylate 1-hydroxylase alpha subunit(*) [N3651] Sphingobium

A0A2N8DQ60 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. FW215-R4

UPI0009388BE1 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A4QGC4 Rieske domain-containing protein(*) [N3662] Corynebacterium glutamicum R

UPI000BB59441 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI001057A362 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000C9A20CC Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI000DA55ACE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella flexneri

UPI000EAF4197 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0002495D84 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F883D1A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB6BC78 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0009A2599C aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter werkmanii

A0A0P9SUH4 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas amygdali

Q9R956 Ethylbenzene dioxygenase large subunit(*) [N3672] Pseudomonas fluorescens

UPI0005370DFD benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000978D104 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI00053E3538 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000D68F6D5 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0003B97BC4 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

B2MV32 Dibenzofuran dioxygenase alpha subunit(*) [N3413] Rhodococcus sp. HA01

UPI000DA56BDE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053E27BA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0010679831 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q9K4S4 Alkylbenzene dioxygenase, iron sulfur protein, large subunit EbdAa(*) [N3672] Pseudomonas putida

UPI0007E3CF61 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2K4TN38 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. persicae

Q6FDI6 Vanillate O-demethylase oxygenase subunit (4-hydroxy-3-methoxybenzoate demethylase)(*) [N3574] Acinetobacter baylyi ADP1

UPI0009A1FE6E benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0002831510 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

Q1HCP6 PAH dioxygenase iron sulfur protein large subunit(*) [N3677] Cycloclasticus sp. P1

UPI000BB585D2 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000E1FB70C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002A1F0F5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

N8S7T2 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter

UPI000F8952B6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BB5E0A7 aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Escherichia coli

UPI0002C6393C benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI0002297465 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI0004DAB2FA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053DA546 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI00111FDA80 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI00053EEB84 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0007576332 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia vietnamiensis

UPI000FD1B11E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1C7CJ49 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q1R0Q2 Rieske (2Fe-2S) protein(*) [N3658] Chromohalobacter salexigens

C1DMS2 Benzoate-1,2-dioxygenase oxygenase component, alpha subunit(*) [N3673] Azotobacter vinelandii

UPI00044C0725 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3V3HZQ7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Salmonella enterica

UPI00040AA15E benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A2U9GJE0 DcaA1(*) [N3636] Achromobacter sp.

UPI000EB0B303 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A479KD91 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00104A36C7 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053EAE07 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0001DCFCAC benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A157ZH13 Ring hydroxylating dioxygenase, alpha subunit(*) [N3675] Caballeronia pedi

UPI000BE52287 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A2W071 Ring hydroxylating dioxygenase, alpha subunit:Rieske(*) [N3624] Burkholderia

UPI000A1DAD32 benzoate 1,2-dioxygenase large subunit(*) [N3673] unclassified Pseudomonas

A0A2T2Y7G2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Kluyvera ascorbata

Q687Z6 Benzoate 1,2-dioxygenase alpha subunit(*) [N3666] Acinetobacter radioresistens

UPI00053A70E6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000EF95760 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002A7AC46 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI0009916258 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Shigella boydii

A0A4U6DVK3 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls831

UPI00053D03AB benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000DA44261 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0C6P950 Hydroxylating alpha subunit of a dioxygenase system(*) [N3468] Bacteria

UPI0006C86769 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0008777EDB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A4P7JAV3 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. SNU WT2

UPI000C9DCE14 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI0010CC2551 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00053DEB5B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000F536776 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

C8CHR2 Biphenyl dioxygenase large subunit(*) [N3046] Sphingomonas sp. DN1

A0A2L0X1P7 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderiaceae

UPI0002CA6C36 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003B988AF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000A339025 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

Q45695 2,4-dinitrotoluene dioxygenase system, large oxygenase component(*) [N3620] Burkholderia sp. RASC

Q7WTK4 Biphenyl 2,3-dioxygenase alpha subunit (Fragment)(*) [N3672] unclassified Pseudomonas

UPI0009A1CF8B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI001068076E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000B50991B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F543179 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000FF75FFB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A0B0VTE8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00106D7C05 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0004A9A7D5 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000DD8C248 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010492A4F Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A0A062L357 Benzoate 1,2-dioxygenase, large subunit(*) [N3666] Acinetobacter baumannii 1571545

UPI0003B9CBAC anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

UPI000B50645B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A2S2C575 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3529] Rhodococcus sp. S2-17

UPI00053D2FF8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A2V3YN56 Benzoate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas

UPI00044CD91A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

F6IM09 Ring hydroxylating dioxygenase, alpha subunit(*) [N3665] Novosphingobium sp. PP1Y

UPI0007752379 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000A33A30D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0J1LIT6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter sp. MGH105

Q9XDW6 PsbAb(*) [N3782] Rhodopseudomonas palustris

A0A0E1SGP0 Benzoate 1,2 dioxygenase, alpha subunit(*) [N3666] Burkholderia pseudomallei 305

A0A2S9KTW0 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia ambifaria

UPI0005A9058F biphenyl 2,3-dioxygenase subunit alpha(*) [N3672] Rhodococcus erythropolis

D6JD12 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli B354

UPI0007A0C2F0 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000751CB1E Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI0009979B00 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] [Pseudomonas] cissicola

UPI00071C163B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q93SR8 Benzoate 1,2-dioxygenase large subunit BenA(*) [N3673] Pseudomonas

A0A0B2XVP2 Benzene 1,2-dioxygenase(*) [N3666] Acinetobacter baumannii

A0A095FE50 2-halobenzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia gladioli

UPI000757CD0C Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI000F53B937 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4T2KF08 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0008775F60 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

E2GM66 Iron-sulfur protein large subunit(*) [N3620] Pseudomonas sp. N1(2010)

A1T2D3 Ring hydroxylating dioxygenase, alpha subunit(*) [N3553] Bacteria

A0A2S9NYG5 Benzoate 1,2-dioxygenase large subunit(*) [N3675] Burkholderia ambifaria

F8LZA1 Biphenyl dioxygenase alpha subunit (Fragment)(*) [N3672] uncultured bacterium

UPI00071F8158 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI001068DA88 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A4S3SED6 3-phenylpropionate dioxygenase [N3646] Citrobacter freundii

UPI000F8340E1 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q39AH5 Rieske (2Fe-2S) protein(*) [N3658] Burkholderia lata

UPI000E20C08B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A172WXI6 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI000E56E829 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000F522F63 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A3M5TZ91 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas avellanae

UPI000FC42FFB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A210C8P7 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

J2YLM4 Benzoate 1,2-dioxygenase, large subunit(*) [N3673] Pseudomonas sp. GM84

UPI00042A546C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BE69F25 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00110E1590 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI000BE61981 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F747D3C anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000942B2DC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00069F923F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas protegens

A1B5X2 Rieske (2Fe-2S) domain protein(*) [N3789] Paracoccus denitrificans PD1222

UPI0009447B4D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1C2PU43 Benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

A2W333 Phenylpropionate dioxygenase(*) [N3658] Burkholderia cenocepacia PC184

A0A3W5NZ36 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0M1I5M4 Benzene 1,2-dioxygenase(*) [N3666] Acinetobacter sp. C15

A0A4U6K2G4 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls708

UPI00098D6A5B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

UPI00111F7995 Rieske 2Fe-2S domain-containing protein(*) [N3646] Escherichia coli

UPI000FD2D760 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A2M9RJ64 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Raoultella sp. T31

A0A3T9LTU1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(**) [N3646] Escherichia coli

A0A1H4ZJ91 Toluate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas

UPI00071B82AC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000EF2476D aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI000F87DAC0 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI000FC3FB89 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00106870E8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0003DF9F25 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

A1UDG3 Ring hydroxylating dioxygenase, alpha subunit(*) [N3553] Mycobacteriaceae

A0A0F7QLY2 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas

UPI0004D6A7B6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001057D78B benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000537FDD0 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A076MUA0 Benzoate dioxygenase alpha subunit(*) [N3662] Amycolatopsis methanolica 239

A0A0A8REE0 Vanillate O-demethylase oxygenase subunit(*) [N3640] Pseudomonas aeruginosa

UPI000945C6E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010501D3A benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A4XDU8 Rieske (2Fe-2S) domain protein(*) [N3655] Novosphingobium aromaticivorans

UPI00105282B2 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI001068B4F9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000A1839D1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000B5B13CB Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

A2TC33 Benzene 1,2-dioxygenase(*) [N3655] Sphingomonadaceae

A0A1R0FXP5 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter braakii

UPI000493D695 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

I7C1I0 Benzoate dioxygenase subunit alpha(*) [N3673] Pseudomonas putida DOT-T1E

A0A4T3VU57 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000C12A72D aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

O86136 Biphenyl dioxygenase alpha subunit(*) [N3672] Burkholderia sp. JB1

A0A3T6QZD8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella boydii

UPI000DFAA73B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002BC7042 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI00053CF933 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0005A1881A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia

A0A4U6DYV3 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls830

UPI00053D1B6D anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0003B9DCDA anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0004D6E6DA benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053D3DA6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00071B560C Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000CF0D9A1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1G7YQ56 Naphthalene 1,2-dioxygenase subunit alpha(*) [N3620] Bacteria

A0A3M5TXI4 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. primulae

UPI00071B1D2B benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI0009D02A71 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas campestris

UPI00053E57ED anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000BDF4CEC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000C78343C benzoate 1,2-dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

UPI00041328E0 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

Q8RR19 Putative oxygenase component of carbazole 1,9a-dioxygenase (Fragment)(*) [N3473] Novosphingobium sp. KA1

UPI000DDB3CAE aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00070C2DCD aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

Q53122 Biphenyl 2,3-dioxygenase subunit alpha(*) [N3672] root

UPI000B42CC4F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0K3S2Z1 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000B7F1691 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0P9K621 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. antirrhini

A0A1H2DB44 Vanillate O-demethylase monooxygenase subunit(*) [N3113] unclassified Streptomyces

UPI000B7D76CC aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D697B9E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000643BC80 Rieske 2Fe-2S domain-containing protein(*) [N3636] Diaphorobacter sp. J5-51

UPI000BB957E4 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

R0HTR8 Rieske domain-containing protein(*) [N2699] Corynebacterium crenatum MT

UPI0004DA3577 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0004040CF6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

UPI000F73D288 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI00053E3FA6 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A0A8RRY2 Rieske domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q05183 Phthalate 4,5-dioxygenase oxygenase subunit(*) [N3678] Pseudomonas

UPI0010CA2481 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A3M4UMK8 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas amygdali pv. mori

UPI0010101301 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000FC41192 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0007726BE4 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0005098D1A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

R0HTQ5 Rieske domain-containing protein(*) [N3662] Corynebacterium crenatum MT

UPI00075554AB Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

Q52028 Biphenyl dioxygenase subunit alpha(*) [N3672] Pseudomonas

UPI0007A0C63C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000334C2F9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000B4CBB17 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter soli

UPI00053DAA07 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A375CH49 Phthalate 4,5-dioxygenase, oxygenase subunit(*) [N3547] Cupriavidus taiwanensis

Q3KBZ6 Benzoate 1,2-dioxygenase alpha subunit(*) [N3673] Pseudomonas fluorescens Pf0-1

UPI0003773512 Rieske 2Fe-2S domain-containing protein(*) [N3065] Cycloclasticus pugetii

A0A193LVR8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI001068BBC7 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

W1S147 Ribosomal subunit interface protein(*) [N3665] Sphingobium sp. C100

UPI00053E5018 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas

A0A109LI90 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas fluorescens

UPI000C1B91DF aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

I4K676 Anthranilate 1,2-dioxygenase, large subunit(*) [N3663] Pseudomonas lactis

A0A162CDH1 3-phenylpropionate dioxygenase [N3646] Vibrio parahaemolyticus

UPI0003E8057B Rieske 2Fe-2S domain-containing protein(*) [N2531] unclassified Alcanivorax

A0A2T1LHL2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Escherichia coli

A0A0A8XCP8 Salicylate 1-hydroxylase alpha subunit(*) [N3046] Sphingobium barthaii

UPI0002C65124 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A0G8URL5 Rieske (2Fe-2S) protein(*) [N3560] Xanthomonas

L0LZS8 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Enterobacteriaceae bacterium strain FGI 57

UPI000F84756E benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000D654DE9 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3560] Xanthomonas citri

UPI00050FD6DD Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

A0A4T3J4F8 3-phenylpropionate dioxygenase large subunit(*) [N3646] Escherichia coli

UPI000BF057F5 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

UPI00071B5A61 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000D395BF8 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A4U9KZL7 Vanillate O-demethylase oxygenase subunit(*) [N3640] Bacteria

UPI00053E12F0 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3M8SBR1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI000EF2052A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

O07824 Naphthalene 1,2-dioxygenase system, large oxygenase component(*) [N3620] Bacteria

A0A3P5DUU0 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q13G02 Anthranilate dioxygenase, large subunit (AndAc)(*) [N3624] Paraburkholderia xenovorans LB400

A0A1M6L7I0 Rieske [2Fe-2S] domain-containing protein(*) [N3677] Cycloclasticus sp. DSM 27168

A0A4P7V046 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

UPI000F565DD8 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cenocepacia

Q46UQ0 Ring hydroxylating dioxygenase, alpha subunit:Rieske (2Fe-2S) region(*) [N3769] Cupriavidus pinatubonensis JMP134

P23099 Toluate 1,2-dioxygenase subunit alpha(*) [N3673] Pseudomonas putida

UPI000A3401E7 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI000BE47777 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D15CD61 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A0U4WX05 Benzoate 1,2-dioxygenase large subunit(*) [N3662] Corynebacterium glutamicum

UPI000A3314DC benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter baumannii

UPI000BB91F3C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A3M2UYY1 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. atrofaciens

Q0A5U3 Rieske (2Fe-2S) domain protein(*) [N3132] Alkalilimnicola ehrlichii MLHE-1

UPI00052A60C0 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI0003B959CD aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000C9F54BA aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter portucalensis

O05935 2-oxo-1,2-dihydroquinoline 8-monooxygenase, oxygenase component(*) [N3676] Pseudomonas putida

UPI000F80A9E4 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia ambifaria

A0A352RWA8 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3636] Burkholderiales

Q46P10 Phthalate 4,5-dioxygenase, oxygenase subunit(*) [N3547] Cupriavidus pinatubonensis JMP134

UPI000C7B7796 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00104495E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q8G8B6 Carbazole 1,9a-dioxygenase, terminal oxygenase component CarAa(*) [N3393] Pseudomonas

UPI0009782AB9 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000BE6B98F aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000CD20E5A aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae group genomosp. 3

UPI000BE3963B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0003B9E5B1 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A3T6Y6G2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Shigella flexneri

C1BE09 Naphthalene dioxygenase large subunit(*) [N3529] Rhodococcus

UPI0006418FEA anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas protegens

A0A3S4MTR6 Vanillate O-demethylase oxygenase subunit(*) [N3640] Pseudomonas fluorescens

S6KZP3 Napthalene dioxygenase iron sulfur protein large subunit(*) [N3620] Pseudomonas stutzeri

A0A4V6CGV4 Aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter sp. wls615

A0A2L0TF45 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter freundii complex sp. CFNIH4

UPI000BE3AB84 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A5VGW0 Ring hydroxylating dioxygenase, alpha subunit(*) [N3779] Sphingomonas

UPI00043511B2 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI00053DEBCD benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000390E275 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00052ABFA1 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI00094074E6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI000C241AD4 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas

UPI0010B4604B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00071B18DD anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI0002CC3654 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0002C90758 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0007610F13 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter sp. LMB-5

A0A2N1WWB8 Benzene 1,2-dioxygenase(*) [N3672] Gammaproteobacteria bacterium HGW-Gammaproteobacteria-9

A0A0J1NYV9 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha [N3646] Citrobacter sp. MGH103

Q51494 Naphthalene 1,2-dioxygenase system, large oxygenase component(*) [N3620] Bacteria

UPI000E3C7B7E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae group

UPI000BE6A291 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000DF48347 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000449BEB7 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

P37333 Biphenyl dioxygenase subunit alpha(*) [N3672] root

A0A3M3SVF5 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas savastanoi pv. phaseolicola

UPI00073D232E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

K0C4K1 PAH dioxygenase iron sulfur protein large subunit(*) [N3677] Cycloclasticus

D7REC3 NidA (Fragment)(*) [N3553] Mycobacterium sp. py140

UPI000CFD88AA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000BB58A7B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A4P7AQY5 MarR family transcriptional regulator(*) [N3678] Bacteria

UPI00071B683D benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00044B649E aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000D00E4FF Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia gladioli

UPI000E1879FE aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Citrobacter freundii

UPI00103510FF aromatic ring-hydroxylating dioxygenase subunit alpha [N3646] Raoultella ornithinolytica

A0A485GQ45 Vanillate O-demethylase oxygenase subunit(*) [N3640] Pseudomonas aeruginosa

UPI000CFE5B42 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia

UPI000B800020 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000F53A1A6 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

A0A3M5DZ91 Rieske domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0002C68F4B anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A423EM53 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

A0A244A0J6 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00045B6944 Rieske 2Fe-2S domain-containing protein(*) [N3463] Bordetella bronchiseptica

A0A3Z8ZBJ4 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli

A4XDY3 Ring hydroxylating dioxygenase, alpha subunit(*) [N3677] Novosphingobium

C9EIC8 Putative naphthalene dioxygenase large subunit(*) [N3529] Gordonia sp. CC-NAPH129-6

B1KAK5 Rieske (2Fe-2S) domain protein(*) [N3675] Burkholderia cenocepacia MC0-3

UPI00048A2E96 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI00105185B5 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

Q13LK0 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Paraburkholderia xenovorans LB400

UPI000D25B2C3 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas fluorescens

UPI00016AA6B3 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

UPI000FD4AA34 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A125N184 Vanillate monooxygenase, oxygenase subunit(*) [N3670] Pseudomonas amygdali pv. eriobotryae

S6UIK4 Vanillate O-demethylase, oxygenase subunit(*) [N3670] Pseudomonas syringae pv. actinidiae ICMP 18807

Q9AHG3 Putative toluene-4-sulfonate monooxygenase system iron-sulfur subunit TsaM2(*) [N3648] Comamonas testosteroni

UPI000531D661 benzoate 1,2-dioxygenase large subunit(*) [N3666] Burkholderia pseudomallei

A0A0A0FBS2 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Escherichia coli G3/10

R8Y048 Benzoate 1,2-dioxygenase subunit alpha(*) [N3666] Acinetobacter calcoaceticus ANC 3811

UPI000838C448 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI0010496D35 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000BB89C89 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000EB5E3BB anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A2V3CNX8 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. RW405

UPI000530F191 Rieske 2Fe-2S domain-containing protein(*) [N3624] Burkholderia pseudomallei

UPI001047F6F1 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI000751F918 Rieske 2Fe-2S domain-containing protein(*) [N3675] Burkholderia cepacia

UPI0006425BFE benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas protegens

UPI000E323FCA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI0010CC9BFA aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

A0A1S2JVW1 Benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

UPI000877619B aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3640] Pseudomonas aeruginosa

UPI00068282E1 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI00064C8E1C benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas putida

A0A1T1HPD1 Anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas sp. MF6394

UPI000717A709 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

UPI0007077B11 benzoate 1,2-dioxygenase large subunit(*) [N3666] Acinetobacter pittii

UPI00028E8C72 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae

A0A2C9EFZ2 Toluate 1,2-dioxygenase subunit alpha(*) [N3663] Pseudomonas protegens CHA0

UPI00070D1173 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

A0A0M7NK14 3-phenylpropionate/cinnamic acid dioxygenase subunit alpha(*) [N3646] Achromobacter sp. ATCC35328

Q5D0X6 Ortho-halobenzoate 1,2-dioxygenase alpha-ISP protein OhbB(*) [N3130] Comamonas testosteroni

UPI000F53715D benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI000BE94056 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

UPI000854B6DB aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli

Q1LDN2 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3666] Cupriavidus metallidurans CH34

Q49KH5 BenA(*) [N3673] Pseudomonas putida group

A0A3N9DX72 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3658] Burkholderia cenocepacia

UPI0007099290 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas aeruginosa

UPI00053F1381 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

A0A370NRK5 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3547] Cupriavidus lacunae

A0A2V4SCT3 Aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3670] Pseudomonas syringae pv. pisi

A0A1G5MZP9 Benzoate 1,2-dioxygenase, alpha subunit(*) [N3675] Burkholderia vietnamiensis

UPI0004645499 Rieske 2Fe-2S domain-containing protein(*) [N3566] Pseudomonas aeruginosa

Q28S20 Vanillate O-demethylase oxygenase subunit(*) [N3765] Jannaschia sp. CCS1

UPI000E31C1A6 anthranilate 1,2-dioxygenase large subunit(*) [N3663] Pseudomonas aeruginosa

UPI000A1F7346 benzoate 1,2-dioxygenase large subunit(*) [N3673] Pseudomonas sp. B22(2017)

UPI001081587C aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia sp. E3659

UPI001082C348 aromatic ring-hydroxylating dioxygenase subunit alpha(*) [N3646] Escherichia coli


