AOA3B7DGU2 Cytochrome P450 [N969] Aeromicrobium sp. Al1-2
AOAOM4Q4Q0 Cytochrome P450 [N969] Pseudonocardia sp. AL041005-10
— AOA1B9CYUS5 Cytochrome [N969] Mycolicibacterium
Q5K1Y4 Putative cytochrome P450 alkane hydroxylase 1 (Fragment)(*) [N969] Rhodococcus erythropolis
Q3L9B0 Cytochrome P450(*) [N969] Rhodococcus erythropolis PR4
T5HZQ2 Cytochrome P450 [N969] Bacteria

AOA3SORU71 Cytochrome P450 [N969] Mycolicibacterium sp.

AOALNOPR97 Putative Linalool 8-monooxygenase [N969] Mycobacteroides abscessus subsp. abscessus
UPI0O00769ADA4C cytochrome P450 [N969] Mycolicibacterium mucogenicum

L8DBR6 Putative cytochrome P450 [N969] Rhodococcus sp. AW25M09

AOA259YPM3 Cytochrome P450 [N969] Rhodococcus sp. 06-469-3-2

UPI00050C5643 cytochrome P450 [N969] Rhodococcus

AOA3MOHP43 Cytochrome P450 [N969] unclassified Rhodococcus

AOA260MNF5 Cytochrome P450 [N969] Rhodococcus sp. 05-2254-4

F6EL57 Cytochrome P450 [N969] Hoyosella subflava DQS3-9A1

UPI000674C20E cytochrome P450 [N969] Hoyosella subflava

L AOA365P441 Cytochrome P450 [N969] Dietzia maris
AOA199ASP7 Cytochrome [N969] Bacteria
AOA4R1E0Z8 Cytochrome P450 [N969] Dietzia
AOA1E3RWEY Cytochrome [N969] Dietzia alimentaria
AOA022L8U2 Cytochrome P450 [N969] Bacteria

AOA1X0CO002 Cytochrome(*) [N969] Mycolicibacterium celeriflavum
— -l AOA172UJF1 Cytochrome(*) [N969] Mycobacteriaceae
UPIO0O0EB3B220 cytochrome P450 [N969] Nocardioides sp. SZ4R5S7
AOA4P7IMS7 Cytochrome P450 [N969] Nocardioides seonyuensis
AOA1I0VFG7 Cytochrome P450 [N969] Nocardioides alpinus

AOA1A9GMRS6 Linalool 8-monooxygenase [N969] Nocardioides
UPIO009FDDA428 cytochrome P450 [N969] Nocardioides dokdonensis
L i AOAOB5A242 Cytochrome P450 [N969] Dietzia

AOA4R1EA93 Cytochrome P450 [N969] Dietzia
1 A0A2E8Z4Y3 Cytochrome P450 [N969] Nocardioides sp.

AOA1Q9UVP4 Cytochrome [N969] Saccharomonospora sp. CUA-673
H5X733 Cytochrome P450 [N969] Saccharomonospora marina XMU15
AO0A2V4ADH9 Cytochrome [N969] Pseudonocardiaceae

B2HGN5 Cytochrome P450 153A16 Cyp153A16 [N969] Mycobacteriaceae

AOA1E7Y5G9 Cytochrome [N969] Mycolicibacterium sp. (ex Dasyatis americana)
AOA101BFH5 Cytochrome [N969] Mycobacteriaceae

Q33DS7 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] uncultured bacterium
AOA1B8SFAS5 Cytochrome P450 [N969] Mycolicibacter kumamotonensis
AOA1X1TDD5 Cytochrome [N969] Mycolicibacterium doricum
UPIO0035E2DB4 cytochrome P450 [N969] Jongsikchunia kroppenstedtii
AOA1AOXIAO Cytochrome [N969] Gordonia

AOA290XKJ7 Cytochrome P450 [N969] Gordonia
AOA1H4USJ1 Cytochrome P450 [N969] Tsukamurella
AOA4U9SS79 Linalool 8-monooxygenase [N969] Terrabacteria group
A9CMS7 Cytochrome P450 alkane 1-monooxygenase [N969] Gordonia sp. TF6
- UPIO0056BDDEO cytochrome P450 [N969] Nocardioides sp. CF8
UPIO0090CD9A1 cytochrome P450 [N969] Mycobacterium avium complex (MAC)

Q5K1Y1 Putative cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] Mycobacterium paraffinicum
D2K2F1 Cytochrome P450 [N969] Mycolicibacterium chubuense NBB4

G8RXP7 Cytochrome P450 [N969] Mycolicibacterium rhodesiae NBB3
UPIO005E2204B cytochrome P450(*) [N969] Mycobacteroides abscessus
AOA1X2EUXO0 Cytochrome(*) [N969] Mycolicibacterium wolinskyi

AOA3SOTHQ1 Cytochrome P450(*) [N969] Mycobacterium sp.

AOA099CR99 Cytochrome P450(*) [N969] Mycolicibacterium rufum
UPI000563038B cytochrome P450(**) [N969] Mycolicibacterium austroafricanum
AOA2NBLEZ1 Cytochrome P450(*) [N969] Mycobacterium sp. ENV421
UPIO00F62B51B cytochrome P450(*) [N969] Mycobacterium sp. P7213
UPI000929A5A0 cytochrome P450(*) [N969] Mycobacteroides abscessus
AOAQU1DRT1 Cytochrome(*) [N969] Mycobacteriaceae

AOA2K4YCX9 Cytochrome P450(*) [N969] Mycobacterium ahvazicum

D5P513 Unspecific monooxygenase [N969] Mycobacteriaceae

AOAO0J6WFOO Linalool 8-monooxygenase(*) [N969] Mycolicibacterium chlorophenolicum
AOA1A2D4L3 Cytochrome(*) [N969] Mycobacteriaceae

AOA1A3Q8Y8 Cytochrome(*) [N969] Mycobacterium sp. 1245111.1

AOA4U6P8HO Cytochrome P450(*) [N969] Mycobacteriaceae

AOA375Z1C5 Cytochrome P450 [Gordonia sp. KTR9](*) [N969] Mycobacterium shimoidei
- UPI000318BB68 cytochrome P450(*) [N969] Mycobacterium avium

AOA100WV31 Cytochrome P450 [N969] Mycobacteriaceae

AOA1S1M452 Cytochrome(*) [N969] Mycobacteroides chelonae

AOA0Q7QIF4 Cytochrome [N969] Aeromicrobium sp. Root495

UPI0003C7E73E cytochrome P450 [N969] actinobacterium LLX17
UPIO006FB4C9B cytochrome P450 [N969] unclassified Aeromicrobium
AOA110TOB1 Cytochrome P450 [N969] Rhodococcus kroppenstedtii

UPIO005F7D43B cytochrome P450 [N969] Williamsia herbipolensis

{ UPI1000717E3DF cytochrome P450 [N969] Rhodococcus

AOA318RIS7 Cytochrome P450 [N969] Williamsia limnetica

[} V8CZP3 Cytochrome P450 [N969] Corynebacteriales

AOA1X1BDL3 Cytochrome [N969] Williamsia sp. 1135

- AOA1A2BIS2 Cytochrome [N969] Mycobacterium sp. 852002-51759_SCH5129042
- AOA1JANCA45 Cytochrome [N969] Nocardioides luteus

UPIO010FE5S8AF cytochrome P450 [N969] Mycolicibacterium aubagnense
AOAOD1LNS9 Cytochrome P450 [N969] Mycolicibacterium llatzerense
AOA100W8K1 Cytochrome P450 [N969] Mycobacteriaceae

UP10009266B72 cytochrome P450 [N969] Mycobacteroides abscessus

Q33DS4 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] uncultured bacterium

Q33DS5 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] uncultured bacterium
AOA1X1RFR7 Cytochrome [N969] Mycolicibacterium fallax

AOA1XO0DZUO Cytochrome [N969] Bacteria

UPIO00466F06E cytochrome P450 [N969] Tomitella biformata
AO0A260TD19 Cytochrome P450 [N969] Rhodococcus

AOA069J6T4 Cytochrome P450 [N969] Bacteria

UPI00050BF2D1 cytochrome P450 [N969] Rhodococcus

AOA260IPB1 Cytochrome P450 [N969] Rhodococcus sp. 05-2256-B3
UPIO00B9BB16B cytochrome P450 [N969] Rhodococcus sp. 14-2470-1b
L8DQ69 Cytochrome P450 [N969] Rhodococcus sp. AW25M09
AOA1Q4JYD1 Cytochrome [N969] Rhodococcus

AO0A426QUX3 Cytochrome P450 [N969] Rhodococcus
AOA1V4APML6 Cytochrome [N969] Mycobacteriaceae
{ AOAOT1WIL5 Cytochrome [N969] Mycobacterium sp. Root135
- L2TWM7 Cytochrome P450 [N969] Rhodococcus wratislaviensis IFP 2016

1 | Q5K1Y3 Putative cytochrome P450 alkane hydroxylase 2 (Fragment)(*) [N969] Rhodococcus erythropolis
AOAOE4AFR7 Cytochrome P450 [N969] Bacteria

AOALC4AGQF5 Cytochrome P450 [N969] Rhodococcus

- AOA2S2C862 Cytochrome P450 [N969] Rhodococcus sp. S2-17
AO0A4U8VS30 Linalool 8-monooxygenase [N969] Nocardia cyriacigeorgica
AOA2L2JY24 Cytochrome P450 [N969] Nocardia cyriacigeorgica

H6R8V9 Cytochrome P450 [N969] Nocardia cyriacigeorgica GUH-2

- AOAO098BEH5 Cytochrome P450 [N969] Rhodococcus ruber
AOA4R6P629 Cytochrome P450 [N969] Nocardia ignorata

AOA1JOVYF7 Cytochrome [N969] Nocardia mangyaensis
1 USE995 Putative cytochrome P450 [N969] Nocardia asteroides NBRC 15531
AOA2N3VDB7 Cytochrome P450 [N969] Nocardia fluminea
UPI00083720C2 cytochrome P450 [N969] Nocardia coubleae

- UPI0004A73932 cytochrome P450 [N969] Nocardia

UPIO005B7E056 cytochrome P450 [N969] Mycobacteroides immunogenum

AOA138AP86 Cytochrome [N969] Corynebacteriales

AOA378X4V2 Linalool 8-monooxygenase [N969] Nocardia africana

F1YPY6 Cytochrome P450 [N969] Corynebacteriales

M3VCF1 Putative cytochrome P450 [N969] Gordonia malaguae NBRC 108250
AOA316TK33 Cytochrome P450 [N969] Nocardioides silvaticus

{ AOA0Q8PSY8 Cytochrome [N969] Nocardioides

E9V105 Cytochrome P450 family protein [N969] Nocardioidaceae

{ UPIO0048BFEOA cytochrome P450 [N969] Nocardioides sp. J54
T5HW62 Cytochrome P450 [N969] Bacteria

UPI0002FDCEDO cytochrome P450 [N969] Rhodococcus erythropolis

Q3L987 Cytochrome P450(*) [N969] Rhodococcus erythropolis PR4

E2S8A7 Unspecific monooxygenase [N969] Aeromicrobium marinum DSM 15272
R7XVN2 Cytochrome P450 [N969] Nocardioides sp. CF8

UPIO00D2FF598 cytochrome P450 [N969] Nocardioides allogilvus

AOA2EOMQF6 Cytochrome P450 [N969] Pimelobacter sp.

AOA2E8Z2G6 Cytochrome P450 [N969] Nocardioides sp.

AOA2E2Q5K1 Cytochrome P450 [N969] Nocardioides sp.

AOADQ7QRX6 Cytochrome [N969] Bacteria

UPIO003F6F7F6 cytochrome P450 [N969] Nocardioides sp. CF8

R7XZ06 Cytochrome P450 [N969] Nocardioides sp. CF8

E2SA86 Unspecific monooxygenase [N969] Aeromicrobium marinum DSM 15272
UPI000D321462 cytochrome P450 [N969] Nocardioides terrigena

AOA0Q9Q7F8 Cytochrome [N969] Nocardioides sp. Soil777
WOIDAV4 Cytochrome P450 [N969] Gordonia

AOA3TOV1S3 Cytochrome P450 [N969] Gordonia alkanivorans

AOA449G766 Linalool 8-monooxygenase [N969] Gordonia

AOA2U1ZEZ5 Cytochrome [N969] Gordonia paraffinivorans

Q5K1Y2 Putative cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] Gordonia rubripertincta
|| K6XIG5 Putative cytochrome P450 [N969] Gordonia namibiensis NBRC 108229

AO0A222TJ78 Linalool 8-monooxygenase [N969] Gordonia rubripertincta

UPI1000694B49D cytochrome P450 [N969] Polycyclovorans algicola

UPI00037B3BF6 cytochrome P450 [N969] Smaragdicoccus niigatensis

AOA1Q4UC30 Cytochrome P450 [N969] Mycobacterium sp. ST-F2
UPIO010FEG3E7 cytochrome P450 [N969] Mycolicibacterium aubagnense
AOA4R7ALJ1 Cytochrome P450 [N969] unclassified Mycobacterium
UPIO009DECO08C cytochrome P450 [N969] Mycobacterium sp. UNC280MFTsu5.1
AOAOD1L9T4 Cytochrome P450 [N969] Mycolicibacterium llatzerense
UPI0008DDC8BC cytochrome P450 [N969] Mycolicibacterium llatzerense
AOALMOW2W8 Cytochrome P450 [N969] Mycobacteroides abscessus subsp. abscessus
UPIO010FE6F36 cytochrome P450 [N969] Mycolicibacterium phocaicum
AOA3SOUBG2 Cytochrome P450 [N969] Mycolicibacterium sp.
AOA4R5W7N1 Cytochrome P450 [N969] Mycolicibacterium mucogenicum
UPI00068437EF cytochrome P450 [N969] Mycobacterium sp. 360MFTsu5.1
AOA1AOMNP4 Cytochrome [N969] Mycolicibacterium mucogenicum
AOA391P8E6 Putative cytochrome P450 [N969] Mycolicibacterium
UPI0006B3BD1E cytochrome P450 [N969] Mycolicibacterium mucogenicum
AOA1H4BRX2 Cytochrome P450 [N969] unclassified Mycobacterium
AOA1A3HDXO0 Cytochrome [N969] Mycolicibacterium mucogenicum

— AOA2T5J1X3 Uncharacterized protein [N969] Agitococcus lubricus

AO0A4Q7YPET7 Cytochrome P450 [N969] Fluviicoccus keumensis
-I: AO0A4Q7YIW7 Uncharacterized protein [N969] Fluviicoccus keumensis
AOA4Q1SRB5 Cytochrome P450 [N969] Acinetobacter junii

| UPI0004B285FA cytochrome P450 [N969] Acinetobacter calcoaceticus/baumannii complex

UPIO00B7BEGEC cytochrome P450 [N969] Acinetobacter baumannii

AOA4T1CCP1 Cytochrome P450 [N969] Acinetobacter junii

AOA1L6KLH3 Cytochrome [N969] Pseudomonadales

L9LSK8 Unspecific monooxygenase domain protein [N969] Acinetobacter sp. WC-743
K8ZRU7 Unspecific monooxygenase domain protein [N969] Acinetobacter sp. WC-141
N9M6H3 Uncharacterized protein [N969] Acinetobacter sp. ANC 3862
~|: AOA031LG98 Cytochrome P450(*) [N969] Acinetobacter sp. Ver3

Q93SX3 CYP153 protein(*) [N969] Acinetobacter sp. EB104
AOA4S5BNG3 Cytochrome P450(*) [N969] Enterobacter sp. Z1
AOA246A041 Cytochrome P450(*) [N969] Acinetobacter

AOA2D7GUO06 Cytochrome P450 [N969] Alteromonas sp.

AO0A4UOGWH5 Cytochrome P450 [N969] Sinimarinibacterium sp. CAU 1509
UPIO003AA8657 cytochrome P450 [N969] Solimonas variicoloris
UP10004147043 cytochrome P450 [N969] Solimonas flava

UPI000C7010C2 cytochrome P450 [N969] Marinobacter sp. LV10R510-8
AO0A285Q596 Uncharacterized protein [N969] Marinobacter sp. LV10R510-11A

AOA4R8E604 Uncharacterized protein [N969] Marinobacter sp. lvr2a5a20
AOA2E7IT48 Cytochrome P450 [N969] Spongiibacteraceae bacterium
AOAOF7M3Z4 Cytochrome P450 [N969] Spongiibacteraceae
AOA2S4HIL2 Cytochrome P450 [N969] Marortus luteolus

| AOA3NOC9D3 Cytochrome P450 [N969] Zhongshania sp. DSW25-10

AOA1Z7YVWO Cytochrome [N969] Gammaproteobacteria bacterium 42_54 T18
AOA2KILVKE Cytochrome P450 [N969] Ketobacter alkanivorans

AOA1Z7YRKO Cytochrome [N969] Gammaproteobacteria bacterium 42_54_T18
AOA1Y5GQR3 Cytochrome [N969] Gammaproteobacteria bacterium 45_16_T64
UPIO00D30792D cytochrome P450 [N969] Nocardioides terrigena

AOA138AWG60 Cytochrome [N969] Tsukamurella pseudospumae

UPIO004AF589D cytochrome P450 [N969] Nocardioides sp. J54

Q5K1L8 Putative cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] Rhodococcus opacus
AOA1JOVYES Cytochrome [N969] Nocardia mangyaensis

AOA0Q7Q6A3 Cytochrome [N969] Nocardioides sp. Root140

HOEAZ2 Putative cytochrome P450 hydroxylase [N969] Patulibacter medicamentivorans
UPI0006868447 cytochrome P450 [N969] Patulibacter minatonensis

AOA2T4UK43 Cytochrome P450 [N969] Conexibacter sp. Seoho-28

AOA2T4UCPO Cytochrome P450 [N969] Conexibacter sp. Seoho-28

| UPIO0055FBDS8E cytochrome P450 [N969] Patulibacter minatonensis

F6EJ28 Possible Linalool 8-monooxygenase [N969] Hoyosella subflava DQS3-9A1
-[ UPI0007DB14DA cytochrome P450 [N969] Hoyosella altamirensis

AOA2T5AG36 Cytochrome P450 [N969] Dietzia psychralcaliphila
-[ AOA1Q9U932 Cytochrome [N969] Rhodococcus sp. CUA-806
— UPIO003B5441B cytochrome P450 [N969] Perlucidibaca piscinae

UPIO0083A9A73 cytochrome P450 [N969] Perlucidibaca aquatica
—[ Q33DS6 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] uncultured bacterium
— AOA2E3CZK5 Cytochrome P450 [N969] Pseudomonadales bacterium
AOA368V5E7 Cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
UPIOO0ODEB8980 cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
_} UPIOOOEB40D83 cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
AOA495IBF6 Cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
UPIO0112FA7FB cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
UPI0003096478 cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus

H8WAO08 CYP153 protein Cytochrome P450 alkane hydroxylase [N969] Marinobacter hydrocarbonoclasticus ATCC 49840
U7NYR4 Cytochrome P450 [N969] Marinobacter sp. EVN1

UPIO00DF2E170 cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
AOA368XCK4 Cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus

| ~ M7CRK4 Cytochrome P450 alkane hydroxylase [N969] Marinobacter santoriniensis NKSG1
AOA4V1A991 Linalool 8-monooxygenase [N969] Marinobacter sp. JH2

AOA3M2RBLO Linalool 8-monooxygenase [N969] Marinobacter litoralis

AOA2T1KJF7 Cytochrome P450 [N969] Marinobacter halophilus
AOAONBKJZ7 Cytochrome P450 [N969] Marinobacter excellens HL-55
AOA2N1X5Z5 Cytochrome P450 [N969] Gammaproteobacteria

AOA137S5A8 Putative cytochrome P450 hydroxylase [N969] Marinobacter excellens LAMA 842
AOA455WO0C6 Putative cytochrome P450 [N969] Marinobacter hydrocarbonoclasticus
AOA2T1KUX3 Cytochrome P450 [N969] Marinobacter shengliensis
UPI1001108477A cytochrome P450 [N969] Marinobacter sp. LZ-6

UPIO005C1422E cytochrome P450 [N969] Algiphilus aromaticivorans

R8AWZ8 Cytochrome P450 family protein [N969] Marinobacter lipolyticus SM19
E4PSBO Cytochrome P450 family protein [N969] Marinobacter adhaerens HP15
UPI10007878FD5 cytochrome P450 [N969] Marinobacter sp. YWLO1

Q33DS8 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N969] uncultured bacterium
UPI10003B64902 cytochrome P450 [N969] Alcanivorax sp. P2S70

__|! AOA2N8M5C3 Cytochrome P450 family protein [N969] Proteobacteria

AOA095UDM1 Uncharacterized protein [N969] Alcanivorax jadensis

B4WXL2 Cytochrome P450 superfamily [N969] Alcanivorax

. AOA2E8G270 Cytochrome P450 [N969] Alcanivorax sp.

— AOA3EOH6H3 Cytochrome P450 [N969] Paraperlucidibaca baekdonensis
AOA1U6GMKO Cytochrome P450 [N969] Psychrobacter sp. DAB_AL43B
|| _| AOA229GPG7 Cytochrome P450 [N969] Psychrobacter sp. DAB_AL32B
AOA4ROELI2 Cytochrome P450 [N969] Acinetobacter sp. ANC 4281
|| AO0A241VIS3 Cytochrome P450 [N969] Acinetobacter sp. ANC 4655
AOA178GLM5 Cytochrome [N969] Acinetobacter sp. SFC

AOA4ROXRX6 Cytochrome P450 [N969] Acinetobacter sp. ANC 4862

- UPI0007D0827B cytochrome P450 [N969] Acinetobacter sp. SFA
AOA4ROE1CO Cytochrome P450 [N969] Acinetobacter sp. ANC 4472
AOA4ROE7R9 Cytochrome P450 [N969] Acinetobacter sp. ANC 4249
AOA178FUX7 Cytochrome [N969] Acinetobacter sp. SFB
AOA4ROESE7 Cytochrome P450 [N969] Acinetobacter sp. ANC 4779
AOAOM4GZ75 Cytochrome [N969] Acinetobacter sp. TTHO-4

K8ZRD3 Unspecific monooxygenase domain protein [N969] Acinetobacter sp. WC-141
UPI0005562C95 cytochrome P450 [N969] Acinetobacter sp. Ver3

AOA031LJC8 Cytochrome P450 [N969] Acinetobacter sp. Ver3

AOA383XRP1 Cytochrome P450 [N969] Abyssibacter profundi

AOA2E9ZXG1 Cytochrome P450 [N969] Nevskiales bacterium

AOA1H2R1H4 Uncharacterized protein [N969] Marinobacter mobilis
AOA165VON3 Cytochrome [N969] Oleiphilus sp. HI0065
UPIO007C3A63D cytochrome P450 [N969] Oleiphilus sp. HI0O079
UPI0007C25892 cytochrome P450 [N969] Oleiphilus sp. HI0125
AOA166KTG3 Cytochrome [N969] Oleiphilus sp. HI0009

AOA1Y1SGES5 Cytochrome P450 [N982] Oceanococcus atlanticus

AOA2D4S7Y0 Cytochrome P450 [N982] Salinisphaeraceae bacterium

AOA3R7AYNL1 Cytochrome P450 [N982] Bacteria

Q33DT3 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N982] uncultured bacterium
AOA2E2JAI7 Cytochrome P450 [N982] Polycyclovorans sp.

AOA2E2R0V4 Cytochrome P450 [N982] Sutterellaceae bacterium

AB6GLB5 Cytochrome P450 [N982] unclassified Limnobacter

AOA318EHIO Cytochrome P450 [N982] Sinimarinibacterium flocculans

AOA3D3T300 Cytochrome P450 [N982] Porticoccaceae bacterium

— AOAO0B4XK56 Cytochrome P450 alkane hydroxylase [N982] Alcanivorax pacificus W11-5
— Q33DT2 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N982] uncultured bacterium
UPI00062DADA4F cytochrome P450(*) [N982] Alcanivorax sp. NBRC 101098

Q5K134 Cytochrome P450 alkane hydroxylase(*) [N982] Proteobacteria

Q6RCE3 p450 monooxygenase(*) [N982] Alcanivorax borkumensis SK2

| | QOVM62 Cytochrome P450 family protein(*) [N982] Alcanivorax borkumensis
Q5K133 Cytochrome P450 alkane hydroxylase(*) [N982] Alcanivorax borkumensis
AOA2T1KMP8 Cytochrome P450 [N982] Marinobacter shengliensis

T1WMHO Alkane hydroxylase cytochrome P450 [N982] Marinobacter

H8WCT8 Cytochrome P450 alkane hydroxylase [N982] Proteobacteria
G6YPH4 Cytochrome P450 [N982] Marinobacter

AOA3D5PYZ0 Cytochrome P450 (Fragment) [N982] Marinobacter sp.
AOA2A2FCP5 Cytochrome P450 [N982] Halovibrio sp. YL5-2
AOA455WFV6 Putative cytochrome P450 [N982] Marinobacter
U7G612 Cytochrome P450(*) [N982] Marinobacter
U7NUCA4 Cytochrome P450(*) [N982] Marinobacter

UPI00112F8923 cytochrome P450(*) [N982] Marinobacter hydrocarbonoclasticus
U7H5S5 Cytochrome P450 [N982] Marinobacter sp. EN3
AOA142FQQ2 Cytochrome [N982] Marinobacter sp. LQ44
U7NVJO0 Cytochrome P450 [N982] Marinobacter sp. C1S70
AOA2EQIXC5 Cytochrome P450 [N982] Salinisphaera sp.
‘[[ AOA383XRN4 Cytochrome P450 [N982] Abyssibacter profundi

AOAL1Y1SE74 Cytochrome P450 alkane hydroxylase [N982] Oceanococcus atlanticus
AOA2E9ZXH7 Cytochrome P450 [N982] Nevskiales bacterium

AOA2K9LR92 Cytochrome P450 [N982] Ketobacter alkanivorans

AOA3BI9XPS3 Cytochrome P450 [N982] Gammaproteobacteria

AOA2EOQOHIY2 Cytochrome P450 [N982] Pseudomonadales bacterium

AOA3F2UXF7 Cytochrome P450 [N982] Ketobacter sp.

AOA3D4UAZ1 Cytochrome P450 [N982] Moraxellaceae bacterium
AOA3EOH713 Uncharacterized protein [N982] Paraperlucidibaca baekdonensis
- E1VKJI7 Cytochrome P450 alkane hydroxylase [N982] gamma proteobacterium HdN1
AOA1YO0IDJ7 Cytochrome P450 alkane hydroxylase [N982] Oleiphilus messinensis
{ UPI0003F92D29 cytochrome P450 [N982] Perlucidibaca piscinae
UPIO00C7693A1 cytochrome P450 [N982] Alcanivorax mobilis
4 DOQ1H3 Cytochrome P450 alkane hydroxylase [N982] Bacteria
L1 AOA2E4YIZ1 Cytochrome P450 [N982] Bacteria
AOA2D9UN32 Cytochrome P450 [N982] Alcanivorax sp.
AOA2E5T5C3 Cytochrome P450 [N982] Alcanivorax
A0A220SNK4 Cytochrome P450 [N982] Alcanivorax sp. N3-2A
AOA2E9JP84 Cytochrome P450 [N982] Bacteria

- AOA2P6AT13 Cytochrome P450 [N982] Amnimonas aquatica
AOA2D5DRR5 Cytochrome P450 [N982] Alcanivorax sp.
A0A167CGQO Cytochrome [N982] Alcanivorax

H I AOA2E8FZX1 Cytochrome P450 [N982] Alcanivorax sp.
AOA162HIJ1 Cytochrome [N982] Bacteria

Q33DT1 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N982] Bacteria
AOA2E2DKE9 Cytochrome P450 [N982] Alcanivoracaceae bacterium
AOA095SHW?7 Cytochrome P450 alkane hydroxylase [N982] Alcanivorax
UPI000789C550 cytochrome P450 [N982] Alcanivorax sp. NBRC 102024
AOA418XU61 Cytochrome P450 [N982] Alcanivorax profundi

AOA2NBLYAS5 Cytochrome P450 alkane hydroxylase [N982] Alcanivorax sp. MD8A
AOA222FLK3 Cytochrome P450 [N982] Bacterioplanes sanyensis

AOA3EOH7R3 Cytochrome P450 [N982] Paraperlucidibaca baekdonensis
AOA2D4SCA4 Cytochrome P450 [N982] Salinisphaeraceae bacterium
K7ADG3 Cytochrome P450 [N982] Paraglaciecola psychrophila 170
AOA2N1DDU4 Cytochrome P450 [N982] Paraglaciecola sp. MB-3u-78

AOA317E4S0 Cytochrome P450 [N982] Zavarzinia compransoris

UPI10003821151 cytochrome P450 [N982] Smaragdicoccus niigatensis
UPI000367DC9A cytochrome P450 [N982] Smaragdicoccus niigatensis
UPI0007DB1959 cytochrome P450 [N982] Hoyosella altamirensis

—— AOA3B8T3R9 Cytochrome P450 [N1027] Glaciecola sp.

AOA031LPP4 Cytochrome P450 [N566] Acinetobacter sp. Ver3
AOA1H7P318 Cytochrome P450 [N566] Acinetobacter sp. DSM 11652
AOA1Y1SACS Cytochrome P450 [N1028] Oceanococcus atlanticus
AOA1I12JQK2 Cytochrome P450 [N1029] Fontimonas thermophila
A7HUI3 Cytochrome P450(*) [N1030] Parvibaculum lavamentivorans DS-1

AOA349EB06 Cytochrome P450 [N1031] Gammaproteobacteria bacterium
AOA2E3K1B3 Cytochrome P450 [N998] Hyphomonas
AOA069E9Q4 Cytochrome P450 [N998] Hyphomonas adhaerens MHS-3
UPIO009FBBAD7 cytochrome P450 [N998] Hyphomonas johnsonii
AOAOF2RH31 Cytochrome P450 [N998] Hyphomonas sp. BRH_c22

AOA062U6S2 Uncharacterized protein [N998] Hyphomonas chukchiensis
AOA059G3M8 Cytochrome P450 [N998] Hyphomonas oceanitis SCH89
UPIOO0A026A3D cytochrome P450 [N998] Henriciella litoralis
UPIO00AQ727CA cytochrome P450 [N998] Henriciella pelagia
UPIO0035DA696 cytochrome P450 [N998] Henriciella marina
AOA399RKJO0 Cytochrome P450 [N998] Henriciella sp. JIN25

UPIO00E673D1C cytochrome P450 [N998] unclassified Henriciella
AOA350ZT43 Cytochrome P450 [N998] Hyphomonas sp.
AOAOF2QJ32 Cytochrome P450 [N998] Hyphomonadaceae bacterium BRH_c29
AOA2E7B8R2 Cytochrome P450 [N998] Hyphomonas sp.

AOA059DUK?7 Uncharacterized protein [N998] Hyphomonas sp. CY54-11-8
AOA059F7D9 Cytochrome P450 [N998] Hyphomonas jannaschiana VP2
AOA062U692 Uncharacterized protein [N998] Hyphomonas beringensis
AOA062U1B1 Uncharacterized protein [N998] Hyphomonas pacifica
AOA2D8WS8C7 Cytochrome P450 [N998] Hyphomonas sp.
AO0A356W408 Cytochrome P450 [N998] Hyphomonas atlantica

AOA059DZ22 Uncharacterized protein [N998] Hyphomonas atlantica
AOA2D7BOP5 Cytochrome P450 [N998] Hyphomonas sp.

AOA2E3ATC2 Cytochrome P450 [N998] Hyphomonadaceae bacterium
AOAO059E501 Uncharacterized protein [N998] unclassified Hyphomonas
AOA2D8EYP1 Cytochrome P450 [N998] Hyphomonas sp.

AOA2D8ZRQ9 Cytochrome P450 [N998] Hyphomonadaceae bacterium
AOA2N5X4C5 Cytochrome P450 [N998] Halioglobus lutimaris
UPIO0096B9A74 cytochrome P450 [N998] Halioglobus pacificus
AOA3R7TNWS6 Cytochrome P450 [N998] Gammaproteobacteria bacterium TMED182

A0Z166 Cytochrome P450 family protein(*) [N998] marine gamma proteobacterium HTCC2080
A4A779 Cytochrome P450(*) [N998] Congregibacter litoralis KT71
AOA2E2XK99 Cytochrome P450 [N998] Cellvibrionaceae bacterium

_E UPI000D552005 cytochrome P450 [N1033] Sphingorhabdus sp. Alg231-15

- AOAOQ7UAN7 Cytochrome [N993] Caulobacter sp. Root1455

—- UPI0004A72378 cytochrome P450 [N993] Caulobacter sp. UNC358MFTsu5.1
AOA4R3GZN1 Cytochrome P450 [N993] Caulobacter sp. BK020
UPI0006916C2E cytochrome P450 [N993] Caulobacter henricii

AOA1IBWLLS8 Cytochrome P450 [N993] Caulobacter sp. UNC279MFTsu5.1
UPI000409C706 cytochrome P450 [N993] Caulobacter sp. URHA0033
AOA0Q7VUT79 Cytochrome [N993] Caulobacter sp. Root1472

AOA0Q8GF65 Cytochrome [N993] Caulobacter sp. Root656

- ROEKGS8 Cytochrome P450 [N993] Caulobacter vibrioides OR37

| UPI000BB50957 cytochrome P450 [N993] Caulobacter vibrioides

Q9ACO06 Cytochrome P450 family protein(*) [N993] Caulobacter vibrioides
'I AOA3S9VL04 Cytochrome P450 [N993] Caulobacter sp. FWC26
AOA258DFB5 Cytochrome [N993] Caulobacter vibrioides

AOA290MR76 Cytochrome P450 [N993] Caulobacter vibrioides

AOA2G5QWK8 Cytochrome P450 [N993] Caulobacter sp. FWC2
[{ AOA426GECS5 Cytochrome P450 [N993] Caulobacter sp. 602-1
AOAOQ6UNMS8 Cytochrome [N993] unclassified Caulobacter
{ UPI10006486F38 cytochrome P450 [N993] Caulobacter sp. OV484
UPI10008334671 cytochrome P450 [N993] Caulobacter sp. CCH9-E1
AOA2W5V4W3 Cytochrome P450 [N993] Caulobacter segnis
[ AOA2G5RH14 Cytochrome P450 [N993] Caulobacter sp. X
D5VDJ3 Cytochrome P450 [N993] Caulobacter segnis ATCC 21756
[ AOA2G4K9S0 Cytochrome P450 [N993] Caulobacter sp. BP25
B0OT154 Cytochrome P450(*) [N993] Caulobacter sp. K31
UPIO006916F58 cytochrome P450 [N993] Caulobacter henricii
AOA2R7LBEO Cytochrome P450 [N993] Proteobacteria

AOAOPONVF6 Cytochrome [N993] Caulobacter henricii
AOA2Z3HP82 Cytochrome P450 [N993] Phenylobacterium sp. HYNO004
AO0A257J7N2 Cytochrome P450 [N993] Alphaproteobacteria bacterium PA2
A0A227JLG5 Cytochrome P450 [N993] Phenylobacterium zucineum
AO0A0Q8M717 Cytochrome [N993] Phenylobacterium sp. Root700
AOAOQ8UPI1 Cytochrome [N993] unclassified Phenylobacterium

AOA1G2W3M2 Cytochrome [N993] Phenylobacterium sp. RIFCSPHIGHO2_01_FULL_69 31
UPIO0083ABADB cytochrome P450 [N993] unclassified Phenylobacterium

AO0A328BDH1 Cytochrome P450 [N993] Phenylobacterium kunshanense

AOA2W5PNQ6 Cytochrome P450 [N993] Phenylobacterium zucineum

| UPI0004DF1925 cytochrome P450 [N993] Caulobacteraceae bacterium PMMR1

Q33DS1 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium
AOA1G2WTD5 Cytochrome [N993] Phenylobacterium sp. RIFCSPHIGHO2_01_FULL_70_10
AOA2Z3HK71 Cytochrome P450 [N993] Phenylobacterium sp. HYN0O004

Q33DS2 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium
AOA0Q8MX59 Cytochrome [N993] Phenylobacterium sp. Root700
AOA4V1UH16 Cytochrome P450 [N993] Caulobacteraceae bacterium
AOA317E4G3 Cytochrome P450 [N993] Zavarzinia compransoris
_I: AOA317DV27 Cytochrome P450 [N993] Zavarzinia sp. HR-AS
UPIO00B35B67E cytochrome P450(*) [N993] Mycobacterium chimaera
__| 17CD96 Cytochrome P450 alkane hydroxylase(*) [N993] Mycobacterium sp. ENV421
AOA2S8L9A9 Cytochrome P450(*) [N993] Mycolicibacterium austroafricanum
B6UKY3 Cytochrome P450 alkane monooxygenase(*) [N993] Mycolicibacterium austroafricanum
Q65A64 Cytochrome P450 alkane hydroxylase(*) [N993] unclassified Mycobacterium
AOA290XL70 Cytochrome P450(*) [N993] Gordonia
| AOA1B9CZS6 Cytochrome(*) [N993] Mycolicibacterium

- Q33DR9 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium
— | Q11ZY2 Cytochrome P450(*) [N993] Polaromonas sp. JS666
{ Q33DR8 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium

AO0A2D4VJGY Cytochrome P450 [N993] Parvibaculum sp.
AOA2E5BMK2 Cytochrome P450 [N993] Rhodobiaceae bacterium
AOA2A5EN64 Cytochrome P450 [N993] Rhodobiaceae bacterium
UPI0004968167 cytochrome P450 [N993] alpha proteobacterium Mf 1.05b.01

AOA355SZY3 Cytochrome P450 [N993] Rhodobiaceae bacterium
AOA2Z4UNS51 Linalool 8-monooxygenase [N993] Rhodobiaceae bacterium
AOA2D8XHA9 Cytochrome P450 [N993] Parvibaculum sp.

Q33DS3 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium
A7HU17 Cytochrome P450(*) [N993] Bacteria
AOA166UZI3 Cytochrome(*) [N993] Sphingomonadales
AOA350KR22 Cytochrome P450(*) [N993] Erythrobacter sp.

AOA101VLB6 Cytochrome(*) [N993] Sphingomonadales
AO0A246JIM8 Cytochrome P450(*) [N993] Sphingopyxis bauzanensis
AOA1G3KQ97 Cytochrome(*) [N993] Sphingopyxis

AOAOW1G762 Cytochrome(*) [N993] Sphingopyxis

—— AOA2D4VFW?7 Cytochrome P450 [N993] Parvibaculum sp.

UPI00025C07A8 Cytochrome P450 alkane hydroxylase 1 CYP153A7 [N993] Sphingopyxis macrogoltabida
_| Q5F4D9 Cytochrome P450 alkane hydroxylase 1 CYP153A7(*) [N993] Sphingopyxis macrogoltabida
Q33DS0 Cytochrome P450 alkane hydroxylase (Fragment)(*) [N993] uncultured bacterium
- E0XZ44 Cytochrome p450 [N993] uncultured Rhizobiales bacterium HF4000_48A13
A7HUO1 Cytochrome P450 [N993] Rhodobiaceae

AOA2E1ELU1 Cytochrome P450 [N993] Parvibaculum sp.
AOA081BEQ7 Cytochrome P450 [N993] Tepidicaulis marinus
AOA2D8RWT9 Cytochrome P450 [N993] Parvibaculum sp.
AOA2N3ECIO Cytochrome P450 [N993] Alphaproteobacteria bacterium HGW-Alphaproteobacteria-11
AOA126SYS6 Cytochrome P450 [N993] uncultured bacterium UPO61
UPI0010754BEC cytochrome P450 [N993] Alphaproteobacteria bacterium SYSU XM001
AOA2W4XGV1 Cytochrome P450 [N993] Alphaproteobacteria bacterium
AOA1B1AND?2 Cytochrome [N993] Caulobacteraceae bacterium OTSz_A_272
UPIO009F442E7 cytochrome P450 [N993] Caulobacteraceae bacterium OTSz_A_272
—— AOA2E3D8I6 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA2EG6LTD1 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA3COL278 Cytochrome P450 [N993] Gammaproteobacteria bacterium
-[ AOA3BINQT6 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA1Z9AKEY Cytochrome P450 [N993] unclassified Gammaproteobacteria
-I: AOA3S5JK24 Cytochrome P450 [N993] Gammaproteobacteria bacterium TMED182
— AOA2EB6MES85 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA3R7TY86 Cytochrome P450 [N993] unclassified Gammaproteobacteria
AOA2D7YHU1 Cytochrome P450 [N993] Halieaceae bacterium

AOA2E8BXN4 Cytochrome P450 [N993] Gammaproteobacteria bacterium

AO0A293MVCO Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA2EG6LSL6 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA349KRH8 Cytochrome P450 [N993] Gammaproteobacteria bacterium

AOYHGS8 Cytochrome P450 family protein(*) [N993] marine gamma proteobacterium HTCC2143
A0Y901 Cytochrome P450 family protein(*) [N993] marine gamma proteobacterium HTCC2143
AOA3D1XJ42 Cytochrome P450 [N993] Gammaproteobacteria bacterium

AOA3D5XN87 Cytochrome P450 [N993] Gammaproteobacteria bacterium
AOA2D2ASU1 Cytochrome P450 [N991] Caulobacter mirabilis

~ AS5EQWS5 Cytochrome P-450(*) [N991] Bradyrhizobium sp. BTAIl
Q89E45 BIr7242 protein(*) [N991] Bradyrhizobium diazoefficiens USDA 110
-| UPIO00AO033CFB cytochrome P450(*) [N991] Bradyrhizobium sp. WSM2254
AOA3SOHKN5 Cytochrome P450(*) [N991] Bradyrhizobiaceae bacterium
—l A5EQW6 Cytochrome P-450(*) [N991] Bradyrhizobium sp. BTAIil1
QB89E44 BIr7243 protein(*) [N991] Bradyrhizobium diazoefficiens
UPI00093AB026 cytochrome P450(*) [N991] Bradyrhizobium diazoefficiens
Q20YJ8 Cytochrome P450(*) [N991] Rhodopseudomonas palustris BisB18
[ QO07IK1 Cytochrome P450(*) [N991] Rhodopseudomonas palustris BisA53
UPIOO0OE5A3C60 cytochrome P450(*) [N991] Rhodopseudomonas palustris
B3Q8D0 Cytochrome P450(*) [N991] Rhodopseudomonas palustris TIE-1
Q6N9D6 Putative cytochrome P-450(*) [N991] Rhodopseudomonas palustris CGA009
Q132S4 Cytochrome P450(*) [N991] Rhodopseudomonas
Q2I1T33 Cytochrome P450(*) [N991] Rhodopseudomonas palustris HaA2
AOA2E7EUIO Cytochrome P450 [N852] Ponticaulis sp.
_[ AOA2EO0UBNS8 Cytochrome P450 [N852] Ponticaulis sp.
B7RZN8 Cytochrome P450 superfamily protein(*) [N1034] marine gamma proteobacterium HTCC2148
_E A4A7Y?2 Cytochrome P450(*) [N1035] Congregibacter litoralis KT71
AOYGWO Cytochrome P450 family protein(*) [N1036] marine gamma proteobacterium HTCC2143
— AOA2E5M523 Cytochrome P450 [N1037] Gammaproteobacteria bacterium
L AOA2E6LMOO Cytochrome P450 [N1038] Gammaproteobacteria bacterium
UP10004BC0D28 cytochrome P450(*) [N599] Bradyrhizobium japonicum
UPI0004213BAE cytochrome P450(*) [N599] Bradyrhizobium japonicum
UP10004B4D50F cytochrome P450(*) [N599] Bradyrhizobium japonicum
AOAOE4FU29 Cytochrome P450(*) [N599] Bradyrhizobium

——— Q2N8D6 Cytochrome P450 family protein(*) [N1039] Erythrobacter litoralis HTCC2594
Q2GBV5 Cytochrome P450(*) [N985] Novosphingobium aromaticivorans DSM 12444
Q2N6WO0 Cytochrome P450 family protein(*) [N985] Erythrobacter litoralis HTCC2594

Q5F4D1 Putative cytochrome P450 alkane hydroxylase CYP153D2(*) [N1040] Sphingopyxis macrogoltabida
Q5F4D8 Putative alkane 1-monooxygenase CYP153D3(*) [N1041] Sphingopyxis macrogoltabida

A0Z5X9 Cytochrome P450 family protein(*) [N1042] marine gamma proteobacterium HTCC2080
_: A3TT18 Cytochrome P450 family protein(*) [N1043] Pseudooceanicola batsensis HTCC2597

A0Y894 Cytochrome P450 family protein(*) [N1044] marine gamma proteobacterium HTCC2143

C7Q895 Cytochrome P450(*) [N1045] Catenulispora acidiphila DSM 44928
{ A7HTDO Cytochrome P450(*) [N1046] Parvibaculum lavamentivorans DS-1
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