—— QO07U21 Benzoyl-CoA reductase (4-electron) delta subunit(*) [N413] Rhodopseudomonas palustris BisA53
I: 007463 Benzoyl-CoA reductase subunit(*) [N413] Rhodopseudomonas palustris

Q6NC14 Benzoyl-CoA reductase subunit(*) [N413] Rhodopseudomonas palustris CGA009

Q478V2 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera aromatica

Q4Z8V7 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera aromatica
Q428V4 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera chlorobenzoica
Q4z8V5 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera chlorobenzoica
Q4Z8V6 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera aromatica

Q4z8V8 Putative benzoyl-CoA reductase (Fragment)(*) [N413] Thauera chlorobenzoica
AOA1L6FDS4 Type | benzoyl-CoA reductase BerD subunit(*) [N413] Thauera chlorobenzoica
087877 Benzoyl-CoA reductase subunit D(*) [N413] Thauera aromatica

UPIO008A099F9 benzoyl-CoA reductase subunit D(*) [N413] Thauera chlorobenzoica

|: 17GGZ6 Putative D-subunit of benzoyl-CoA reductase(*) [N413] Magnetospirillum sp. TS-6

AOAO0C2V0J4 Benzoyl-CoA reductase subunit BadG(*) [N413] Magnetospirillum magnetotacticum MS-1

A0A419G6P2 Benzoyl-CoA reductase subunit A [N424] root

AOA1F3P1N8 BcrAD_BadFG domain-containing protein [N424] Bacteroidetes bacterium RIFCSPLOWO2_12 FULL_37_12
——— AOA3M2C8X3 Benzoyl-CoA reductase subunit A [N424] Gammaproteobacteria bacterium

AOA1GORK98 BcrAD_BadFG domain-containing protein [N424] Ignavibacteria bacterium GWF2_33_9

—— AOA136K8M6 Benzoyl-CoA reductase subunit A [N424] Bacteroidetes/Chlorobi group

AOA1F3Q4Q4 BcrAD_BadFG domain-containing protein [N424] Bacteroidetes bacterium RIFCSPLOWO2_12_FULL_35_15
_|: AO0A136MQ23 Benzoyl-CoA reductase subunit A [N424] Chlorobi bacterium OLB6

AO0A1J5B379 BcrAD_BadFG domain-containing protein [N424] Bacteroidetes bacterium CG2_30_33 31

AOA3N5L353 Benzoyl-CoA reductase subunit A [N424] Ignavibacteriae bacterium

AOA497CJ17 Benzoyl-CoA reductase subunit A [N424] Bacteroidetes bacterium

AOA2A5B8I6 Benzoyl-CoA reductase subunit A [N424] Flavobacteriales bacterium

AOA2E7N8W?7 Benzoyl-CoA reductase subunit A [N424] Parcubacteria group bacterium

—— AO0A2D5UID8 Benzoyl-CoA reductase subunit A [N424] Bacteroidetes bacterium

AOA2N2YPJ1 Benzoyl-CoA reductase subunit A [N424] Bacteroidetes bacterium HGW-Bacteroidetes-16
[ AOA1F3M5W3 BcrAD_BadFG domain-containing protein [N424] Bacteroidetes bacterium GWF2_41_31

_|: AOA3M1NN46 Benzoyl-CoA reductase subunit A [N424] Calditrichaeota bacterium

AOA3M2HXV8 Benzoyl-CoA reductase subunit A [N424] Calditrichaeota bacterium

AOA2M7ZJS0 Benzoyl-CoA reductase subunit A [N424] Ignavibacteriales bacterium CG_4_9 14 3_um_filter_30_11

_|: AOA1G0SZS9 BcrAD_BadFG domain-containing protein [N424] Ignavibacteria bacterium RBG_16_35_7

AOA2HBEEP9 Benzoyl-CoA reductase subunit A [N424] bacterium BMS3Abin03
UPIO0100F74D4 benzoyl-CoA reductase subunit A [N424] Candidatus Marinimicrobia bacterium

{ AOA1F4YIC5 BerAD_BadFG domain-containing protein [N424] candidate division Zixibacteria bacterium RBG_16_53_22

AO0A3M1JSQ9 Benzoyl-CoA reductase subunit A [N424] Candidatus Marinimicrobia bacterium

—— AOA1F4FEOO Benzoyl-CoA reductase subunit A [N426] unclassified Betaproteobacteria

AOAO0S8BAIO Benzoyl-CoA reductase [N426] Betaproteobacteria bacterium SG8_39

AOA1F4BF74 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_67_19
AOA1F4BAM7 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_67_19
AOA1F3ZFB2 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_67_12
AOAL1F4FI121 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_12 FULL_67_28
AOA1F4F774 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_12_FULL_68 20
AOA1F4BS85 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_65_24
AOA1F4BUAS Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_65_24
_E AOA1F4CDD1 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_12 FULL_64 23
AOA1F3YTL3 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RBG_16_66_20
AOA1F4A1K2 Benzoyl-CoA reductase subunit A (Fragment) [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_64 12
AOA1F4B7EO Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_02_FULL_63_19
AOA1F3YP79 Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RBG_16_64_18

AOA1F4CEBO Benzoyl-CoA reductase subunit A [N426] Betaproteobacteria bacterium RIFCSPLOWO2_12_61 14
AOA1F4CZK9 Benzoyl-CoA reductase subunit A [N426] unclassified Betaproteobacteria

AOA1E4IAH7 Benzoyl-CoA reductase subunit A [N426] Rubrivivax sp. SCN 71-131
UPI000777C050 benzoyl-CoA reductase subunit A [N426] Ramlibacter tataouinensis

AOA1F41566 Benzoyl-CoA reductase subunit A [N426] Burkholderiales bacterium RIFCSPHIGHO2_12_FULL_69_20
AOA3AOFAP8 Benzoyl-CoA reductase subunit A [N426] Burkholderiales bacterium

AOA1Q3YKES8 Benzoyl-CoA reductase subunit A [N426] Burkholderiales bacterium 70-64
AOA1D2SK57 Benzoyl-CoA reductase subunit A [N426] Proteobacteria
AOA3N5GVX3 Benzoyl-CoA reductase subunit A [N426] Burkholderiales bacterium

AOA3AOEIB8 Benzoyl-CoA reductase subunit A [N426] Proteobacteria
AOA1G6ZA48 Benzoyl-CoA reductase subunit A [N426] Rhodospira trueperi

AOA2U1VCF4 Benzoyl-CoA reductase [N426] Azospirillum sp. TSO22-1

UPIO00F8E3715 benzoyl-CoA reductase subunit A [N426] Rhodomicrobium lacus

AOA037UPRO Benzoyl-CoA reductase [N426] Rhodomicrobium

AOA4R2K9P9 Benzoyl-CoA reductase subunit A [N426] Rhodovulum euryhalinum

AOA327K8U6 Benzoyl-CoA reductase subunit A [N426] Rhodoplanes piscinae
_[ AOA3S4B294 Benzoyl-CoA reductase subunit A [N426] Rhodoplanes piscinae

—— AO0A178MURS5 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum moscoviense
AOA1H6HFF6 Benzoyl-CoA reductase (2-electron) alpha subunit [N426] Phaeospirillum fulvum
I7FYP1 Putative A-subunit of benzoyl-CoA reductase(*) [N426] Magnetospirillum sp. TS-6

AOA178MMN7 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum marisnigri

AOAOU5MK21 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum sp. XM-1
AOA1IWG6CLL4 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum sp. ME-1
AOA364NT95 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum kuznetsovii

AOAOC2UAV1 Benzoyl-CoA reductase subunit BadF(*) [N426] Magnetospirillum magnetotacticum MS-1

Q2W5D2 Activator of 2-hydroxyglutaryl-CoA dehydratase [N426] Magnetospirillum magneticum AMB-1
M2ZRJ1 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum caucaseum

AOAOF6NYP9 Benzoyl-CoA reductase subunit A (Fragment) [N426] Magnetospirillum sp. pMbN1
M3AETS5 Benzoyl-CoA reductase subunit A [N426] Magnetospirillum caucaseum

JBUEBL1 Putative benzoyl-CoA reductase [N426] Rhodovulum sp. PH10
AOA348G081 BcrAD_BadFG domain-containing protein [N426] Blastochloris tepida

Q59J19 Putative benzoyl-CoA reductase subunit (Fragment)(*) [N426] Blastochloris sulfoviridis
——— AOA1F8YKF4 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium GWC2_65_ 14

r AO0A1X0Y293 Benzoyl-CoA reductase subunit A [N426] Geothermobacter sp. EPR-M
L A0A2K2HCM3 Benzoyl-CoA reductase subunit A [N426] Geothermobacter sp. HR-1

_|: AOA1J5DI193 Benzoyl-CoA reductase subunit A [N426] unclassified Deltaproteobacteria

AOA1F8XMY2 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium GWA2_65_63

—— AOA3A4P3T6 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium

A0A363TKH5 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium

UP10004017906 benzoyl-CoA reductase subunit A [N426] Desulfuromonas sp. TF

Q59J05 Putative alpha subunit of benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

Q59J07 Putative alpha subunit of benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium
AOAO0X3UCH1 Benzoyl-CoA reductase subunit A [N426] Ruegeria marisrubri

AO0A2A4ANTO3 Benzoyl-CoA reductase subunit A [N426] Rhodobacteraceae bacterium

Q47z8X1 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Bradyrhizobium sp. 2FB3
—[ Q4z8W9 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Proteobacteria

Q4Z8T5 Putative benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium
AOA363TW49 Benzoyl-CoA reductase subunit A [N426] Bradyrhizobiaceae bacterium
Q4z8T6 Putative benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

Q4Z8T4 Putative benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

AOA2S6MX63 Benzoyl-CoA reductase subunit A [N426] Rhodoblastus sphagnicola
UPIO00D1ACC50 benzoyl-CoA reductase subunit A [N426] Rhodopseudomonas

AOA2R4GP23 Benzoyl-CoA reductase subunit A [N426] Rhodopseudomonas palustris

I E6VL78 Benzoyl-CoA reductase, subunit A [N426] Rhodopseudomonas palustris DX-1

l UPI000641B2C7 benzoyl-CoA reductase subunit A [N426] Rhodopseudomonas palustris

UPIO00CEC?2195 benzoyl-CoA reductase subunit A(*) [N426] Rhodopseudomonas palustris

007462 Benzoyl-CoA reductase subunit(*) [N426] Rhodopseudomonas palustris

B3QDH2 Benzoyl-CoA reductase, subunit A(*) [N426] Rhodopseudomonas palustris TIE-1

AOA1H8UJZ6 Benzoyl-CoA reductase (4-electron) alpha subunit [N426] Rhodopseudomonas pseudopalustris

Q13AWG6 Benzoyl-CoA reductase (4-electron) alpha subunit [N426] Rhodopseudomonas palustris BisB5
QO07U20 Benzoyl-CoA reductase (4-electron) alpha subunit(*) [N426] Rhodopseudomonas palustris BisA53

Q21AJ4 Benzoyl-CoA reductase (4-electron) alpha subunit [N426] Rhodopseudomonas palustris BisB18
—— AOA3N1YO0X2 Benzoyl-CoA reductase subunit A [N426] Inmirania thermothiophila

Q4z8W8 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Ensifer sp. 2FB8

- Q47Z8W2 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera chlorobenzoica

- Q4Z8W3 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera chlorobenzoica

- Q4Z8W?7 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Pseudomonas sp. 4FB3
- Q4Z8WO Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera aromatica
Q4Z8T8 Putative benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

1 Q4z8W1 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera aromatica

AOA1H5S3R7 Type | benzoyl-CoA reductase BcrA subunit(*) [N426] Thauera chlorobenzoica
[ 087876 Benzoyl-CoA reductase subunit A(**) [N426] Bacteria

Q4Z8Ws5 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera aromatica
[ Q4z8W4 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera aromatica

N6ZUM5 Benzoyl-CoA reductase subunit A [N426] Thauera phenylacetica B4P
AOA431K2A7 Benzoyl-CoA reductase subunit A [N426] Rhodocyclaceae bacterium
Q4Z8V9 Putative benzoyl-CoA reductase (Fragment)(*) [N426] Thauera selenatis
AOAOC3HVN9 Benzoyl-CoA reductase, subunit A [N426] Thauera sp. SWB20
N6XYR8 Benzoyl-CoA reductase subunit A [N426] Proteobacteria

—— AO0A2E9Y480 Benzoyl-CoA reductase subunit A [N426] Rhodospirillaceae bacterium

AO0A357F8Z4 Benzoyl-CoA reductase subunit A [N426] root
| AOA2D5SRK5 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium
| AOA2E5PSX5 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium

AOA2E7ZHR9 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium
AOA2A4TKY1 Benzoyl-CoA reductase subunit A [N426] Alphaproteobacteria bacterium

AOA2A5CHF4 Benzoyl-CoA reductase subunit A [N426] Alphaproteobacteria bacterium

AOA2A5CAJ9 Benzoyl-CoA reductase subunit A [N426] Alphaproteobacteria bacterium

_|: AOA2E7QEF7 Benzoyl-CoA reductase subunit A [N426] Rhodospirillaceae bacterium

AOA2D6G2S3 Benzoyl-CoA reductase subunit A [N426] Rhodospirillaceae bacterium

{ AOA2N3CFZ3 Benzoyl-CoA reductase subunit A [N426] Alphaproteobacteria bacterium HGW-Alphaproteobacteria-2

UPIOO0ODBE2D50 benzoyl-CoA reductase subunit A [N426] Roseovarius sp. GCL-8

AOA2S6MW38 Benzoyl-CoA reductase subunit A [N426] Rhodopila globiformis
{ AOA3AOEVU2 Benzoyl-CoA reductase subunit A [N426] Proteobacteria bacterium

I UPIO0048F5BE1 benzoyl-CoA reductase subunit A [N426] Sedimenticola selenatireducens

AOA2N6CXB4 Benzoyl-CoA reductase subunit A [N426] Sedimenticola selenatireducens

|: AOA1R1M6D7 Benzoyl-CoA reductase subunit A [N426] Motiliproteus sp. MSK22-1

AOA3P1SM66 Benzoyl-CoA reductase subunit A [N426] Amphritea balenae

AOA2D6T070 Benzoyl-CoA reductase subunit A [N426] Rhodospirillaceae bacterium

AOA3M1T7Z7 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

AOA2D6HEK4 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

AOA1G3AMV3 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium RBG_16_64_12

AO0A2D6A4R4 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

|: AOALF2VQG7 Benzoyl-CoA reductase subunit A [N426] Acidobacteria bacterium RIFCSPLOWO2_12 FULL_67_14b

Q4Zz8T3 Putative benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

AOA3A0C9Z2 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

AOA3M2DXU2 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium

AOA3M1VWNS5 Benzoyl-CoA reductase subunit A [N426] Acidobacteria bacterium

{ AOA4P5VWLO Uncharacterized protein [N426] Deltaproteobacteria bacterium

AOA3M1CQE4 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium
AOA2D6MSM7 Benzoyl-CoA reductase subunit A [N426] Deltaproteobacteria bacterium

AOA2D6PZ18 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

AOA1J5EJC2 BerAD_BadFG domain-containing protein [N426] unclassified Deltaproteobacteria

{ AOA1F9FCZ2 BcrAD_BadFG domain-containing protein [N426] Deltaproteobacteria bacterium RBG_16_71_12

AOA3M2BS88 Benzoyl-CoA reductase subunit A [N426] Acidobacteria bacterium
AOA1F3SGZ4 Benzoyl-CoA reductase subunit A [N426] Bdellovibrionales bacterium RBG_16_40_8

Q59J03 Putative alpha subunit of benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium

— AOA2E6D425 Benzoyl-CoA reductase subunit A [N426] Planctomycetes bacterium

I — Q59J06 Putative alpha subunit of benzoyl-CoA reductase (Fragment)(*) [N426] uncultured bacterium
Q42z8S5 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q5PON7 Benzoyl CoA reductase subunit(*) [N418] Aromatoleum aromaticum
Q478X3 Putative benzoyl-CoA reductase (Fragment)(*) [N418] Aromatoleum toluclasticum
Q428X4 Putative benzoyl-CoA reductase (Fragment)(*) [N418] Aromatoleum tolulyticum
Q4z8X5 Putative benzoyl-CoA reductase (Fragment)(*) [N418] Aromatoleum tolulyticum
Q4z8X2 Putative benzoyl-CoA reductase (Fragment)(*) [N418] Aromatoleum toluvorans

AOALIN6PSB2 Benzoyl-CoA reductase (2-electron) alpha subunit(*) [N418] Aromatoleum tolulyticum
Q59J18 Putative benzoyl-CoA reductase subunit (Fragment)(*) [N418] Aromatoleum toluvorans
Q8VUGO Benzoyl CoA reductase subunit(*) [N418] Aromatoleum evansii

Q68VL7 BzdQ(*) [N418] Azoarcus sp. CIB

UP100035DDC44 benzoyl-CoA reductase, bzd-type, subunit Q(*) [N418] Aromatoleum toluclasticum
Q4z8S3 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4Z8S1 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q42z8S2 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q4Z8R5 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4Z8R9 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4z8S7 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q4Z8T0 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q4278S8 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q428S9 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q4Z8R7 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q4Z8T1 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

—E Q4Z8R1 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4Z8R6 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

—— Q4Z8R3 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4z8Q9 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4Z8RO0 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
Q565U2 Benzoyl-CoA reductase, delta subunit(*) [N418] uncultured bacterium

Q4Z8R2 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

—: Q4Z8R8 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium

Q4Z8R4 Putative benzoyl-CoA reductase (Fragment)(*) [N418] uncultured bacterium
UPI100054D5E8C hypothetical protein [N437] Desulfobacter vibrioformis

F1SVG9 Activator of 2-hydroxyglutaryl-CoA dehydratase, contains a HSP70-class ATPase domain(*) [N438] Methanopyrus kandleri

Q565V9 (R)-hydroxyglutaryl-Coa dehydratase activator(*) [N439] uncultured bacterium

Q565U3 Benzoyl coa reductase, alpha subunit(*) [N414] uncultured bacterium

Q5PON8 Benzoyl CoA reductase subunit(*) [N414] Aromatoleum aromaticum
Q68VL8 BzdP(*) [N414] Azoarcus sp. CIB

Q8VUG1 Benzoyl CoA reductase subunit(*) [N414] Aromatoleum evansii

UPI00036B5A24 2-hydroxyglutaryl-CoA dehydratase(*) [N428] Desulfitobacterium hafniense

Q24V39 BcrAD_BadFG domain-containing protein(*) [N428] Desulfitobacterium hafniense

UPI000360934F 2-hydroxyglutaryl-CoA dehydratase(*) [N428] Desulfitobacterium hafniense

—— QOAAJ7 Putative CoA-substrate-specific enzyme activase(*) [N428] Alkalilimnicola ehrlichii MLHE-1

L AoA0C2v2X3 Benzoyl-CoA reductase subunit BadG(*) [N428] Magnetospirillum magnetotacticum MS-1

— Q59J04 Putative alpha subunit of benzoyl-CoA reductase (Fragment)(*) [N428] uncultured bacterium

L AS5G8BO Putative CoA-substrate-specific enzyme activase(*) [N428] Geobacter uraniireducens Rf4
[ Q216S4 CoA enzyme activase(*) [N428] Rhodopseudomonas palustris BisB18

l uPl00041CBOF4 2-hydroxyglutaryl-CoA dehydratase(*) [N428] Bradyrhizobium sp. th.b2

AOAOD5NG6J7 3-hydroxyacyl-ACP dehydratase(*) [N428] Geobacter sulfurreducens

— Q59J17 Putative benzoyl-CoA reductase subunit (Fragment)(*) [N428] sulfate-reducing bacterium mXyS1
L AOLN31 Putative CoA-substrate-specific enzyme activase(*) [N428] Syntrophobacter fumaroxidans MPOB



