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Q8L3E4 Catechol 2,3-dioxygenase [N1925] uncultured bacterium

Q5TL51 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A431K8K6 Catechol 2,3-dioxygenase [N1934] Rhodocyclaceae bacterium

Q5NSI2 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

UPI0005E3A84A 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI0005BA15E9 catechol 2,3-dioxygenase [N1925] Pseudomonas sp. PI1

UPI000F0B5B27 catechol 2,3-dioxygenase [N1925] Haliea alexandrii

Q52035 Uncharacterized protein(*) [N1938] Pseudomonas

UPI000292D3C2 Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

P13453 3-methylcatechol 2,3-dioxygenase(*) [N1931] Bacteria

UPI000753ED63 glyoxalase(*) [N1422] Burkholderia cepacia

J9ZVC2 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

A0A098KYH2 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Geobacillus thermoleovorans group

C6KTH6 Catechol 2,3-dioxygenase(*) [N1214] uncultured bacterium

Q5NS05 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0006B93653 catechol 2,3-dioxygenase [N1934] Pseudomonas stutzeri

A0A3E0SF62 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis

Q5NST1 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

C6KVS1 2,3-dihydroxybiphenyl-1,2-dioxygenase(*) [N2033] uncultured bacterium

J9ZX34 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

A0A1I5YUI1 Catechol 2,3-dioxygenase [N1925] Pseudomonas sagittaria

UPI0009A4BE4E catechol 2,3-dioxygenase [N1934] Zoogloea sp. LCSB751

T1T0J4 Catechol-2,3-dioxygenase [N1925] Pseudomonas sp. HA10

A0A4V1KXM3 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium zhanjiangense

D2EAC8 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1941] Sphingomonadales

Q396R6 Glyoxalase/bleomycin resistance protein/dioxygenase(*) [N1452] Burkholderia lata

A0A1Z9X9V0 Catechol 2,3-dioxygenase [N1925] Alteromonas sp. TMED35

UPI00103BAF8E catechol 2,3-dioxygenase [N1925] Azotobacter chroococcum

A0A4S4JEQ8 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. A-1

Q5NSU2 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A0D7PR47 Catechol 1,2-dioxygenase(*) [N1575] Bradyrhizobium sp. LTSP849

C6KU83 Catechol 2,3-dioxygenase(*) [N1214] uncultured bacterium

A0A349Z807 Catechol 2,3-dioxygenase [N1925] Alteromonas sp.

A0A2S1M318 Catechol 2,3-dioxygenase (Fragment) [N1925] Marinobacter sp.

UPI00039D55CF catechol 2,3-dioxygenase [N1945] Cupriavidus sp. WS

A0A3D3VK59 Catechol 2,3-dioxygenase [N1925] Pseudomonadales

Q2HYG5 Catechol-2,3-dioxygenase (Fragment) [N1925] Pseudomonas putida

UPI00061C57A3 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI000379395B biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis

Q53VT5 Metapyrocatechase (Catechol 2,3-dioxygenase)(*) [N1946] Thermus thermophilus HB8

UPI0002A57A3D 3,4-DHSA dioxygenase(*) [N1868] Mycobacterium canettii

A0A0I9SLV4 Catechol 1,2-dioxygenase [N1925] Pseudomonas

A0A081G3J6 Catechol 2,3-dioxygenase [N1925] Marinobacterium sp. AK27

Q5EFQ5 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

A0A1H4D987 Catechol 2,3-dioxygenase [N1925] Marinobacterium georgiense DSM 11526

A0A358XZ07 Catechol 2,3-dioxygenase [N1925] Gammaproteobacteria bacterium

S6JV70 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Pseudomonas stutzeri group

F5RHB3 Metapyrocatechase [N1945] Methyloversatilis universalis

A0A3P1ST71 Catechol 2,3-dioxygenase [N1925] Amphritea balenae

A0A2T5PMV0 Catechol 2,3-dioxygenase [N1925] Pseudomonas indoloxydans

UPI000181CC79 PROTEIN (Homoprotocatechuate 2,3-dioxygenase)(*) [N1867] Brevibacterium fuscum

UPI000DA6BD73 catechol 2,3-dioxygenase [N1925] Pseudomonas huaxiensis

UPI000E3430D6 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1372] Aeribacillus pallidus

A0A136GVP9 Catechol 2,3-dioxygenase [N1817] Cycloclasticus sp. Phe_18

A0A2N2R6Y6 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-6

A0A370Q707 Catechol 2,3-dioxygenase [N1945] Enterobacillus tribolii

A0A4Q7FK53 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium genosp. SA-3

A0A0P7ZCX2 Catechol 2,3 dioxygenase [N1925] Marinobacter excellens HL-55

Q2QCP0 CbzE(*) [N1949] Pseudomonas sp. CT14

P11861 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Bacteria

UPI0007646358 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI0004840FF5 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium

A0A352IWM2 Catechol 2,3-dioxygenase [N1925] Marinobacter adhaerens

UPI000E2FB4C8 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI00083833E6 catechol 2,3-dioxygenase [N1934] Thauera butanivorans

A0A2N2V344 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-12

A0A2A4XQ86 Catechol 2,3-dioxygenase [N1925] Oceanospirillales bacterium

A0A3D6AK22 Catechol 2,3-dioxygenase [N1934] Oxalobacteraceae bacterium

A0A3B8T2I0 Catechol 2,3-dioxygenase [N1925] Glaciecola sp.

UPI000B9AF67F glyoxalase(*) [N1140] Rhodococcus sp. 05-340-2

A0A2N2V0C1 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-12

A0A2S5Z8J3 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. N4

R4IUM7 Catechol 2,3-dioxygenase, XylE(*) [N1925] Bacteria

A6N3R4 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas putida

B3VTL3 Catechol 2,3-dioxygenase(*) [N1925] Proteobacteria

A0A2P8F302 Catechol 2,3-dioxygenase [N1925] Marinobacterium halophilum

A0A385BBK3 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. phDV1

Q143Q5 2,3-dihydroxy-p-cumate-3,4-dioxygenase (CmtC)(*) [N1836] Paraburkholderia xenovorans LB400

UPI0009F23687 catechol 2,3-dioxygenase [N1925] Sphingobium phenoxybenzoativorans

Q60226 BphC(*) [N1916] Terrabacter sp. DPO360

A0A482LP82 Catechol 2,3-dioxygenase [N1925] uncultured bacterium

A0A1H9CT79 Catechol 2,3-dioxygenase [N1925] Amphritea atlantica

A0A1Y0BHB6 F120 [N1641] uncultured bacterium

A0A375BZL0 Metapyrocatechase [N1945] Cupriavidus taiwanensis

UPI000EA08C3F glyoxalase(*) [N1407] Acinetobacter baylyi

A0A4P7YDF8 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1783] Pseudomonas veronii

A3KCZ4 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1939] Rhodococcus erythropolis

Q53509 Catechol 2,3-dioxygenase(*) [N1925] Alcaligenes

UPI0002558F26 catechol 2,3-dioxygenase [N1925] Marinobacterium stanieri

UPI000561D288 catechol 2,3-dioxygenase [N1925] Marinobacter sp. MCTG268

A0A2A2FLL9 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. WN033

A0A244EHY0 Catechol 2,3-dioxygenase [N1945] Variovorax sp. JS1663

A0A2D9CMF6 Catechol 2,3-dioxygenase [N1925] Roseovarius sp.

Q5NRW3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium
Q5NRY7 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI000C292885 catechol 2,3-dioxygenase [N1925] Marinobacter salexigens

A0A482LPL6 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

C6KUA8 Catechol 2,3-dioxygenase(*) [N1214] uncultured bacterium

A0A1S5QKZ5 Catechol 2,3-dioxygenase [N1925] uncultured bacterium

N6YBD4 Catechol 2,3-dioxygenase [N1934] Thauera sp. 63

A0A2T4E064 Catechol 2,3-dioxygenase [N1925] Bacteria

A0A069ICH5 Catechol 1,2-dioxygenase [N1945] Cupriavidus sp. SK-3

A0A449GDX7 Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1023] Nocardiaceae

O34270 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Pseudomonas putida

Q8YDN9 Homoprotocatechuate 2,3-dioxygenase(*) [N1948] Brucella

A0A1N6Y1N6 Catechol 2,3-dioxygenase [N1934] Aromatoleum tolulyticum

C3JRL4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis SK121

UPI00042337A2 catechol 2,3-dioxygenase [N1945] Nevskia ramosa

A0A433ETW1 Catechol 2,3-dioxygenase [N1925] Alteromonas sp. KS69

A0A2U8PHC9 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium ottawaense

A0A2E6V7H5 Catechol 2,3-dioxygenase [N1925] Marinobacter

A0A0E4A4P0 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus

A0A2E0YUB6 Catechol 2,3-dioxygenase [N1925] Halioglobus sp.

W2UH39 Metapyrocatechase [N1925] Gammaproteobacteria bacterium MOLA455

Q5NSI8 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

X0PX39 Putative extradiol dioxygenase(*) [N1930] Rhodococcus wratislaviensis NBRC 100605

P9WNW6 Iron-dependent extradiol dioxygenase(*) [N1868] Bacteria

A0A1Y0BJM1 G488 [N1641] uncultured bacterium

UPI0005DDA53C 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A2A4B0D5 Catechol 2,3-dioxygenase [N1925] Pseudomonas pelagia

A0A3N9F396 Glyoxalase(*) [N1422] Burkholderia cenocepacia

UPI0002FBC00F catechol 2,3-dioxygenase(*) [N1949] Cupriavidus sp. BIS7

A6N3Q5 Catechol 2,3-dioxygenase(*) [N1925] uncultured bacterium

UPI00054CC3D9 extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A1H9LIQ0 Catechol 2,3-dioxygenase [N1925] Amphritea atlantica

C6KUF6 Catechol 2,3-dioxygenase(*) [N1641] uncultured bacterium

A0A496WU67 Catechol 2,3-dioxygenase [N1817] Gammaproteobacteria bacterium

A0A3Q8HST8 Catechol 2,3-dioxygenase [N1934] Azoarcus sp. DN11

K6X1U7 Metapyrocatechase [N1925] Paraglaciecola agarilytica NO2

A0A375ES76 Metapyrocatechase [N1945] Cupriavidus taiwanensis

UPI0003A563FA catechol 2,3-dioxygenase [N1925] Pseudomonas pelagia

A0A4P6H9Y3 Catechol 2,3-dioxygenase(*) [N1934] Methylibium sp. Pch-M

Q5EFQ0 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

A0A2N1Z5Q4 Catechol 2,3-dioxygenase [N1925] Gammaproteobacteria bacterium HGW-Gammaproteobacteria-11

Q6EM26 Chlorocatechol 2,3-dioxygenase(*) [N1949] Bacteria

Q5TKY3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q53126 2,3-dihydroxybiphenyl dioxygenase(*) [N1931] Rhodococcus jostii RHA1

I0WZW7 3,4-DHSA dioxygenase(*) [N1868] Rhodococcus imtechensis RKJ300 = JCM 13270

A0A3B7A9T9 Catechol 2,3-dioxygenase [N1934] Dechloromonas sp. HYN0024

UPI0003FE015D catechol 2,3-dioxygenase [N1925] Oceanospirillum beijerinckii

A0A1M6F1C1 Catechol 2,3-dioxygenase [N1817] Cycloclasticus sp. DSM 27168

C6KU49 Catechol 2,3-dioxygenase(*) [N1214] uncultured bacterium

A0A2N1DAJ1 Catechol 2,3-dioxygenase [N1925] Paraglaciecola sp. MB-3u-78

Q9RBT1 2,3-dihydroxybiphenyl dioxygenase(*) [N1938] Proteobacteria

A0A1S8DGI6 Catechol 2,3-dioxygenase [N1925] Pseudomonas pachastrellae

UPI00048192CF catechol 2,3-dioxygenase [N1945] Solimonas soli

A0A1H8HS71 Catechol 2,3-dioxygenase [N1934] Brachymonas denitrificans DSM 15123

A0A2P7ZQN0 Metapyrocatechase(*) [N1257] Streptomyces sp. 111WW2

Q5EFP3 Catechol 2,3-dioxygenase(*) [N1925] Bacteria

Q8L185 Extradiol dioxygenase(*) [N1947] Rhodococcus sp. YK2

A0A157SSR0 Catechol 2,3-dioxygenase(*) [N1949] Burkholderiales

UPI0007A07D42 catechol 2,3-dioxygenase [N1925] Pseudomonas aeruginosa

A0A364NQC2 Catechol 2,3-dioxygenase [N1925] Nitrincola tibetensis

A1W2J4 Catechol 2,3-dioxygenase(*) [N1949] Comamonadaceae

A0A081G3H9 Catechol 2,3-dioxygenase [N1925] Marinobacterium sp. AK27

A0A0M4PQE4 Catechol 1,2-dioxygenase(*) [N1949] Burkholderia sp. HB1

Q762G9 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1947] Rhodococcus rhodochrous

UPI0005DC7CB7 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A3KD11 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1939] Rhodococcus sp. HA99

A0A496K6E3 Catechol 2,3-dioxygenase [N1925] Neisseria sp.

A0A396RXE6 Catechol 2,3-dioxygenase [N1925] Pseudomonas jilinensis

A0A3S0EF01 Catechol 2,3-dioxygenase [N1934] Rhodocyclaceae bacterium

W9SZZ7 Oxidoreductase [N1925] Pseudomonas sp. BAY1663

A0A431LY46 Catechol 2,3-dioxygenase [N1934] Rhodocyclaceae bacterium

Q46PA2 Catechol 2,3-dioxygenase(*) [N1949] Cupriavidus pinatubonensis JMP134

A0A482LWI8 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

A0A1H6T1M6 Catechol 2,3-dioxygenase [N1925] Azotobacter beijerinckii

A0A421JY50 Catechol 2,3-dioxygenase [N1945] gamma proteobacterium symbiont of Stewartia floridana

Q58LY0 Catechol 2,3-dioxygenase(*) [N1934] Delftia tsuruhatensis

A0A2D6TFK9 Catechol 2,3-dioxygenase [N1925] Pseudomonadales bacterium

UPI0009A162EF catechol 2,3-dioxygenase [N1925] Pseudomonas sp. CC6-YY-74

A0A4R7PEG1 Catechol 2,3-dioxygenase [N1945] Panacagrimonas perspica

Q5NRR6 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

A0A3Q9NJV2 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. NP-4(2019)

A0A4P6WAZ9 Metapyrocatechase [N1925] Marinobacter sp. JH2

A0A1X7P7U0 Catechol 2,3-dioxygenase [N1919] Azospirillum lipoferum

UPI0003F5959A catechol 2,3-dioxygenase [N1934] Azovibrio restrictus

A0A2N8T9U4 Catechol 2,3-dioxygenase [N1925] Pseudomonas stutzeri

E0Z1D2 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. CH-11

Q5EFP6 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

Q5EFQ7 Catechol 2,3-dioxygenase(*) [N1925] Bacteria

Q5TL68 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI00112B5578 catechol 2,3-dioxygenase(*) [N1949] Cupriavidus pinatubonensis

J9ZVT5 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

A0A368UZN1 Catechol 2,3-dioxygenase [N1925] Marinobacter hydrocarbonoclasticus

G0TJK2 Putative biphenyl-2,3-diol 1,2-dioxygenase BPHC (23OHBP oxygenase) (2,3-dihydroxybiphenyl dioxygenase) (2,3-dihydroxybiphenyl 1,2-dioxygenase) (DHBD)(*) [N1868] Mycobacterium canettii CIPT 140010059

A3KCY2 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1939] Rhodococcus rhodochrous

A0A160J1V6 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas putida B6-2

Q5EFQ1 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

Q9RB89 Catechol 2,3-dioxygenase(*) [N1949] Burkholderiaceae

F2X5L9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1938] uncultured bacterium

UPI00097CA7F1 catechol 2,3-dioxygenase [N1945] Variovorax sp. KK3

A0A3D9RB75 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus wratislaviensis

B4YIH4 3-isopropylcatechol-2,3-dioxygenase-like protein (Fragment)(*) [N1938] uncultured bacterium

Q5NSS0 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1I3EBA2 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. cf659

Q5EFQ3 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

Q5TKY5 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A3KCW0 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N2030] Rhodococcus rhodochrous

A0A375EB83 Metapyrocatechase [N1945] Cupriavidus taiwanensis

A0A3N8Q6D0 Biphenyl 2,3-dioxygenase(*) [N1452] Burkholderia contaminans

A0A401N0T7 Iron-dependent extradiol dioxygenase(*) [N1868] Rhodococcus erythropolis

A0A142FQV5 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. LQ44

Q8VV92 2,2',3-trihydroxybiphenyl 1,2-dioxygenase(*) [N1916] Terrabacter sp.

Q8GR45 Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N2026] Geobacillus genomosp. 3

UPI00061C7910 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

C6KUI6 Catechol 2,3-dioxygenase(*) [N1945] uncultured bacterium

Q5NSJ1 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

Q5TKW6 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI00067AD01E catechol 2,3-dioxygenase [N1945] Herbaspirillum chlorophenolicum

Q13HA1 Aromatic ring-cleavage dioxygenase(*) [N1932] Paraburkholderia xenovorans

UPI001073AE5A catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. CNPSo 3426

Q5TL13 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

UPI000E1802F6 catechol 2,3-dioxygenase [N1945] Cupriavidus taiwanensis

C4IWV9 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Brucella abortus

J9ZX77 Catechol 2,3-dioxygenase [N1945] Betaproteobacteria

A0A3A1W3T5 Catechol 2,3-dioxygenase [N1945] Acidovorax cavernicola

A0A0P9BJB2 Catechol 2,3-dioxygenase [N1945] Variovorax paradoxus

Q38Q96 Catechol-2,3-dioxygenase (Fragment) [N1925] Pseudomonas oryzihabitans

A0A2N7VQ91 Catechol 2,3-dioxygenase [N1945] Paraburkholderia rhynchosiae

A0A0C3MHQ8 Catechol 2,3 dioxygenase [N1934] Thauera

A0A0B8ZZQ6 Bleomycin resistance protein(*) [N1919] Novosphingobium subterraneum

A0A2V8NZE3 Catechol 2,3-dioxygenase [N1945] Acidobacteria bacterium

Q5TL81 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1E3Z703 Catechol 2,3-dioxygenase [N1945] Burkholderiales

A0A031MEA7 Catechol 1,2-dioxygenase [N1934] Pseudomonas bauzanensis

B4YIH7 Catechol 2,3-dioxygenase (Fragment) [N1945] uncultured bacterium

Q1PBL7 Catechol 2,3-dioxygenase(*) [N1925] uncultured bacterium

Q9X4X6 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1932] Pseudomonas abietaniphila

UPI000B9D0E3B glyoxalase(*) [N1344] Rhodococcus erythropolis

U3QPH5 Catechol 2,3 dioxygenase [N1945] Ralstonia pickettii DTP0602

Q59770 Catechol 2,3-dioxygenase(*) [N2025] Rhodococcus rhodochrous

A0A4P7Y911 Catechol 2,3-dioxygenase [N1934] Pseudomonas veronii

A0A0R3D0A4 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium manausense

A0A076ERL9 Extradiol dioxygenase(*) [N1930] Rhodococcus opacus

UPI00048539C9 glyoxalase(*) [N1422] Burkholderia cenocepacia

A0A323UQ51 Catechol 2,3-dioxygenase [N1934] Azoarcus communis SWub3 = DSM 12120

A0A0A1GL40 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. G67

A0A1L7NM47 2,3-dihydroxybiphenyl-1,2-dioxygenase BphC(*) [N1938] Pseudomonas

A0A137S922 Catechol 2,3-dioxygenase [N1925] Gammaproteobacteria

Q28LJ3 34-dihydroxyphenylacetate 23-dioxygenase HpaD(*) [N1948] Jannaschia sp. CCS1

Q5EFN7 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

A0A3B9PMA5 Catechol 2,3-dioxygenase [N1934] Thauera sp.

UPI0002D3CC50 catechol 2,3-dioxygenase [N1925] Neisseria sicca

Q5TKZ6 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q5NSU5 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q9KWQ9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus jostii RHA1

J9ZVP8 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

Q8YGP0 Biphenyl-2,3-diol 1,2-dioxygenase iii(*) [N1424] Brucella melitensis

Q5EFP5 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

UPI0005E60872 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A1N6SFT1 Catechol 2,3-dioxygenase [N1925] Marinobacterium stanieri

A0A2N9WJL6 Catechol 1,2-dioxygenase(*) [N1575] Bradyrhizobium nitroreducens

J9ZVU5 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

Q5TL66 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

P47231 Biphenyl-2,3-diol 1,2-dioxygenase 1(*) [N1931] Rhodococcus globerulus

A0A1I5PS31 Catechol 2,3-dioxygenase [N1925] Pseudomonas sagittaria

UPI0004A77FC2 catechol 2,3-dioxygenase [N1945] Polycyclovorans algicola

UPI0006D08CD1 biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis

A0A2N5WXQ7 Catechol 2,3-dioxygenase [N1925] Halioglobus lutimaris

Q6W1M5 Metapyrocatechase(*) [N2040] Sinorhizobium fredii NGR234

Q0S034 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1931] Rhodococcus jostii RHA1

K6XDH1 Metapyrocatechase [N1925] Paraglaciecola arctica BSs20135

A0A1H4Y201 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus koreensis

A0A1H9KKH5 Catechol 2,3-dioxygenase [N1925] Amphritea atlantica

A0A482LW31 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

A0A367PEF6 Catechol 2,3-dioxygenase [N1945] Cupriavidus

A1K8A0 Catechol 2,3-dioxygenase (Metapyrocatechase) [N1934] root

A0A095X1X4 Catechol 2,3-dioxygenase [N1925] Pseudohaliea rubra DSM 19751

Q5TKW7 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q5EFP9 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

UPI000011228D 2,3-Dihydroxybiphenyl dioxygenase(*) [N1938] Pseudomonas sp. KKS102

Q764R8 1,2-dihydroxynaphthalene dioxygenase(*) [N1372] Geobacillus genomosp. 3

A0A4P7YBY8 Catechol 2,3-dioxygenase(*) [N1925] Bacteria

A0A013WGN2 Catechol 1,2-dioxygenase(*) [N1919] unclassified Sphingobium

A0A0P0UWQ6 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1938] Achromobacter denitrificans

A6NA69 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. PD2

P0A109 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] root

UPI0003FE76CB catechol 2,3-dioxygenase(*) [N1949] Comamonas composti

UPI000A18E0BE catechol 2,3-dioxygenase [N1925] Neisseria dumasiana

A0A142GWV1 Uncharacterized protein [N1925] uncultured bacterium

O07296 Dioxygenase(*) [N1783] Pseudomonas

Q9KWQ8 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1947] Rhodococcus jostii RHA1

UPI00040446C0 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium japonicum

P47243 2,2',3-trihydroxybiphenyl dioxygenase(*) [N2029] Sphingomonas

P11122 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1941] Sphingomonadaceae

UPI00046471C2 glyoxalase(*) [N1241] Pseudomonas

Q842G7 Extradiol type dioxygenase(*) [N1346] Pseudomonas putida

Q397R5 Catechol 2,3-dioxygenase(*) [N1949] Burkholderia lata

UPI000A18EF8E catechol 2,3-dioxygenase [N1925] Neisseria dumasiana

Q5EFP8 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

UPI000421EAF4 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. WSM3983

Q58LY4 Catechol 2,3-dioxygenase(*) [N1949] Delftia tsuruhatensis

A0A3G8GV13 Catechol 2,3-dioxygenase [N1945] Pigmentiphaga sp. H8

UPI001009D1FF catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium guangzhouense

Q5TKZ2 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1G3HEC3 Catechol 2,3-dioxygenase [N1934] Rhodocyclales bacterium RIFCSPLOWO2_02_FULL_63_24

A0A1N6SGJ9 Catechol 2,3-dioxygenase [N1925] Marinobacterium stanieri

A0A1H1QMX9 Catechol 2,3-dioxygenase [N1925] Pseudomonas oryzae

A0A1G6UDF6 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas chengduensis

K6ZX04 Metapyrocatechase [N1925] Paraglaciecola polaris LMG 21857

A0A4R2MES8 Catechol 2,3-dioxygenase [N1925] Uruburuella suis

A0A2G1VGD8 Catechol 2,3-dioxygenase [N1925] Marinobacter guineae

O85032 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Ralstonia sp. U2

A0A2E2HU69 Catechol 2,3-dioxygenase [N1925] Pseudomonadales bacterium

UPI000691B6AF hypothetical protein(*) [N1214] Oceanicola sp. MCTG156(1a)

A0A3D4NH20 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp.

A2SI44 Metapyrocatechase [N1945] Methylibium petroleiphilum PM1

Q79F01 Dioxygenase(*) [N1938] Pseudomonas

A0A1Y5L1C9 2,3-dihydroxy-p-cumate-3,4-dioxygenase(*) [N1836] Pseudomonas putida

UPI00075DA6BF glyoxalase(*) [N1422] Burkholderia anthina

A0A1C6M2S1 Catechol 2,3-dioxygenase [N1945] Variovorax sp. HW608

Q93JW9 Catechol 2,3-dioxygenase(*) [N1934] Pseudomonas putida

Q5NSG0 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

B2DD24 Catechol 2,3-dioxygenase [N1925] Neptuniibacter sp. CAR-SF

UPI00038183B6 catechol 2,3-dioxygenase [N1945] Methyloversatilis universalis

UPI000774DC42 catechol 2,3-dioxygenase [N1934] Azotobacter vinelandii

Q6EM23 Chlorocatechol 2,3-dioxygenase(*) [N1949] Pseudomonas fluorescens

UPI0004177125 catechol 2,3-dioxygenase [N1925] Marinospirillum minutulum

Q5NSV3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q5EFP7 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas mendocina

Q5NRR5 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

UPI0001B483AE VOC family protein(*) [N1424] Brucella

A0A1Y5ESK9 Catechol 2,3-dioxygenase [N1817] Cycloclasticus sp. 44_32_T64

A0A4Q9UWG6 Catechol 2,3-dioxygenase [N1925] Azotobacter chroococcum subsp. isscasi

Q5TKY1 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1V0B345 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. S-6-2

Q5NST2 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q89JK1 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1408] Bradyrhizobium diazoefficiens

Q79EQ4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1931] Rhodococcus

A0A3F3GE09 Catechol 2,3 dioxygenase [N1934] Thauera sp. 28

UPI000517DC6C catechol 2,3-dioxygenase [N1925] Pseudomonas sp. Ant30-3

UPI00112F3E7F VOC family protein(*) [N1424] Brucella melitensis

A0A061JRJ3 Naphthalene 1,2-dioxygenase(*) [N1783] Pseudomonas stutzeri KOS6

P17262 Metapyrocatechase(*) [N1925] Proteobacteria

P95406 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

A0A151QKA4 Catechol 2,3-dioxygenase [N1945] Limnobacter sp. CACIAM 66H1

A0A348XNK9 Catechol 2,3-dioxygenase(*) [N1946] Thermus

C6KTL7 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1214] uncultured bacterium

Q9RPJ7 1,2-dihydroxynaphthalene dioxygenase ThnC(*) [N1941] Sphingopyxis

Q53034 Metapyrocatechase(*) [N2034] Rhodococcus rhodochrous

Q5TL67 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A290ZMX7 Catechol 2,3-dioxygenase [N1934] Thauera sp. K11

UPI00096BA7C0 catechol 2,3-dioxygenase [N1925] Halioglobus pacificus

S5TYZ3 Catechol 2,3-dioxygenase [N1817] Cycloclasticus zancles 78-ME

Q6EM29 Chlorocatechol 2,3-dioxygenase(*) [N1949] Pseudomonas

Q8KI40 Extradiol dioxygenase(*) [N1140] unclassified Rhodococcus

A0A0F0FLD9 Catechol 1,2-dioxygenase [N1945] Burkholderiaceae bacterium 16

A0A1Y5LF83 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus sp. NCIMB 12038

A0A013VDI7 Naphthalene 1,2-dioxygenase(*) [N1941] Bacteria

K5YJE7 Catechol 2,3-dioxygenase, LapB [N1934] Pseudomonas sp. Chol1

U3PES8 Catechol 2,3-dioxygenase [N1925] bacterium enrichment culture clone C23O2

W8GRR4 Iron-dependent extradiol dioxygenase(*) [N1868] Rhodococcus opacus

A0A1D9HAD7 Catechol 2,3-dioxygenase [N1945] Cupriavidus sp. USMAA2-4

Q5EFQ2 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonadales

A4XDU1 Glyoxalase/bleomycin resistance protein/dioxygenase(*) [N1919] Novosphingobium aromaticivorans

UPI00041E9BFA extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A2U8PS84 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium amphicarpaeae

A0A069JRS9 Glyoxalase(*) [N1344] Rhodococcus qingshengii

Q206Z1 Catechol-2,3-dioxygenase [N1925] uncultured bacterium

A0A1E2UZ54 Catechol 2,3-dioxygenase [N1945] Candidatus Thiodiazotropha endoloripes

A0A2V8JI31 Catechol 2,3-dioxygenase [N1945] Acidobacteria bacterium

A0A2D5F8W4 Catechol 2,3-dioxygenase [N1925] Haliea sp.

Q5TL02 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A366GVY0 Catechol 2,3-dioxygenase [N1925] Marinobacter pelagius

P17296 Metapyrocatechase 2(*) [N1275] Cupriavidus

Q50912 2,3-dihydroxybiphenyl dioxygenase(*) [N2043] Sphingobium

A0A317MXJ4 Catechol 2,3-dioxygenase [N1945] Plasticicumulans acidivorans

Q5TL08 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A4R6DZQ6 Catechol 2,3-dioxygenase [N1934] Azoarcus indigens

A0A1H9FP16 Catechol 2,3-dioxygenase [N1925] Amphritea atlantica

P47228 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1938] Proteobacteria

A0A1C2JV51 Catechol 2,3-dioxygenase [N1925] Pseudomonas

A0A4S4AQ44 Catechol 2,3-dioxygenase [N1934] Azoarcus sp. CC-YHH838

Q5TKZ4 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1L3FHR4 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium japonicum

UPI0004226862 catechol 2,3-dioxygenase [N1925] Haliea salexigens

Q9K5C2 BphC protein(*) [N1938] Burkholderia sp. TSN101

A0A3S7UFH0 Catechol 2,3-dioxygenase [N1934] Azoarcus sp. DN11

A0A137S1U2 Catechol 2,3-dioxygenase [N1925] Marinobacter excellens LAMA 842

Q6Q1E3 Catechol 2,3-dioxygenase(*) [N1949] Comamonas testosteroni

Q5NSV4 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q5TKW4 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q9KWI2 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1941] Sphingomonas paucimobilis

B5B1D1 3-isopropylcatechol-2,3-dioxygenase-like protein (Fragment)(*) [N1938] uncultured bacterium

A0A378WT59 Metapyrocatechase [N1925] Neisseria

UPI0008383C4B catechol 2,3-dioxygenase [N1934] Thauera butanivorans

Q126F7 Glyoxalase/bleomycin resistance protein/dioxygenase(*) [N1936] Polaromonas sp. JS666

UPI0007DA6A24 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium mungi

UPI001110B2C4 catechol 2,3-dioxygenase [N1925] Neptunomonas concharum

A0A142JRF3 Catechol 2,3-dioxygenase [N1945] Cupriavidus nantongensis

UPI0003628E55 catechol 2,3-dioxygenase [N1934] Aromatoleum toluclasticum

O69362 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus

A0A1H9MF29 Catechol 2,3-dioxygenase [N1934] Giesbergeria anulus

A0A2A5JCJ0 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus enclensis

A0A359D931 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp.

A0A4S5EMC2 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus

Q6H2J9 PhdF(*) [N1939] Mycolicibacterium vanbaalenii

F8GQK1 Metapyrocatechase DmpB [N1945] Cupriavidus necator N-1

A0A2D7V9S7 Glyoxalase(*) [N1407] Acinetobacter

A0A482LRW6 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

F5RH87 Metapyrocatechase, XylE [N1945] Methyloversatilis universalis FAM5

C6KW42 Catechol 2,3-dioxygenase(*) [N1949] uncultured bacterium

Q9ZI69 1, 2-dihydroxynaphthalene dioxygenase(*) [N1783] Pseudomonas stutzeri

A0A3E0SGN6 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus erythropolis

A0A4P6GY75 Catechol 2,3-dioxygenase [N1945] Methylibium sp. Pch-M

UPI0010AA8964 catechol 2,3-dioxygenase [N1925] Neptunomonas sp. XY-337

Q59220 Catechol 2,3-dioxygenase(*) [N1949] Ralstonia pickettii

A0A2N2QLQ7 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-7

UPI0005DA8B1B 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q52032 2,3-Dihydroxybiphenyl dioxygenase(*) [N1938] Gammaproteobacteria

A0A076EPG3 Catechol-2,3-dioxygenase(*) [N1947] Rhodococcus

P47232 Biphenyl-2,3-diol 1,2-dioxygenase 2(*) [N1750] Rhodococcus globerulus

B6EUK9 Extradiol dioxygenase(*) [N1916] Actinobacteria

UPI0005797348 catechol 2,3-dioxygenase [N1945] Cupriavidus sp. IDO

A0A1Y0BJS0 G521 [N1641] uncultured bacterium

A0A4R5LTH7 Catechol 2,3-dioxygenase [N1925] Bacteria

UPI00083DF628 catechol 2,3-dioxygenase [N1945] Candidatus Thiodiazotropha endoloripes

A6N3R1 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. ND10

A6N3Q8 Catechol 2,3-dioxygenase(*) [N1925] unclassified Pseudomonas

Q8KQ37 Catechol 2,3-dioxygenase(*) [N1925] Bacteria

V5W6K5 Catechol 2,3 dioxygenase(*) [N2024] Saccharolobus solfataricus

A0A0C4WPZ4 Catechol-2,3-dioxygenase [N1925] Azotobacter chroococcum NCIMB 8003

A0A1I7KZP1 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium arachidis

A0A2T5PS73 Catechol 2,3-dioxygenase [N1925] Pseudomonas indoloxydans

P08127 Metapyrocatechase(*) [N1925] Pseudomonas

UPI0003A9C6C0 catechol 2,3-dioxygenase [N1945] Cupriavidus sp. UYPR2.512

A0A1H8A914 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. OK095

A0A1Q4JLZ8 Glyoxalase(*) [N1344] Rhodococcus erythropolis

A0A430KPU9 Catechol 2,3-dioxygenase [N1925] Amphritea opalescens

Q5NSJ2 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A0M3AMN5 Naphthalene 1,2-dioxygenase(*) [N1941] Sphingomonadaceae

Q764S3 Catechol 2,3-dioxygenase(*) [N2044] Geobacillus genomosp. 3

UPI000464A2EE catechol 2,3-dioxygenase [N1925] Pseudomonas nitroreducens

UPI0003629B1E catechol 2,3-dioxygenase [N1945] Methyloversatilis universalis

UPI00045AE801 extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

R7WZW7 Catechol 2,3-dioxygenase [N1945] Pandoraea sp. SD6-2

A0A3D6AIF5 Catechol 2,3-dioxygenase [N1934] Oxalobacteraceae bacterium

A0A126SXL7 Catechol 2,3-dioxygenase [N1641] uncultured bacterium UPO36

A0A2T6N5L9 Catechol 2,3-dioxygenase [N1945] gamma proteobacterium symbiont of Ctena orbiculata

A0A3G2UNA7 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1941] Sphingobium yanoikuyae

Q5NSS1 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0005E257D4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q5TL65 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A4Q7NIC1 Catechol 2,3-dioxygenase [N1945] Pigmentiphaga kullae

A0A2D9BI91 Catechol 2,3-dioxygenase [N1934] Marinobacter sp.

A0A368D0E3 Catechol 2,3-dioxygenase [N1925] Pseudomonas

Q5NSV1 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1H7CI59 Catechol 2,3-dioxygenase [N1925] Pseudomonas linyingensis

Q5EFP2 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

A0A375FED0 Metapyrocatechase [N1945] Cupriavidus taiwanensis

A0A023C4M3 Catechol 1,2-dioxygenase [N1934] Pseudomonas extremaustralis 14-3 substr. 14-3b

A0A3D5DE89 Catechol 2,3-dioxygenase (Fragment) [N2019] Gammaproteobacteria bacterium

A0A1G7TRY0 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas benzenivorans

P72260 3-isopropylcatechol 2,3-dioxygenase(*) [N1931] Rhodococcus

A6EXW4 Glyoxalase/bleomycin resistance protein/dioxygenase [N1925] Marinobacter algicola DG893

UPI0006CAF449 catechol 2,3-dioxygenase [N1925] Neisseria sp. 74A18

Q9RB85 Catechol 2,3-dioxygenase(*) [N1949] Paraburkholderia sartisoli

Q75WN9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1941] Rhodococcus

A0A1Y0BHS4 F212 [N1925] uncultured bacterium

UPI0001BC9448 iron-dependent extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A1V4LVI2 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. VI4.1

A0A4R5J5S2 Catechol 2,3-dioxygenase [N1945] Cupriavidus

A0A023CGT0 Catechol 1,2-dioxygenase [N1925] Pseudomonas

A0A061JS92 Catechol 2,3 dioxygenase [N1934] Pseudomonas stutzeri KOS6

A0A1H4BQS3 Catechol 2,3-dioxygenase [N1925] Marinobacterium georgiense DSM 11526

UPI00112DE54D metapyrocatechase(*) [N1275] Cupriavidus pinatubonensis

G8ZF69 Catechol 2,3 dioxygenase (Fragment) [N1925] uncultured bacterium

UPI00069A713B glyoxalase(*) [N1344] Rhodococcus erythropolis

A0A1N6SET5 Catechol 2,3-dioxygenase [N1925] Marinobacterium stanieri

J9ZVF5 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas

A0A1Y0BIL2 G447(*) [N1938] uncultured bacterium

A0A0P7D0J9 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

UPI00083A41A7 catechol 2,3-dioxygenase [N1945] Thauera phenolivorans

UPI000459CB5B extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI000369675E catechol 2,3-dioxygenase [N1945] Thiolinea disciformis

A0A3M2RKP6 Metapyrocatechase [N1925] Marinobacter litoralis

UPI0005E57AD9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q9Z3X2 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1941] Sphingobium

Q9AEY0 2,3-dihydroxbiphenyl dioxygenase(*) [N1938] Pseudomonas sp. Cam-1

E7DDG2 Catechol 2,3-dioxygenase(*) [N1925] Planococcus sp. S5

A0A076ELC1 Extradiol dioxygenase(*) [N1868] Rhodococcus opacus

A0A2S6G782 Catechol 2,3-dioxygenase [N1925] Marinobacter persicus

A0A388RJZ9 Catechol 2,3-dioxygenase [N1945] Cupriavidus sp. P-10

A0A2N2RAP9 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-4

Q5NS54 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A126SY77 Catechol 2,3-dioxygenase [N1641] uncultured bacterium UPO47

A0A1H4H3G2 Catechol 2,3-dioxygenase [N1925] Marinobacterium georgiense DSM 11526

W8X8M6 Catechol 2,3-dioxygenase [N1934] Castellaniella defragrans 65Phen

P17297 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1938] Proteobacteria

A9XZZ5 BphC(*) [N1941] Sphingomonas sp. LH128

A6N3R0 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. ND-9

C6KTK7 Catechol 2,3-dioxygenase(*) [N1919] uncultured bacterium

A0A1T4WDG9 Catechol 2,3-dioxygenase [N1945] Thiothrix eikelboomii

B5B182 Extradiol dioxygenase DbtC-like protein (Fragment)(*) [N1920] uncultured bacterium

F3L0I9 Catechol 2,3-dioxygenase [N2021] Halieaceae bacterium IMCC3088

A0A1G8GKC1 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. Rc2d

A0A2T2PU38 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. MOS003

T5I1J9 Iron-dependent extradiol dioxygenase(*) [N1930] Rhodococcus

W9UY53 Metapyrocatechase [N1925] Nitrincola nitratireducens

A0A2P6JIW9 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. MYb185

Q9LAF9 Catechol 2,3-dioxygenase(*) [N1119] Parageobacillus thermoglucosidasius

H1S563 Catechol 2,3-dioxygenase [N1945] Cupriavidus basilensis OR16

A0A1H5FYH4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus jostii

A0A1N6SI97 Catechol 2,3-dioxygenase [N1925] Marinobacterium stanieri

UPI000BC32DEF catechol 2,3-dioxygenase [N1817] Cycloclasticus sp. PY97N

A0A089PK45 Catechol 1,2-dioxygenase [N1945] Pluralibacter gergoviae

A2SL25 Extradiol ring-cleavage dioxygenase family protein(*) [N1934] Methylibium

Q5TL01 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A430KN44 Catechol 2,3-dioxygenase [N1925] Amphritea opalescens

A0A0Q6AME8 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. Leaf396

Q38Q98 Catechol-2,3-dioxygenase (Fragment) [N1925] Pseudomonas migulae

C1B238 Extradiol dioxygenase(*) [N1930] Rhodococcus

UPI0005C54C4D glyoxalase(*) [N1422] Burkholderia cenocepacia

O32477 Meta-cleavage enzyme(*) [N2031] Pseudomonas sp.

A0A4R1Q1R6 Catechol 2,3-dioxygenase [N1925] Azotobacter chroococcum

UPI000BA2C40A catechol 2,3-dioxygenase [N1925] Pseudomonas sp. Irchel 3E13

A0A210XPI7 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas stutzeri

A0A370EJ52 3,4-dihydroxy-9,10-secoandrosta-1,3, 5(10)-triene-9,17-dione 4,5-dioxygenase(*) [N1350] Comamonas sp. AG1104

A0A0C4YLZ6 Catechol 2,3-dioxygenase [N1945] Cupriavidus basilensis

UPI00035EAC76 catechol 2,3-dioxygenase [N1934] Aromatoleum toluclasticum

A0A1Q5S0Q5 Catechol 1,2-dioxygenase(*) [N1575] Bradyrhizobium sp. AS23.2

A0A1E3CFT8 Catechol 2,3-dioxygenase [N1925] Marinobacter

A0A3F3GE33 Catechol 2,3-dioxygenase [N1934] unclassified Thauera

U2X251 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Geobacillus

A0A063Y7H9 Catechol 2,3-dioxygenase [N1925] Nitrincola lacisaponensis

O69350 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis

Q7WU98 Extradiol dioxygenase(*) [N1941] Cycloclasticus sp. A5

N6YH68 Catechol 2,3-dioxygenase, LapB [N1934] Thauera sp. 27

A0A1I5TCA2 Catechol 2,3-dioxygenase [N1934] Pseudomonas sagittaria

Q76C11 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1938] Comamonas testosteroni

I4CR80 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Pseudomonas stutzeri CCUG 29243

Q5TL43 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0006DBD7C3 Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

A0A159X4S1 Catechol 2,3-dioxygenase (Fragment) [N1925] Marinobacter sp. HA02

A0A1D7ZJW5 Biphenyl 2,3-dioxygenase(*) [N1452] Burkholderia stabilis

K0C1X9 Catechol 2,3 dioxygenase, XylE [N1817] Cycloclasticus sp. P1

A0A323V9Q5 Catechol 2,3-dioxygenase [N1934] Azoarcus communis SWub3 = DSM 12120

C6KUJ6 Catechol 2,3-dioxygenase(*) [N1949] Bacteria

A0A0F2RK34 Naphthalene 1,2-dioxygenase(*) [N1941] Hyphomonas

UPI00082E0C0C catechol 2,3-dioxygenase [N1925] Neptuniibacter

Q208M7 2,3-dihydroxybiphenyl dioxygenase(*) [N1939] Rhodococcus sp. R04

O50553 Catechol 2,3-dioxygenase(*) [N1949] Burkholderia cepacia

I7ZF24 Catechol 2,3-dioxygenase [N1945] Hydrocarboniphaga effusa AP103

UPI000774C330 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1783] Pseudomonas balearica

Q5TKZ9 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A2T6NM24 Catechol 2,3-dioxygenase [N1945] gamma proteobacterium symbiont of Ctena orbiculata

A0A231MZ68 Catechol 2,3-dioxygenase [N1925] Zobellella denitrificans

Q5TL48 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

N7A1F3 Catechol 2,3 dioxygenase [N1934] Thauera phenylacetica B4P

A0A2E9DDF6 Catechol 2,3-dioxygenase [N1925] Oceanospirillaceae bacterium

Q47CC5 Catechol 2,3-dioxygenase(*) [N1934] Dechloromonas aromatica RCB

UPI000980278C 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

H9ZRM5 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1492] Thermus thermophilus JL-18

O87625 Putative dioxygenase(*) [N1324] Pseudomonas aeruginosa

UPI000414AA0F catechol 2,3-dioxygenase [N1945] Ottowia thiooxydans

E4PKX3 Catechol 2,3-dioxygenase [N1925] Marinobacter

A0A1E9W1C9 Catechol 2,3-dioxygenase [N1925] Neisseria sp. HMSC077D05

Q9KJH7 2,4,5-trihydroxytoluene oxygenase(*) [N2038] Burkholderia cepacia

Q59708 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas putida

A0A0T9DNF4 Biphenyl-2,3-diol 1,2-dioxygenase BPHC (23OHBP oxygenase)(*) [N1868] Mycobacterium tuberculosis

Q5TKX6 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0003F74276 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium ottawaense

UPI0005E1079F 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

K6YPS7 Metapyrocatechase [N1925] Paraglaciecola arctica BSs20135

N6ZUW4 Catechol 2,3 dioxygenase [N1934] Thauera phenylacetica B4P

P74836 1,2-dihydroxynaphthalene dioxygenase(*) [N1941] Sphingobium xenophagum

Q5TL46 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A3N0C6Q1 Catechol 2,3-dioxygenase [N2020] Zhongshania sp. DSW25-10

A0A3N7AN86 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus sp. KBW08

Q2XR01 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp. KB35B

A0A3C0JFQ4 Catechol 2,3-dioxygenase [N1817] Gammaproteobacteria

A0A3A9UMQ3 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus opacus

A0A346DAQ3 Catechol 2,3-dioxygenase(*) [N1919] Sphingobium scionense

A3KCW9 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1930] Rhodococcus rhodochrous

W8HFX8 Iron-dependent extradiol dioxygenase(*) [N1930] Rhodococcus opacus PD630

UPI000B9D1110 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus

G4CN78 Metapyrocatechase [N1925] Neisseria wadsworthii 9715

Q8KRD4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1938] root

E3HXQ1 Metapyrocatechase domain protein(*) [N1324] Burkholderiales

Q5EFN6 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

Q5TKW8 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI000757C95C glyoxalase(*) [N1422] Burkholderia cepacia

P06622 Metapyrocatechase(*) [N1925] root

B5LRJ7 Catechol 2,3-dioxygenase-like protein (Fragment)(*) [N1949] uncultured bacterium

J3I1R2 Catechol 2,3 dioxygenase(*) [N1575] Bradyrhizobium sp. YR681

A0A4Q1UV41 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium betae

A0A1I5ZTE7 Catechol 2,3-dioxygenase [N1925] Pseudomonas formosensis

UPI0007C5639F catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium stylosanthis

UPI0009109BB5 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A2P7R844 Catechol 2,3-dioxygenase [N1925] Zobellella endophytica

Q5EFP0 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

A0A4S1XAE7 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. W62

H6V978 PllB(*) [N1925] Pseudomonas sp. A3(2012)

J2JGZ2 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus sp. JVH1

A0A2U1WNZ0 Catechol 2,3-dioxygenase [N1919] Azospirillum sp. TSO22-1

UPI00096A42CA biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] unclassified Rhodococcus

A0A0Q7D1L8 Catechol 2,3-dioxygenase [N1945] Methylibium sp. Root1272

C6KUC7 Catechol 2,3-dioxygenase(*) [N1925] uncultured bacterium

UPI0008A96B50 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

UPI001073F59A catechol 2,3-dioxygenase(*) [N1934] Diaphorobacter sp. DS2

A0A1I1ZN38 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. DSM 26671

A0A430MF71 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. LVM 105

O85288 Extradiol dioxygenase(*) [N2035] Sphingomonas sp. CB3

A0A1X3D6X3 Catechol 2,3-dioxygenase [N1925] Neisseria dumasiana

Q8RMH9 Catechol 2,3-dioxygenase(*) [N1919] Sphingomonas sp. KMG425

UPI000B5F8651 catechol 2,3-dioxygenase [N1925] Azotobacter chroococcum

Q5EFP1 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

A0A3S0G670 Catechol 2,3-dioxygenase [N1934] Rhodocyclaceae bacterium

G8GMD6 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas sp. PH7

A0A2T1KUV9 Catechol 2,3-dioxygenase [N1925] Marinobacter shengliensis

A0A1B1JYY4 Iron-dependent extradiol dioxygenase(*) [N1868] Rhodococcus opacus

A0A1E3C5Z0 Catechol 2,3-dioxygenase [N1925] Marinobacter adhaerens

UPI0002E1FCCF VOC family protein(*) [N1424] Brucella melitensis

A0A254TC96 Catechol 2,3-dioxygenase [N1934] Noviherbaspirillum denitrificans

UPI000BE5E042 catechol 2,3-dioxygenase [N1945] Mangrovitalea sediminis

A0A2S8ITS8 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus

UPI000C289020 catechol 2,3-dioxygenase [N1925] Marinobacter aromaticivorans

C6KUR7 Catechol 2,3-dioxygenase(*) [N2042] uncultured bacterium

P97099 2,3-dihydroxybiphenyl dioxygenase(*) [N1938] Proteobacteria

A0A2S8J6U3 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus opacus

UPI0005DD5A73 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A3R9BFI5 Glyoxalase(*) [N1422] Burkholderia cenocepacia

A0A087F6T3 Catechol 1,2-dioxygenase(*) [N1925] Pseudomonas

W5J1E1 Catechol 2,3 dioxygenase [N1925] Pseudomonas sp. M1

A0A1W6KEZ6 Metapyrocatechase [N1925] Marinobacter salarius

A6N3R2 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. PD7

A6N3R3 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. PD10

UPI00045EB423 catechol 2,3-dioxygenase [N1945] Methyloversatilis discipulorum

UPI000980F18F ring-cleaving dioxygenase(*) [N1087] Pseudomonas putida

Q3YL67 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus erythropolis

Q5EFN4 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

A0A235EW52 Catechol 2,3-dioxygenase [N1934] Thauera propionica

A0A1N7SGN6 Metapyrocatechase [N1945] Paraburkholderia piptadeniae

UPI00037123A7 catechol 2,3-dioxygenase [N1945] Paraburkholderia tuberum

C4KBD0 Catechol 2,3 dioxygenase [N1934] Thauera sp. MZ1T

Q5NSE3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A4R3UKN4 Catechol 2,3-dioxygenase [N1945] Pelomonas saccharophila

UPI000717AB22 catechol 2,3-dioxygenase(*) [N1346] Pseudomonas aeruginosa

A0A139DN99 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. T13-3

A0A1I4QY84 Catechol 2,3-dioxygenase [N1934] Marinobacter pelagius

A0A0H0ZKJ8 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1867] Micrococcaceae

Q5NS03 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q1PBL3 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

A0A1I3RBM3 Catechol 2,3-dioxygenase [N1925] Marinobacter persicus

A0A1H6ZRB3 Catechol 2,3-dioxygenase [N1934] Azotobacter beijerinckii

UPI000F853F39 catechol 2,3-dioxygenase [N1925] Marinobacter salarius

A0A1E2UMI4 Catechol 2,3-dioxygenase [N1945] Candidatus Thiodiazotropha endoloripes

UPI0009914738 catechol 2,3-dioxygenase [N1945] Chromatiaceae bacterium 2141T.STBD.0c.01a

UPI0008064249 catechol 2,3-dioxygenase [N1934] Azoarcus olearius

Q5NSS5 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0004821111 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. URHA0013

Q6N3D3 Putative catechol 2,3-dioxygenase(*) [N1948] Rhodopseudomonas palustris CGA009

A0A1H4H1Y4 Catechol 2,3-dioxygenase [N1925] Marinobacterium georgiense DSM 11526

Q6WE23 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas putida

UPI00045EBC62 catechol 2,3-dioxygenase [N1945] Methyloversatilis discipulorum

A0A2K0Y9C6 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1941] Sphingomonadaceae

A0A3S0BZE0 Catechol 2,3-dioxygenase [N1945] Burkholderiales

C6KWI2 Catechol 2,3-dioxygenase(*) [N1919] uncultured bacterium

A0A2G1VGI3 Catechol 2,3-dioxygenase [N1934] Marinobacter guineae

A0A226QK22 Catechol 2,3-dioxygenase(*) [N1119] Geobacillus galactosidasius

UPI0005E9BB4B extradiol dioxygenase(*) [N1868] Mycobacterium tuberculosis

O86906 Extradiol dioxygenase(*) [N2032] Sphingomonas sp.

J9ZVS9 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas anguilliseptica

Q51749 3-isopropylcatechol dioxygenase(*) [N1938] Pseudomonas fluorescens

A0A2E9DCJ3 Catechol 2,3-dioxygenase [N1925] Oceanospirillaceae bacterium

A0A1D2UIH3 Catechol 2,3-dioxygenase [N1945] Lautropia sp. SCN 66-9

A0A1L7N7I3 Catechol 2,3-dioxygenase [N1925] Bacteria

C6KU00 Gentisate 1,2-dioxygenase(*) [N2023] uncultured bacterium

UPI000773D561 catechol 2,3-dioxygenase(*) [N1925] Azotobacter vinelandii

A0A381B6X5 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1424] Brucella neotomae

A7LB47 Catechol 2,3-dioxygenase (Fragment) [N1925] Stenotrophomonas maltophilia

Q5TL63 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A0M2L9J8 Catechol 1,2-dioxygenase(*) [N1949] Comamonas thiooxydans

UPI0005DEEC09 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q5TL17 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A1E2ZIE9 Metapyrocatechase [N1945] Candidatus Thiodiazotropha endolucinida

Q938R8 1,2-dihydroxyhaphthalene dioxygenase(*) [N1783] Pseudomonas fluorescens

UPI000A197943 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium canariense

A0A2T2QMB2 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. MOS002

Q59709 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas putida

Q59693 Catechol 2,3-dioxygenase II(*) [N1949] Pseudomonas putida

Q5NSI4 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

E2J146 Catechol 2,3 dioxygenase (Fragment) [N1925] uncultured bacterium

Q5NSE7 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0001B58EB8 VOC family protein(*) [N1424] Brucella melitensis

A0A257DC65 Catechol 2,3-dioxygenase [N1945] Burkholderiales bacterium PBB1

UPI00083B85DB catechol 2,3-dioxygenase [N1934] Thauera phenolivorans

UPI000D312A20 catechol 2,3-dioxygenase [N1925] Neisseria wadsworthii

UPI0007BBF67F biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus sp. EPR-134

A0A1D3K8U4 Metapyrocatechase [N1925] Bacteria

A0A3D0SZE4 Catechol 2,3-dioxygenase [N1925] Alteromonadaceae

UPI000382397E catechol 2,3-dioxygenase [N1945] Methyloversatilis discipulorum

UPI00047757FE catechol 2,3-dioxygenase [N1925] Dasania marina

P95407 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas aeruginosa

A3KCV5 2, 3-dihydroxybiphenyl 1, 2-dioxygenase(*) [N1930] Rhodococcus rhodochrous

UPI000382C3B1 catechol 2,3-dioxygenase [N1925] Amphritea japonica

J9ZVF7 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas stutzeri

A0A3B9PPF4 Catechol 2,3-dioxygenase [N1934] Thauera sp.

A0A0Q7LHG5 Catechol 2,3-dioxygenase [N1945] Variovorax sp. Root473

A0A2W7NWY9 Catechol 2,3-dioxygenase [N1945] Cupriavidus

UPI0006BB4726 biphenyl-2,3-diol 1,2-dioxygenase(*) [N1941] Rhodococcus opacus

A0A1V9V3S0 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1932] Pseudomonas sp. Bc-h

UPI00048A17F1 catechol 2,3-dioxygenase [N1925] Marinobacterium jannaschii

Q5SJP6 Homoprotocatechuate 2,3-dioxygenase(*) [N1492] Thermus thermophilus HB8

A0A1B1YQX5 Catechol 2,3-dioxygenase [N1641] Immundisolibacter cernigliae

A0A0P7L1D2 Catechol 1,2-dioxygenase [N1925] Neisseria sp. 83E34

O32376 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1938] Comamonas testosteroni

Q9ZNP0 Catechol 2,3-dioxygenase(*) [N1949] Comamonas testosteroni

A0A2P8ETQ8 Catechol 2,3-dioxygenase [N1925] Marinobacterium halophilum

Q38Q97 Catechol-2,3-dioxygenase (Fragment) [N1925] Pseudomonas oryzihabitans

UPI00104512D6 catechol 2,3-dioxygenase [N1945] Pigmentiphaga sp. D-2

UPI000F0BA2D2 catechol 2,3-dioxygenase [N1925] Haliea alexandrii

UPI0009D6EEF4 glyoxalase(*) [N1344] Rhodococcus erythropolis

A0A2A4PKZ0 Catechol 2,3-dioxygenase [N1817] Piscirickettsiaceae bacterium

Q7M0R8 Catechol 2,3-dioxygenase [N1945] Cupriavidus necator

A0A2N1HY72 Catechol 2,3-dioxygenase [N1925] Glaciecola sp. 33A

Q5TKZ7 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI000F56DF06 glyoxalase(*) [N1422] Burkholderia cenocepacia

A0A3D9R6M1 3,4-dihydroxy-9,10-secoandrosta-1,3, 5(10)-triene-9,17-dione 4,5-dioxygenase(*) [N1868] Rhodococcus wratislaviensis

Q93CN9 Extradiol dioxygenase DbtC(*) [N1920] Burkholderia sp. DBT1

A0A291HRZ0 Catechol 2,3-dioxygenase [N1925] Zobellella denitrificans

A0A350RWX7 Catechol 2,3-dioxygenase [N1925] Proteobacteria

UPI0005A83CD0 catechol 2,3-dioxygenase [N1925] Aeromonas simiae

A0A022GPS8 Catechol 1,2-dioxygenase [N1945] Cupriavidus sp. SK-4

A0A350RW96 Catechol 2,3-dioxygenase [N1925] Gammaproteobacteria

A0A1H9BHJ8 Catechol 2,3-dioxygenase [N1934] Solimonas aquatica

P95571 3-isopropylcatechol-2,3-dioxygenase(*) [N1938] Pseudomonas sp. JR1

A0A4S4A8T5 Catechol 2,3-dioxygenase [N1934] Azoarcus sp. CC-YHH848

N6YC39 Catechol 2,3-dioxygenase, LapB [N1934] Thauera sp. 63

A0A083UEJ2 Catechol 1,2-dioxygenase(*) [N1925] Pseudomonas

Q8KLV4 Catechol 2,3-dioxygenase PheB(*) [N1925] Pseudomonas

C6KVJ4 Catechol 2,3-dioxygenase(*) [N1214] uncultured bacterium

UPI0006A69EAF Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

Q9Z417 Catechol 2,3-dioxygenase(*) [N1949] Pseudomonas putida

UPI000F84FA8C catechol 2,3-dioxygenase [N1925] Marinobacter salarius

UPI00037198EC catechol 2,3-dioxygenase [N1945] Arhodomonas aquaeolei

Q479G3 Catechol 2,3-dioxygenase [N1934] Dechloromonas aromatica RCB

A0A2T5PLU2 Catechol 2,3-dioxygenase [N1925] Pseudomonas indoloxydans

A0A1I4BUN4 Catechol 2,3-dioxygenase [N1934] Azotobacter beijerinckii

Q8CZD4 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Oceanobacillus iheyensis HTE831

A0A081FZH3 Catechol 2,3-dioxygenase [N1925] Marinobacterium sp. AK27

A0A2U0AHW5 Catechol 2,3-dioxygenase [N1945] gamma proteobacterium symbiont of Ctena orbiculata

A0A1X3CRE3 Catechol 2,3-dioxygenase [N1925] Neisseria zoodegmatis

A0A410VGS6 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium guangdongense

Q1YSJ8 Glyoxalase/bleomycin resistance protein/dioxygenase [N1925] gamma proteobacterium HTCC2207

A0A1L7NN73 Catechol 2,3-dioxygenase [N1925] Pseudomonas putida

O68311 Catechol 2,3-dioxygenase(*) [N2022] Geobacillus

A0A0C3MJC0 Catechol 2,3 dioxygenase [N1934] Thauera

UPI0005DE4263 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

A0A1I4PGU9 Catechol 2,3-dioxygenase [N1925] Marinobacter zhejiangensis

A0A1Y0BCA0 C871 [N1925] uncultured bacterium

Q13JI0 Glyoxalase family protein(*) [N1936] Paraburkholderia xenovorans LB400

A0A2T4IIY2 Catechol 2,3-dioxygenase [N1934] Thauera sp. D20

A0A1H1XPR8 Catechol 2,3-dioxygenase [N1925] Pseudomonas oryzae

Q5TL54 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1E7TZ59 Catechol 2,3-dioxygenase [N1945] Variovorax boronicumulans

N6YAB1 Catechol 2,3-dioxygenase [N1934] Thauera sp. 27

J1REU2 3,4-DHSA dioxygenase(*) [N1868] unclassified Rhodococcus

A0A2A4AVQ2 Catechol 2,3-dioxygenase [N1925] Pseudomonas pelagia

UPI0006B8CA12 catechol 2,3-dioxygenase(*) [N1925] Pseudomonas stutzeri

A0A4R1GET7 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Anoxybacillus amylolyticus

C1DMT3 Catechol 2,3 dioxygenase, XylE(*) [N1925] Azotobacter vinelandii

A0A136HF72 Catechol 2,3-dioxygenase [N1925] Neptuniibacter sp. Phe_28

N6XNI6 Catechol 2,3 dioxygenase [N1934] unclassified Thauera

Q51976 2,3-dihydroxy-p-cumate dioxygenase(*) [N1836] Pseudomonas

UPI000F857227 catechol 2,3-dioxygenase [N1925] Marinobacter salarius

UPI001008F422 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium zhanjiangense

A0A1S5QLW7 Catechol 2,3-dioxygenase [N1925] uncultured bacterium

Q4F8I4 SalC [N1925] Pseudomonas oleovorans

Q5TKZ0 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0004BC4F15 catechol 2,3-dioxygenase(*) [N1575] unclassified Bradyrhizobium

X0Q197 Putative extradiol dioxygenase(*) [N1868] Rhodococcus wratislaviensis

A6N3Q6 Catechol 2,3-dioxygenase(*) [N1925] Bacteria

A0A0H5NG23 Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1023] Nocardia farcinica

C0G8S7 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Brucella

U0EMM8 Iron-dependent extradiol dioxygenase(*) [N1930] Rhodococcus

A0A2U8QAE0 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium symbiodeficiens

A0A140IDG3 Catechol 2,3-dioxygenase [N1934] Thauera humireducens

Q0K3T1 Catechol 2,3-dioxygenase [N1945] Cupriavidus necator H16

Q5EFQ6 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

UPI000FD22329 catechol 2,3-dioxygenase(*) [N1925] Pseudomonas aeruginosa

Q4U516 Catechol 2,3-dioxygenase(*) [N1941] Rhodococcus sp. YU6

UPI00101A6AD7 catechol 2,3-dioxygenase [N1945] Paraburkholderia dokdonella

P47233 Biphenyl-2,3-diol 1,2-dioxygenase 3(*) [N2027] Rhodococcus globerulus

Q5TKY9 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

J9ZX76 Catechol 2,3-dioxygenase [N1945] unclassified Limnobacter

Q9KWM6 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1750] Rhodococcus

A0A3S8ND40 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. N4

Q5EFN9 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

Q5NSQ9 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0003FB791E catechol 2,3-dioxygenase [N1925] Oceanospirillum maris

A0A0M2RUD2 Catechol 2,3-dioxygenase [N1925] Pseudomonas stutzeri

Q84E90 Catechol 2,3 dioxygenase (Fragment)(*) [N1925] Pseudomonas sp. 3YdBTEX2

Q5NST9 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0003691FB3 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium japonicum

UPI000CE451E0 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1783] Pseudomonas kunmingensis

UPI0010A483A0 catechol 2,3-dioxygenase [N1934] Herbaspirillum sp. ST 5-3

UPI0004C2C558 biphenyl-2,3-diol 1,2-dioxygenase(*) [N1930] Rhodococcus erythropolis

A0A3Q9D8W2 Catechol 2,3-dioxygenase [N1925] Pseudomonas poae

A0A402CMN5 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus

Q9LC87 Extradiol dioxygenase(*) [N1939] Nocardioides sp. KP7

UPI0003B79654 catechol 2,3-dioxygenase [N1925] Spongiibacter tropicus

Q9FAE3 Meta-cleavage enzyme in steroid degradation(*) [N1350] Comamonas testosteroni

UPI0006A69EB5 Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

J9ZVW2 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas migulae

Q206Z0 Catechol-2,3-dioxygenase(*) [N1925] uncultured bacterium

O06646 2,3-dihydroxybiphenyl-1,2-dioxygenase(*) [N1241] Pseudomonas nitroreducens

Q5TL07 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A099S0N7 Catechol 1,2-dioxygenase [N1934] Pseudomonas sp. HMP271

UPI00096B86C2 catechol 2,3-dioxygenase [N1925] Halioglobus pacificus

UPI0005E20EE3 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q5TL41 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1I4AL18 Catechol 2,3-dioxygenase [N1925] Azotobacter beijerinckii

Q5NSS8 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI000E303418 catechol 2,3-dioxygenase [N1925] Zobellella maritima

A0A4R8MJK6 Catechol 2,3-dioxygenase-like lactoylglutathione lyase family enzyme(*) [N1257] Streptomyces coelicolor

A0A4V2KT45 Catechol 2,3-dioxygenase [N1925] Azotobacter chroococcum

A0A1H2XUK6 Catechol 2,3-dioxygenase [N1925] Marinobacter mobilis

B7TQN3 Catechol 2,3-dioxygenase (Fragment) [N1925] Pseudomonas sp. SA01

UPI0003F5473A catechol 2,3-dioxygenase [N1919] Azospirillum halopraeferens

Q59720 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp.

UPI0011092F8B catechol 2,3-dioxygenase [N1945] Limnobacter alexandrii

Q5TKU1 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

A0A290ZQS4 Catechol 2,3-dioxygenase [N1945] Thauera sp. K11

A0A2N1YS03 Catechol 2,3-dioxygenase(*) [N1925] Gammaproteobacteria bacterium HGW-Gammaproteobacteria-13

A0A3S0FCA9 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobiaceae bacterium

Q3V5L8 Catechol 2,3-dioxygenase [N1925] Pseudomonas stutzeri

A0A2G2JV79 Catechol 2,3-dioxygenase [N1925] Leeuwenhoekiella sp.

J9ZVX7 Catechol 2,3-dioxygenase [N1945] Limnobacter

A0A2V8KEL3 Catechol 2,3-dioxygenase [N1945] Acidobacteria bacterium

D8D7B5 Catechol 2,3-dioxygenase(*) [N1949] Comamonas thiooxydans

Q9ZAY0 Catechol 2,3-dioxygenase(*) [N1919] Sphingomonas sp. A8AN3

Q5NSQ2 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI000B7A1416 catechol 2,3-dioxygenase [N1934] Vitreoscilla filiformis

A6YNL8 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. PD9

A0A1I5ZCT9 Catechol 2,3-dioxygenase [N1925] Pseudomonas sagittaria

A0A3D3S3Z8 Catechol 2,3-dioxygenase [N1641] Gammaproteobacteria bacterium

A0A3G2UPV3 Catechol 2,3-dioxygenase(*) [N1919] Sphingobium yanoikuyae

Q5TKV9 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

Q5NSV0 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q44048 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1867] Arthrobacter globiformis

A0A081G3G4 Catechol 2,3-dioxygenase [N1925] Marinobacterium sp. AK27

A0A0S2UNZ0 Catechol 2,3-dioxygenase XylE(*) [N1925] Pseudomonas stutzeri

Q5TL76 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q5EFQ4 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

Q5NSU3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A2A5JHM9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus enclensis

A0A2A4WHM7 Catechol 2,3-dioxygenase [N1817] Piscirickettsiaceae bacterium

Q1J3T1 3,4-dihydroxyphenylacetate 2,3-dioxygenase HpaD(*) [N2028] Deinococcus geothermalis DSM 11300

A0A402CE84 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus wratislaviensis

A0A0F2QUY6 Catechol 1,2-dioxygenase [N1925] Pseudomonas sp. BRH_c35

Q5TL39 Catechol 2,3-dioxygenase (Fragment)(*) [N1925] uncultured bacterium

UPI00075100EE catechol 2,3-dioxygenase [N1945] Cupriavidus basilensis

A0A3D2Y008 Catechol 2,3-dioxygenase [N1925] Alteromonadaceae

A0A1H6YTW4 Catechol 2,3-dioxygenase [N1934] Pseudomonas linyingensis

A0A1H6S8H3 Catechol 2,3-dioxygenase [N1925] Pseudospirillum japonicum

Q7WYF5 Catechol 2,3-dioxygenase(*) [N1934] Pseudomonas alkylphenolica

Q1PBL5 Catechol 2,3-dioxygenase(*) [N1925] uncultured bacterium

A0A069JBJ6 Extradiol dioxygenase(*) [N1930] Rhodococcus

A0A317DXS3 Catechol 2,3-dioxygenase [N1934] Zavarzinia sp. HR-AS

Q6RCJ8 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] unclassified Sphingomonas

Q5TKZ3 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q1PBL6 Catechol 2,3-dioxygenase(*) [N1925] uncultured bacterium

Q5TKU7 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

Q5NSS7 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

R8B3J3 Catechol 2,3-dioxygenase [N1925] Marinobacter lipolyticus SM19

UPI000D7376A8 biphenyl 2,3-dioxygenase(*) [N1408] Bradyrhizobium diazoefficiens

C0ZTB3 Extradiol dioxygenase(*) [N1930] Rhodococcus erythropolis PR4

Q70UQ2 Catechol 2,3-dioxygenase (Fragment)(*) [N1925] Pseudomonas stutzeri CLN100

Q5NSV2 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A1M5ZY87 Catechol 2,3-dioxygenase [N1934] Candidimonas bauzanensis

T0AYT5 Catechol 2,3 dioxygenase [N1934] Thauera terpenica

A0A260H9Z5 Extradiol ring-cleavage dioxygenase(*) [N1947] Rhodococcus sp. 05-340-1

A0A1D9GNE9 Catechol 2,3-dioxygenase [N1925] Marinobacter salinus

A0A212T2F0 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. es.048

A0A4Q0RDV1 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium guangzhouense

A0A069JIE3 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus

UPI000695ABE7 glyoxalase(*) [N1344] Rhodococcus erythropolis

P27887 Metapyrocatechase(*) [N1925] Bacteria

Q5TKV8 Catechol 2,3-dioxygenase (Fragment)(*) [N1949] uncultured bacterium

A0A2E8C327 Catechol 2,3-dioxygenase [N1925] Pseudomonadales bacterium

A0A348SEZ6 Catechol 2,3-dioxygenase [N1925] Pseudomonas sp.

C6KUJ4 Catechol 2,3-dioxygenase(*) [N1934] uncultured bacterium

A0A2N2RG46 Catechol 2,3-dioxygenase [N1934] Betaproteobacteria bacterium HGW-Betaproteobacteria-4

UPI000B44997A VOC family protein(*) [N1424] Brucella melitensis

A0A196Q8R6 Catechol 2,3-dioxygenase [N1925] Marinobacter sp. EhN04

O24828 Catechol 2,3-dioxygenase(*) [N1925] Acinetobacter sp. YAA

Q7M0R7 Catechol 2,3-dioxygenase(*) [N1925] Achromobacter xylosoxidans

A0A149ZMA9 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Rhodococcus sp. LB1

Q5EFN5 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas fluorescens

W7WD94 Metapyrocatechase [N1945] unclassified Methylibium

P31003 Metapyrocatechase(*) [N1946] Geobacillus stearothermophilus

Q1HBI6 Catechol-2,3-dioxygenase(*) [N1925] Pseudomonas

A0A1B2UL63 Biphenyl 2,3-dioxygenase(*) [N1916] Rhodococcus sp. p52

UPI00084145DD biphenyl 2,3-dioxygenase(*) [N1452] Burkholderia lata

A0A1I5ZDK3 Catechol 2,3-dioxygenase [N1925] Pseudomonas sagittaria

Q5NSE0 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

O69358 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1344] Rhodococcus erythropolis

UPI0004212DF0 catechol 2,3-dioxygenase [N1925] Neptunomonas japonica

A0A2S7FLR9 Catechol 2,3-dioxygenase [N1925] Pseudomonas oleovorans

Q52264 3-methylcatechol 2,3-dioxygenase(*) [N1949] Proteobacteria

A0A2K2G0F9 Catechol 2,3-dioxygenase(*) [N1919] Novosphingobium guangzhouense

UPI00057118E5 catechol 2,3-dioxygenase [N1945] Comamonadaceae

UPI0007846A0C catechol 2,3-dioxygenase [N1945] Variovorax boronicumulans

A0A257XHG4 Catechol 2,3-dioxygenase [N1945] Methyloversatilis sp. 12-65-5

Q79BB1 Catechol 1,2-dioxygenase(*) [N1919] Sphingomonadaceae

UPI0005DFFF0D 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q5TL19 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

T1WJ05 Catechol-2,3-dioxygenase(*) [N1925] Bacteria

Q5TL16 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

A0A1I5HJV8 Catechol 2,3-dioxygenase [N1945] unclassified Variovorax

Q52533 PcbC(*) [N2036] Pseudomonas sp.

Q9XDW0 PsbC2(*) [N2041] Rhodopseudomonas palustris

A0A2E5THE6 Catechol 2,3-dioxygenase [N1925] Spongiibacter sp.

A0A1H6BUI8 Catechol 2,3-dioxygenase [N1925] Pseudomonas

Q9KWI1 Catechol 2,3-dioxygenase CatA(*) [N1919] Sphingomonas

Q04285 Metapyrocatechase(*) [N1925] Bacteria

A0A2E5SQE0 Catechol 2,3-dioxygenase [N1925] Marinobacter sp.

UPI000DA6B322 catechol 2,3-dioxygenase [N1925] Pseudomonas huaxiensis

A0A2D7VPK1 Catechol 2,3-dioxygenase [N1925] Flavobacteriaceae bacterium

UPI0003801E18 catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium sp. WSM4349

UPI000E14D9AD catechol 2,3-dioxygenase [N1945] Cupriavidus taiwanensis

UPI0010A9BD83 catechol 2,3-dioxygenase [N1925] Marinobacter salsuginis

Q5NSV6 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

T1WI73 Catechol-2,3-dioxygenase (Fragment)(*) [N1925] Pseudomonas sp. HB02

UPI00110E646D catechol 2,3-dioxygenase [N1934] Thauera sp. UPWRP

A0A328CKW1 Glyoxalase(*) [N1344] Rhodococcus sp. AQ5-07

Q9Z428 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas

UPI00081BE08D VOC family protein(*) [N1424] Brucella melitensis

A0A4Q4IT90 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1941] Sphingobium fuliginis

Q9ZAY3 Catechol 2,3-dioxygenase(*) [N1919] Sphingomonas sp. A8AN3

Q5TL88 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

A0A2N1X1F9 Catechol 2,3-dioxygenase [N1925] Gammaproteobacteria

A0A290ZJW2 Catechol 2,3-dioxygenase [N1934] Thauera sp. K11

Q1PBL4 Catechol 2,3-dioxygenase [N1925] uncultured bacterium

A0A2P8ETW6 Catechol 2,3-dioxygenase [N1925] Marinobacterium halophilum

Q9L780 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas sp. S-47

C1DN75 Catechol 2,3-dioxygenase, LapB [N1934] Azotobacter vinelandii

B5B1B3 3-isopropylcatechol-2,3-dioxygenase-like protein (Fragment)(*) [N1938] uncultured bacterium

A0A1W6KAQ2 Metapyrocatechase [N1925] Marinobacter salarius

P08695 Biphenyl-2,3-diol 1,2-dioxygenase(*) [N1938] Pseudomonadales

UPI000181CCE9 1,2-dihydroxynaphthalene dioxygenase(*) [N1783] Pseudomonas sp. C18

A0A0C5JYL6 Catechol 2,3-dioxygenase [N1945] Pandoraea vervacti

A0A1I4KRR9 Catechol 2,3-dioxygenase [N1925] Marinobacter zhejiangensis

Q5TL21 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

UPI0002CF61B6 VOC family protein(*) [N1424] Brucella suis

Q45459 Catechol 1,2-dioxygenase(*) [N1919] Bacteria

A0A0K2H7D7 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1948] Geobacillus stearothermophilus 10

B5LRG1 Catechol 2,3-dioxygenase-like protein (Fragment)(*) [N1949] uncultured bacterium

Q5NSJ3 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

N6YS16 Catechol 2,3 dioxygenase [N1934] Thauera linaloolentis 47Lol = DSM 12138

A0A1A9K7T1 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1783] Pseudomonas

A0A1A9KDU7 Catechol 2,3-dioxygenase [N1925] Pseudomonas citronellolis

Q9KWQ5 Iron-dependent extradiol dioxygenase(*) [N1868] Rhodococcus jostii RHA1

O51853 3-isopropylcatechol dioxygenase(*) [N1938] Pseudomonas putida

UPI001121B355 catechol 2,3-dioxygenase [N1925] Emcibacter nanhaiensis

Q5NSI1 Catechol 2,3-dioxygenase (Fragment)(*) [N1919] uncultured bacterium

UPI0006A69EA8 Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

O69355 2,3-dihydroxybiphnyl 1,2-dioxygenase(*) [N1916] Rhodococcus erythropolis

A0A4S4JR03 Catechol 2,3-dioxygenase [N1934] Pseudomonas sp. A-1

J1RBG9 Biphenyl-2,3-diol 1,2-dioxygenase 2(*) [N1750] Rhodococcus sp. JVH1

Q5NSQ4 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

Q8KTH7 Biphenyl-2,3-diol-1,2-dioxygenase(*) [N1350] Comamonas testosteroni

A4JW20 Catechol 2,3-dioxygenase(*) [N1949] Burkholderia vietnamiensis G4

UPI000BFA9812 catechol 2,3-dioxygenase [N1925] Marinobacter sp. LV10MA510-1

A0A2P8ETT3 Catechol 2,3-dioxygenase [N1925] Marinobacterium halophilum

O69351 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1750] Rhodococcus erythropolis

D6EJJ6 Oxidoreductase(*) [N1257] Streptomyces

UPI000CE441BF catechol 2,3-dioxygenase [N1925] Pseudomonas kunmingensis

A0A1U9JR12 Catechol 2,3-dioxygenase [N1934] Aquaspirillum sp. LM1

Q9K4R9 3-alkylcatechol-2,3-dioxygenase EbdC(*) [N1938] Pseudomonas putida

C0ZPY7 Extradiol dioxygenase(*) [N1868] Rhodococcus

A0A1C3UKS2 Catechol 2,3-dioxygenase(*) [N1575] Bradyrhizobium shewense

C6KTZ2 2,3-dihydroxybiphenyl-1,2-dioxygenase(*) [N2037] uncultured bacterium

Q5TL45 Catechol 2,3-dioxygenase (Fragment)(*) [N1945] uncultured bacterium

UPI0003A4A9E9 3,4-dihydroxyphenylacetate 2,3-dioxygenase(*) [N1492] Thermus thermophilus

A0A1Y0BGU6 B508 [N1641] uncultured bacterium

UPI0005E660E5 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1868] Mycobacterium tuberculosis

Q45135 Homoprotocatechuate 2,3-dioxygenase(*) [N1867] Brevibacterium fuscum

UPI00111B4080 catechol 2,3-dioxygenase [N1945] Variovorax sp. KBS0712

A0A4Q0RT27 Catechol 1,2-dioxygenase(*) [N1575] Bradyrhizobium nanningense

UPI000412CC8A catechol 2,3-dioxygenase [N1925] Marinobacterium litorale

Q9RAF2 Catechol 2,3-dioxygenase(*) [N1945] Ralstonia sp. KN1

A0A482LPJ4 Catechol 2,3-dioxygenase (Fragment) [N1925] uncultured bacterium

Q4F874 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1344] Rhodococcus erythropolis

A0A1H7D2E7 Catechol 2,3-dioxygenase [N1925] Pseudomonas linyingensis

A5HMH3 Catechol 2,3-dioxygenase(*) [N1949] root

UPI0002CE7386 VOC family protein(*) [N1424] Brucella suis

O82818 Catechol 2,3-dioxygenase(*) [N1925] Pseudomonas stutzeri

A0A1R3Y552 3,4-dhsa dioxygenase(*) [N1868] Mycobacterium tuberculosis variant bovis AF2122/97

UPI0008159D23 catechol 2,3-dioxygenase [N1945] Cupriavidus alkaliphilus

A0A069JCN4 2,3-dihydroxybiphenyl 1,2-dioxygenase(*) [N1930] Rhodococcus

J2JB80 Glyoxalase/Bleomycin resistance protein/Dioxygenase superfamily protein(*) [N1947] Rhodococcus sp. JVH1

Q5TL37 Catechol 2,3-dioxygenase (Fragment)(*) [N1925] uncultured bacterium

U3PGP1 Catechol 2,3-dioxygenase [N1925] bacterium enrichment culture clone C23O1

A0A0T9C5J6 Biphenyl-2,3-diol 1,2-dioxygenase BPHC (23OHBP oxygenase)(*) [N1868] Mycobacterium tuberculosis

A0A317N4W5 Catechol 2,3-dioxygenase [N1925] Halomonas sp. A11-A

A6EWM1 Glyoxalase/bleomycin resistance protein/dioxygenase [N1925] Marinobacter algicola DG893

Q9AH38 Putative hydroquinone meta cleavage dioxygenase(*) [N1087] Pseudomonas putida

A0A228GIK7 Biphenyl 2,3-dioxygenase(*) [N1452] Burkholderia sp. AU15512

UPI0002E649C3 catechol 2,3-dioxygenase(**) [N1925] Pseudomonas stutzeri

UPI00112F6A42 VOC family protein(*) [N1424] Brucella melitensis

UPI000F4A5206 catechol 2,3-dioxygenase [N1925] Alteromonas oceani

A0A1H1PKI7 Catechol 2,3-dioxygenase [N1934] Pseudomonas oryzae

A0A1H1QQ86 Catechol 2,3-dioxygenase [N1925] Pseudomonas oryzae

O87474 Trihydroxytoluene oxygenase(*) [N2039] Burkholderia cepacia

I2QAP6 Catechol 2,3 dioxygenase(*) [N1575] Bradyrhizobium sp. WSM1253

A0A1Y0BDK0 D571 [N1641] uncultured bacterium

UPI00048775C2 catechol 2,3-dioxygenase [N1925] Marinospirillum insulare


