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Abstract 32 

Sponges are ubiquitous components of various deep-sea habitats, including cold water coral 33 

reefs and deep-sea sponge grounds. Despite being surrounded by oligotrophic waters, these 34 

ecosystems are known to be hotspots of biodiversity and carbon cycling. To assess the role of 35 

sponges in the carbon cycling of deep-sea ecosystems, we studied the energy budgets of six 36 

dominant deep-sea sponges (the hexactinellid species Vazella pourtalesi, and demosponge 37 

species Geodia barretti, Geodia atlantica, Craniella zetlandica, Hymedesmia paupertas and 38 

Acantheurypon spinispinosum) in an ex situ aquarium setup. Additionally, we determined 39 

morphological metrics for all species (volume, dry weight (DW), wet weight (WW), carbon 40 

(C) content, and ash-free dry weight (AFDW)) and provide species-specific conversion 41 

factors. Oxygen (O2) removal rates averaged 3.3 ± 2.8 µmol O2 DWsponge h
-1 (all values mean 42 

± SD), live particulate (bacterial and phytoplankton) organic carbon (LPOC) removal rates 43 

averaged 0.30 ± 0.39 µmol C DWsponge h
-1 and dissolved organic carbon (DOC) removal rates 44 

averaged 18.70 ± 25.02 µmol C DWsponge h
-1. Carbon mass balances were calculated for four 45 

species (V. pourtalesi, G. barretti, G. atlantica and H. paupertas) and revealed that the 46 

sponges acquired 1.3–6.6 times the amount of carbon needed to sustain their minimal 47 

respiratory demands. These results indicate that irrespective of taxonomic class, growth form, 48 

and abundance of microbial symbionts, DOC is responsible for over 90 % of the total net 49 

organic carbon removal of deep-sea sponges and allows them to sustain in otherwise food-50 

limited environments on the ocean floor.   51 
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Introduction 52 

 53 

The oceanic seafloor constitutes by far the largest part of Earth’s surface area, covering an 54 

area of 361 million km2, of which over 90% is found at water depths greater than 150 m 55 

(Costello et al. 2010; Ramirez-Llodra et al. 2010). However, still only a minute fraction of 56 

the deep-sea surface has been properly mapped (Mayer et al. 2018), let alone characterized in 57 

terms of biodiversity and ecology. Nevertheless, since 1848, 28 new habitats have been 58 

discovered in the deep-sea (Ramirez-Llodra et al. 2010). In the past few decades, sponges 59 

have been revealed to be ubiquitous inhabitants of many of these habitats, generally in water 60 

depths between, but not restricted to, 200–2,000 m (reviewed by Hogg et al. 2010). On the 61 

northern Atlantic continental shelf, sponges abundantly inhabit deep-sea coral reefs, form 62 

large mono-specific sponge grounds, and create sponge reefs by depositing thick spicule mats 63 

(i.e. layers of skeletal needles derived from dead and damaged sponges) (Thomson 1873; 64 

Klitgaard & Tendal 2004; Buhl-Mortensen et al. 2010; Beazley et al. 2015). In some areas, 65 

sponges can comprise up to 98 % of the total benthic biomass and sponge abundance 66 

amounts up to 24 individuals per m2 (OSPAR Commission 2010). Deep-sea sponges are 67 

found to fulfill important ecological roles by providing habitat complexity and substrate to 68 

both mobile and sessile fauna (Klitgaard, 1995; Beazley et al. 2013; Hawkes et al. 2019). 69 

Moreover, the first estimations on respiration and organic carbon (C) uptake of deep-sea 70 

sponges (e.g., Pile & Young 2006; Yahel et al. 2007; Kahn et al. 2015) suggest that they play 71 

a crucial role in benthic-pelagic coupling. 72 

However, due to technical restrictions inherent to deep-sea work (e.g., costly ship-73 

based expeditions, sampling under extreme conditions), data on the ecology and physiology 74 

of deep-sea sponges is still scarce, and mostly based on specimens caught with dredges and 75 

trawls. In recent years, the increased use of remotely operated vehicles (ROVs) has provided 76 
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more opportunities to do measurements at the seafloor, and to bring up specimens from depth 77 

for laboratory experiments. The few available studies on deep-sea sponge physiology consists 78 

of a mix of in situ and ex situ studies using different direct (taking in- and out-flow water 79 

samples (Pile & Young 2006; Yahel et al. 2007; Leys et al. 2018)) and indirect (using flume 80 

experiments (Witte et al. 1997), or incubation chambers (Kutti et al. 2013, 2015; Rix et al. 81 

2016)) methodologies. Still, metabolic rates of deep-sea sponges are only available for a 82 

limited number of species, often incomplete, and not reflecting the diversity and wide array 83 

of morphological traits found in sponges in deep-sea habitats.  84 

Deep-sea sponges mainly belong to two classes: demosponges (Demospongiae) and 85 

glass sponges (Hexactinellidae) (Lancaster et al. 2014). Demosponges come in a wide variety 86 

of shapes and sizes, ranging from mm-thin encrusting sheets to m-wide barrels, and consist of 87 

layers of specialized cells (Simpson 1984). They occur in freshwater and marine ecosystems 88 

and their skeleton can consist of siliceous, calcium carbonate, or collagenous components 89 

(Müller et al. 2006; Ehrlich et al. 2010; Bart et al. 2019). Hexactinellids are exclusively 90 

marine, tubular, cup-, or vase-shaped, and predominantly inhabit deep-sea habitats (Schulze 91 

1887; Mackie & Singla 1983; Leys 2007). In contrast to demosponges, their cellular structure 92 

is principally composed of massive multinucleate syncytia and their skeleton always consists 93 

of silica spicules (Bidder 1929; Mackie & Singla 1983; Leys 1999; Müller et al. 2006). 94 

Depending on the quantity and composition of associated microbes in their tissues, sponges 95 

can be further classified as having either low microbial abundances (LMA) or high microbial 96 

abundances (HMA) (Hentschel et al. 2003; Weisz et al. 2008). LMA sponges contain 97 

microbial abundances and sizes comparable to ambient seawater (~ 0.5–1 x 106 cells mL-1), 98 

while HMA sponges can contain up to four orders of magnitude more (and generally much 99 

larger) microbes (Vacelet & Donadey 1977; Reiswig 1981; Hentschel et al. 2003). These 100 

symbionts are involved in various processes, such as C and nitrogen (N) metabolism, 101 
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synthesis of vitamins, chemical defense and horizontal gene transfer (reviewed by Pita et al. 102 

2018). 103 

Sponges, including deep-sea species, are well-established filter feeders, efficiently 104 

capturing and processing nano- and picoplankton (reviewed by Maldonado et al. 2012). More 105 

recently, it has been shown that many shallow-water sponges primarily rely on dissolved 106 

organic matter (DOM) as food source (reviewed by de Goeij et al. 2017). DOM, often 107 

measured in the form dissolved organic carbon (DOC), is the largest potential food source in 108 

the oceans (Hansell et al. 2009). Yet, direct evidence of DOM uptake by deep-sea sponges is 109 

still not available at present. For some species DOM uptake has been suggested (Leys et al. 110 

2018), for others it was not found (Yahel et al. 2007; Kahn et al. 2015). However, these 111 

studies did not directly measure DOC, but derived the dissolved organic carbon fraction from 112 

the total organic carbon fraction. Direct DOC measurements are challenging, as they are 113 

performed almost within detection limits of current analytical systems. Therefore, an 114 

important question is: can deep-sea sponges utilize DOM as a food source?  115 

Both body shape and microbial abundance are suggested to affect the capability of 116 

sponges to utilize dissolved food sources. For example, it is hypothesized that the high 117 

surface-to-volume ratio of flat, encrusting sponges is advantageous for the uptake of DOM 118 

compared to lower surface-to-volume ratio of erect, massive (e.g., ball, cylinder) growth 119 

forms (Abelson et al. 1993; de Goeij et al. 2017). Higher DOM uptake is also predicted for 120 

HMA sponges in comparison with LMA sponges, as microbes are considered to play an 121 

essential role in the processing of DOM (Reiswig 1974; Freeman & Thacker 2011; 122 

Maldonado et al. 2012; Hoer et al. 2018). However, this distinction is not always clear, as the 123 

diet of some LMA sponges also consists mainly of DOM (e.g., de Goeij et al. 2008; Mueller 124 

et al. 2014), particularly when they do not have massive growth forms (reviewed by de Goeij 125 

et al. 2017).  126 
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To quantify the metabolic- and carbon removal rates of deep-sea sponges, three 127 

aspects need to be investigated. Firstly, a wider variety of sponge biodiversity (e.g., different 128 

taxonomic classes, morphological shapes, and abundances of associated microbes) needs to 129 

be included in physiological studies. Despite the high sponge diversity present in the deep-130 

sea, most studies currently available focused on a single sponge class or species. Secondly, 131 

the potential role of DOM in the diet of deep-sea sponges needs to be assessed. Thirdly, 132 

sponge metabolic rates are currently normalized to a variety of metrics (e.g., dry weight, wet 133 

weight, volume, or organic carbon content), which affects general ecological interpretations 134 

and that makes it difficult to compare results between studies. Therefore, the use of different 135 

standardization metrics should be addressed. 136 

In this study, we investigated the oxygen and organic carbon removal  rates of six 137 

dominant North-Atlantic deep-sea sponges with different morphological traits (three massive 138 

HMA demosponges, two LMA encrusting demosponges, and one massive LMA 139 

hexactinellid) from two different habitat types (mono-specific sponge grounds and multi-140 

specific sponge assemblages associated with cold-water coral reefs), and composed carbon 141 

budgets. Specifically, we studied the removal rates of live particulate organic carbon (LPOC; 142 

i.e. bacterio- and phytoplankton), DOC, and dissolved oxygen (O2) of the investigated 143 

species, using ex situ incubation experiments. We further determined different morphological 144 

metrics for the six targeted species (volume, DW, WW, carbon content, and AFDW) and 145 

provide species-specific conversion factors.   146 
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Materials & Methods 147 

 148 

Study areas, sponge collection and maintenance 149 

We investigated the following dominant North-Atlantic deep-sea sponge species (Fig. 1 and 150 

supplementary Table S1): Vazella pourtalesi (Hexactinellida; LMA; massive vase), Geodia 151 

barretti (Demospongiae; HMA; massive, globular), Geodia atlantica (Demospongiae; HMA; 152 

massive, bowl), Craniella zetlandica (Demospongiae; HMA; massive, globular), 153 

Hymedesmia paupertas (Demospongiae; LMA; encrusting, sheet) and Acantheurypon 154 

spinispinosum (Demospongiae; LMA; encrusting, sheet). Sponge specimens were collected 155 

by ROV during four research cruises in 2016, 2017 (two cruises), and 2018 (Fig. 2). V. 156 

pourtalesi specimens were collected in August, 2016, attached to their rocky substrate at 157 

~300 m depth, during the Hudson cruise 2016-019 (Kenchington et al. 2017) at the Emerald 158 

Basin on the Scotian Shelf, Canada (44°19'8.73"N 62°36'18.49"W). Sponges were kept in the 159 

dark in a 1000-L holding tank and transported without air exposure to the Bedford Institute of 160 

Oceanography, Dartmouth, Nova Scotia, Canada. In the lab, sponges were kept in the dark in 161 

a 1000-L flow-through holding tank, through which sand-filtered seawater from the adjacent 162 

Bedford Basin was continuously pumped at 7 L h-1. A chiller was used to maintain water 163 

temperature at 8 °C. C. zetlandica specimens were collected during the Kristine Bonnevie 164 

cruise 2017610 (April 2017) at 60°42'12.5"N 4°39'09.9"E in the province of Hordaland, 165 

Norway, and kept in 14-L onboard flow-through aquaria with seawater pumped through at 166 

120 L h-1. Temperature was maintained at 8 °C. G. atlantica and A. spinispinosum specimens 167 

were collected attached to their rocky substrate during the G.O. Sars cruise 2017110 (August 168 

2017) at the Sula reef (64°42'25.2"N 7°59'24.0"E) of the Northern Norwegian coast at depths 169 

of 250–400 m. G. barretti specimens were collected during the same cruise at the Barents Sea 170 

(70°47'20.8"N 18°03'47.2"E) at a depth of 272 m. The latter three sponge species were kept 171 
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on board the research vessel in the dark in 20-L flow-through tanks in a climate room at 6 °C. 172 

North-Atlantic seawater was pumped in from a depth of 6 m at 30 L h-1. H. paupertas 173 

specimens were collected attached to rocky substrate during the G.O. Sars cruise 174 

2018108(cruise code, August 2018) in the Barents Sea at 70°47'13.9"N 18°03'23.8"E. These 175 

sponges were kept on board the research vessel under similar conditions as during the 176 

previous year. Ex situ experiments with G. atlantica, A. spinispinosum and H. paupertas 177 

specimens were performed on board the ship. G. barretti and C. zetlandica specimens were 178 

transported without exposing them to air to the laboratory facilities at the University of 179 

Bergen, Norway, where the experiments took place. In Bergen, sponges were kept in a dark 180 

climate room (8 °C) in multiple 20-L flow-through aquarium systems. Each holding tank 181 

contained a maximum of five sponges. Flow originated from unfiltered water pumped from 182 

200 m depth from the outer fjord near Bergen at ~ 50 L h-1 with a temperature ranging from 183 

6–8 °C. All sponges and substrate were cleared from epibionts prior to incubations. 184 

 185 

Incubations, sample treatment, and analysis 186 

All sponges were allowed to acclimatize for a minimum of 1 week prior to the incubation 187 

experiments. Individual sponges were enclosed in flow chambers (either 2, 3, or 6 L 188 

depending on sponge biomass) with magnetic stirring devices to ensure proper mixing (de 189 

Goeij et al. 2013). Chambers were acid-washed (0.4 mol L-1 HCl) prior to the incubations and 190 

kept in a water bath to maintain a constant seawater temperature during the incubations (6–9 191 

°C depending on the incubation). Chambers were closed without trapping air in the system. 192 

The length of every individual incubation was determined during test incubations based on 193 

sponge size and oxygen consumption (ideally timed to about > 10 % to < 40 % [O2] decrease, 194 

and ranged from 2–8 h. At set time intervals depending on the incubation length (tsample = 0, 195 

30, 60, 90 120, 180, 240, 360 or 480 min), 85–100 mL water samples were taken with acid-196 
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washed 100-mL polycarbonate syringes. Sample water volume was replaced aquarium water 197 

(drawn in by suction to maintain volume and eliminate air exposure),  and calculations were 198 

adjusted to take these replacements into account during the analysis. Samples were 199 

subdivided to analyze the concentrations of DOC and abundances of bacterio- and 200 

phytoplankton. For 2 species, C. zetlandica and H. paupertas, no DOC samples were 201 

analyzed, due to logistical issues.  202 

Dissolved oxygen concentrations (O2) were continuously measured during the 203 

incubations with OXY-4 mini optical oxygen sensors (PreSens, Germany). Sensors do not 204 

consume oxygen and due to their small dimensions (Ø 2 mm), flow and mass-transport inside 205 

the chambers are not disturbed. O2 concentrations were recorded every 15 s (OXY-4-v2_30FB 206 

software).  207 

Prior to DOC sampling, syringes, glassware and pipette tips were rinsed three times 208 

with acid (8 mL 0.4 mol L-1 HCl), three times with milli-Q (80 mL), and twice with sample 209 

water (10 mL). 20 mL of sample water was filtered (< 20 kPa Hg suction pressure) over pre-210 

combusted (4 h at 450 °C) GF/F glass microfiber (~ 0.7 µm pore-size) filter and collected in 211 

pre-combusted (4 h at 450 °C) amber glass EPA vials (40 mL). Samples were acidified with 6 212 

drops of concentrated HCl (12 mol L-1) to remove inorganic C, and stored in the dark at 4 °C 213 

until analysis. DOC concentrations were analyzed using a total organic C analyzer and 214 

applying the high-temperature catalytic oxidation method (TOC-VCSH; Shimadzu) modified 215 

from Sugimura and Suzuki (1988). Every 8–10 d the instrument was calibrated by measuring 216 

standard solutions of 0, 42, 83, 125, 208 and 417 µmol C L-1, prepared from a potassium 217 

hydrogen phthalate standard (Merck 109017). Every measurement day, ultrapure (MilliQ) 218 

water was used to determine the instrument blank (< 1 µmol C L-1). On every measurement 219 

day TOC analysis was validated with deep seawater reference (DSR) material provided by 220 

the Consensus Reference Materials Project of RSMAS (University of Miami) yielding values 221 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


11 

 

within the certified range of 42–45 µmol C L-1. Additionally, two internal standards were 222 

prepared each measurement day using a potassium hydrogen phthalate (Merck 109017) with 223 

DOC concentration within the samples range. DOC of each sample was determined from 5–8 224 

injections. The precision was < 4 % estimated as the standard deviation of replicate 225 

measurements divided by the mean.  226 

Duplicate 1 mL samples for bacterioplankton and phytoplankton were fixed at a final 227 

concentration of 0.5 % glutaraldehyde for 15–30 min at 4 °C in the dark. After fixation, the 228 

samples were snap-frozen in liquid nitrogen and stored at -80 °C until further analysis. 229 

Thawed samples were analyzed using a BD-FACSCalibur flow cytometer (Becton Dickinson, 230 

San Jose, Calif.) with a 15 mW air-cooled argon laser (Brussaard et al. 2004). Phytoplankton 231 

were enumerated for 10 min at 80 uL min-1 with the trigger on Chlorophyll a, red 232 

autofluorescence (Marie et al. 1999). Phycoerythrin containing cells (e.g. cyanobacterial 233 

Synechococcus) were discriminated by their orange autofluorescence. Bacterial samples were 234 

diluted in sterile TE-buffer, pH 8.0 (10 mmol L-1 Tris, Roche Diagnostics; 1 mmol L-1 235 

EDTA, Sigma-Aldrich) to avoid electronic coincidence, and stained with nucleic acid-specific 236 

SYBR Green I to a final concentration of 1 x 10-4 of the commercial stock (Marie et al. 1999; 237 

Brussaard et al. 2004). Samples were corrected for blanks (TE-buffer with SYBR Green I) 238 

prepared and analyzed in a similar manner as the samples. Bacterial samples were incubated 239 

in the dark for 15 min at room temperature after which samples were allowed to cool down at 240 

room temperature. Samples were analyzed for 1 min at 40 µL min-1. Listmode files were 241 

analyzed using CYTOWIN freeware (Vaulot et al. 1989).  242 

 243 

Sponge metrics 244 

After the incubations, sponges were removed from their substrate and analyzed for volume 245 

(by water replacement) and (dripping) wet weight (WW). Then, all sponges were dried for 72 246 
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h in a drying oven at 60 °C to determine dry weight (DW). Randomly selected 1-cm3 cubes (n 247 

= 6) of each massive sponge were transferred into a pre-weighed crucible and combusted at 248 

450 °C in a muffle furnace (4 h). Combusted samples were cooled to room temperature in a 249 

desiccator and weighed (ash weight). Subsequently, ash-free dry weight (AFDW) was 250 

calculated by subtracting ash weight from DW and normalized to total volume of the original 251 

sponge specimen. The rest of the dried sponges was crushed and ground up with mortar and 252 

pestle and stored in a desiccator until further analysis.  253 

Samples for organic C content analysis were decalcified with 4 mol L-1 HCl to ensure 254 

removal of inorganic C and subsequently lyophilized for 24 h in a FD5515 Ilchin Biobase 255 

freeze-drier. After freeze-drying, aliquots of approximately 10 mg were placed in tin-capsules 256 

and analyzed on an Elemental Analyser (Elementar Isotope cube, (Elementar GmbH, 257 

Langenselbold, Germany) coupled to a BioVision isotope ratio mass spectrometer (Elementar 258 

ltd, Manchester, UK).  259 

 260 

Oxygen and carbon removal rates 261 

To calculate changes in O2 concentrations over time, a linear regression analysis was 262 

performed for each individual incubation. Resulting net O2 removal rates were subsequently 263 

compared between sponge and seawater control incubations with a Welch’s t-test for each 264 

species and a respective set of seawater controls.  265 

Initial net live bacterio- and phytoplankton removal rates were calculated assuming 266 

exponential clearance of cells in incubations (Scheffers et al. 2004; de Goeij et al. 2008). The 267 

live plankton fraction was dominated by two general cell types, heterotrophic bacteria and 268 

phytoplankton, the latter represented by Synechococcus-like cyanobacteria. To calculate net 269 

removal rates for each plankton component, the average initial cell concentrations of all 270 

incubations were used as a starting point. Standardized data were fitted to an inverse 271 
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exponential model to calculate final cell concentrations. Final concentrations were subtracted 272 

from the initial corrected concentrations and differences were compared between treatments 273 

(sponge versus control incubations) using an unpaired t-test. Clearance rates (CR) were 274 

calculated according to Riisgård et al., 1993: 275 

�� �  ��/� �  	
���/��� 

Vw: water volume in incubation chamber (in mL) 276 

t: duration of incubation (in min) 277 

C0: initial cell (bacterial or phytoplankton) concentration (in µmol C mL-1) 278 

Ct: cell concentration at time point t (in cells mL-1) 279 

 280 

A conservative estimate of live particulate organic carbon (LPOC) removal was obtained 281 

using established conversion factors. Heterotrophic bacterial cells were converted using 30 fg 282 

C per bacterial cell (Fukuda et al. 1998; Leys et al. 2018) and phytoplankton using 470 fg C 283 

per Synechococcus-type cell (Bertilsson et al. 2003; Pile & Young 2006). 284 

 Initial net DOC removal rates were calculated by applying a 2G-model (de Goeij & 285 

van Duyl 2007; de Goeij et al. 2008). This is a simplified model to describe changes in DOC 286 

concentration over time, assuming that the complex and heterogeneous DOC pool comprises 287 

two major fractions: a fast- (Cf) and slow-removable (Cs) fraction, for labile and refractory 288 

components of DOM, respectively (de Goeij et al. 2008). In an assumed well-mixed system, 289 

the fast and slow removal fractions of DOC will be consumed according to their specific 290 

removal rate constants kf and ks, respectively. The sum of the individual removal rates is used 291 

here to describe total DOC removal.  292 

����

��
  = ����� � �	��) 293 

Integrating this equation yields the function that describes the concentration of DOC as a 294 

function of time: 295 
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������ �  ��,� � ����� �  �	,� �  ���	�  

Experimental data is described with the model by estimating model variables Cf and Cs using 296 

a (10,000 iterations) minimalization routine (de Goeij et al. 2008). Initial DOC removal rate 297 

(the flux on t = 0) was calculated from the estimated values of these variables and is given by 298 

�	����� �  �����,� � �	�	,��  

All fluxes of O2 and C in µmol per different metric (sponge V, WW, DW, AFDW, or C 299 

content) were corrected for controls and incubation volume. 300 

 301 

Carbon mass balance 302 

Total net organic carbon removal rates were estimated as the sum of net LPOC and DOC 303 

removal rates. O2 removal served as a proxy for respiration assuming a balanced molar ratio 304 

of carbon respiration to net O2 removal (1 mol C respired equals 1 mol O2 removed), yielding 305 

a respiratory quotient (RQ) of 1 (Hill et al. 2004; Yahel et al. 2003).  306 

�� �  
��	�� �� � �������� ��� �
�� ����

��	�� �� � ��
����� ��� �
�� ����
� 1 

To establish a mass balance for the different deep-sea sponge species, the quotient 307 

ΔO2/ΔTOC was calculated using the exponential removal rates. Carbon budgets where only 308 

calculated for sponges of which we had complete sets of O2, LPOC and DOC data (Vazella 309 

pourtalesi (n = 4), Geodia barretti (n = 3), Geodia atlantica (n = 4), and Acantheurypon 310 

spinispinosum (n = 3). 311 

312 
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Results 313 

 314 

Sponge metrics 315 

Sponge characteristics (phylogeny, growth form, abundance or associated microbes) and 316 

metric conversion factors are given in Table 1. Average sponge metrics (planar surface area, 317 

volume, WW, DW, AFDW, %C) are shown in Table S1. Encrusting sponges have a one- to 318 

two-orders of magnitude higher planar surface area to volume ratio (4.2–10.0) than massive 319 

sponges (0.2–0.3) and an order-of-magnitude higher volume to dry weight ratio (21.4–22.4 320 

and 3.3–7.3, respectively). HMA sponges show a significantly higher organic C content than 321 

LMA sponges (t = -8.13, df = 27, p < 0.001), Table 1), with lowest values for the hexactinelid 322 

V. pourtalesi. 323 

 324 

Oxygen removal rates 325 

The concentration of O2 in the incubation chambers linearly decreased with time for V. 326 

pourtalesi (t = 4.59 , df = 7, p < 0.01), G. barretti (t = 3.69, df = 11, p < 0.01),  G. atlantica (t 327 

= 5.11 , df = 5, p < 0.01), C. zetlandica (t = 3.5, df = 3, p < 0.05), H. paupertas (t = 4.38, df = 328 

2, p < 0.05) and A. spinispinosum, (t = 7.96, df = 5, p < 0.001) compared to seawater control 329 

incubations. Average O2 removal rates per species are depicted in Table 2. Examples of O2 330 

concentration profiles during incubations for all species and controls are shown in figure S1. 331 

O2 removal rates for all sponges averaged 3.3. ± 2.8 µmol O2 DWsponge h
-1 (mean ± SD 332 

throughout text unless stated otherwise), ranging from 1.0 (C. zetlandica) to 7.8 (A. 333 

spinispinosum).  334 

 335 

LPOC removal rates 336 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


16 

 

Bacterioplankton concentrations decreased in incubations with G. barretti (t = 2.44, df = 19, 337 

p < 0.05), V. pourtalesi (t = 5.91, df = 9, p < 0.001), G. atlantica (t = 6.62, df = 5, p < 0.01), 338 

H. paupertas (t = 2.81, df = 4, p < 0.05) and C. zetlandica (t = 4.25, df = 8, p < 0.01) 339 

compared to seawater control incubations (Fig. 3A–E). Incubations with A. spinispinosum 340 

showed no significant decrease in bacterioplankton compared to control incubations (t =  341 

-0.72, df = 4, p = 0.51) (Fig. 3F). Average bacterial C removal and clearance rates (CR) per 342 

species are presented in Table 3. Bacterial C removal rates averaged 0.25 ± 0.35 µmol C 343 

DWsponge h
-1 for all species, ranging between 0.00 (A. spinispinosum) and 0.82 (V. pourtalesi) 344 

(Table 3). Bacterial CRs averaged 0.69 ± 1.06 mL mL-1 min-1 for all species, ranging from 345 

0.00 (A. spinispinosum) to 2.22 (V. pourtalesi).  346 

Compared to control incubations, phytoplankton (i.e. Synechococcus-type 347 

cyanobacteria) concentrations decreased in incubations with V. pourtalesi (t = 5.34, df = 9 , p 348 

< 0.001), G. barretti (t = 2.20, df = 11, p < 0.05) and G. atlantica (t = 11.92, df = 6, p < 349 

0.001). Incubations with C. zetlandica (t = 1.23 , df = 3, p = 0.31) and A. spinispinosum (t = 350 

1.56, df = 7, p = 0.16) showed no significant decrease compared to seawater control 351 

incubations. Average phytoplankton C fluxes per species are presented in Table 3. 352 

Phytoplankton C removal rates averaged 0.04 ± 0.07 µmol C DWsponge h
-1 for all species, 353 

ranging from 0.00 (A. spinispinosum/C. zetlandica) to 0.15 (V. pourtalesi) (Table 3). 354 

Phytoplankton CRs averaged 0.54 ± 0.96 mL mL-1 min-1 for all species, ranging between 355 

0.00 (A. spinispinosum) and 1.77 (V. pourtalesi). 356 

Combined plankton removal rates amounted to total LPOC uptake rates of, on 357 

average, 0.30 ± 0.39 µmol C DWsponge h
-1, ranging from 0.00 (A. spinispinosum) to 0.97 (V. 358 

pourtalesi). 359 

 360 

DOC removal rates 361 
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DOC concentration for incubations with four different species: V. pourtalesi (n = 4), G. 362 

barretti (n = 3), G. atlantica (n = 4), and A. spinispinosum (n = 3) fitted the 2G model and 363 

thereby showed significant removal of DOC (Fig. 4 and Supplementary Fig. S2). 364 

Unfortunately, some time-series could not be analyzed due to technical difficulties. No DOC 365 

removal occurred in the seawater controls. DOC removal rates averaged 18.70 ± 25.02 µmol 366 

C DWsponge h
-1 for all sponges, ranging from 3.70 (G. barretti) to 56.07 (A. spinispinosum) 367 

(Table 3). 368 

 369 

Carbon mass balance 370 

Mass balances, constructed for the four species where both LPOC and DOC were measured, 371 

showed that more than 90% of the average net TOC removal was accounted for by DOC (V. 372 

pourtalesi 92.0 ± 5.5 %, G. barretti 99.5 ± 0.5 %, G. atlantica 93.6 ± 8.4 %, A. 373 

spinospinosum 100 %) (Table 4). All species except A. spinospinosum also removed LPOC 374 

from the water, yet this organic carbon source accounted for less than 10 % of the net total 375 

TOC removal. Assuming a RQ of 1 in combination with exponential removal of LPOD and 376 

DOC during the incubations, we find all four species can match their minimal required 377 

carbon uptake (ΔO2/ΔTOC of 1.0 or lower), but only when DOC is included in the mass 378 

balance. Both HMA species show higher ΔO2/ΔTOC values than the two LMA species. 379 
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Discussion 380 

 381 

This is the first study that combines measured uptake rates of dissolved oxygen (O2), 382 

dissolved organic carbon (DOC) and live planktonic particulate organic carbon (LPOC) by 383 

multiple deep-sea sponges. We found that for the four investigated species where both LPOC 384 

and DOC were measured, DOC accounted for 92–100 % of the total organic carbon (TOC) 385 

uptake. Only when DOC is included as organic carbon source, these deep-sea sponges 386 

surpass their minimal respiratory carbon demands. Furthermore, metabolic rates, 387 

morphometrics, and conversion factors for six dominant North-Atlantic deep-sea sponge 388 

species are presented. 389 

 390 

Oxygen and carbon fluxes 391 

O2 removal rates per DW of deep-sea sponges show consistency throughout literature, as 392 

most are roughly within the same order of magnitude (equal or less than factor 10 difference; 393 

Table 2). For G. barretti, O2 removal rates found in this study are closely comparable with 394 

other rates reported, regardless of the method used (Kutti et al. 2013; Leys et al. 2018). When 395 

comparing respiration rates of deep-sea sponges to those reported for temperate (e.g., 396 

Thomassen & Riisgard 1995; Coma et al. 2002) and tropical sponges (e.g., Reiswig 1974; 397 

Yahel et al. 2003), rates of deep-sea sponges are consistently one to two orders-of-magnitude 398 

lower. Correspondingly, POC and DOC removal rates of deep-sea sponges are lower than 399 

those found for tropical and temperate species (e.g., de Goeij et al. 2008; Hoer et al. 2018). 400 

As depicted in figure 5, differences in O2 and POC removal rates can be explained by the 401 

positive effect of temperature on metabolism and physiological processes (see also Clarke 402 

and Fraser 2004). DOC removal rates seem to follow a similar trend, yet due to the very 403 

limited amount of data available, the relation with temperature was not found to be 404 
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significant. Remarkably, O2, POC and (specifically) DOC fluxes appear to be higher for 405 

encrusting sponges compared to massive growth forms (Fig. 5). For example, the deep-sea 406 

encrusting sponge A. spinispinosum has an order-of-magnitude higher DOC flux than 407 

massive deep-sea species (56.1 µmol C h-1 g DW-1 versus 3.7–9.2 µmol C h-1 g DW-1), as is 408 

the case for encrusting tropical species (218.3–253.3 µmol C h-1 g DW-1, de Goeij et al. 2008) 409 

compared to massive tropical species (10.0–11.9 µmol C h-1 g DW-1, Yahel et al. 2003, Hoer 410 

et al. 2018). This corroborates earlier suggestions that high surface-to-volume ratios enable 411 

encrusting sponges to have higher retention and removal efficiencies compared to massive 412 

species (Abelson 1993; Kötter 2003; de Goeij et al. 2017).  413 

In addition to morphology, higher net DOC removal rates are generally predicted for 414 

HMA sponges in comparison with LMA sponges, as microbes are considered to play an 415 

important role in the processing of DOM (Reiswig 1974; Freeman & Thacker 2011; 416 

Maldonado et al. 2012; Hoer et al. 2018). However, both LMA species used in this study, A. 417 

spinispinosum and V. pourtalesi, showed high uptake rates of DOC (56.1 and 9.2 µmol C h-1 418 

g DW-1, respectively), despite their different growth forms (encrusting versus massive) and 419 

different phylogeny (demosponge versus hexactinellid). Interestingly, other hexactinellids 420 

were previously not found to consume DOM (Yahel et al. 2007), where in this study V. 421 

pourtalesi shows the second highest DOC removal rates and DOC accounts for 90 % of its 422 

TOC uptake. These difference could imply species-too-species differences or geographical 423 

differences in organic carbon availability. However, Yahel et al. (2007) did not directly 424 

measure DOC, but derived it from TOC analysis, potentially resulting in an underestimation 425 

of actual DOC removal rates. Our results thereby add to the increasing body of evidence that 426 

also sponges with low microbial abundances are capable of consuming DOC (de Goeij et al. 427 

2013; Rix et al. 2016, 2017; Morganti et al. 2017).  428 

 429 
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Interpretation of sponge metabolic rates 430 

Our understanding and interpretation of metabolic rates at both organism and ecosystem scale 431 

is currently hampered by two issues. Firstly, a general lack of available oxygen and 432 

(predominantly dissolved organic) carbon fluxes of deep-sea species, but also for marine 433 

sponges in general (discussed in de Goeij et al. 2017). Specifically, no data are available on 434 

encrusting HMA species, which raises the question whether the high fluxes of encrusting 435 

LMA sponges are due to their encrusting morphology or  due to their limited abundances of 436 

symbionts. Secondly, the use of a multitude of metrics (e.g., m-2, WW, DW, AFDW) in 437 

combination with a lack of conversion factors, makes it almost impossible to compare 438 

metabolic rates between different sponge species. Yet, this is crucial to upscale fluxes from 439 

organism to ecosystem level in order to elucidate the role of marine sponges in 440 

biogeochemical cycles and overall ecosystem functioning. But, which metric should be used? 441 

In general, this may depend on the context and the research question at hand. For example, 442 

when extrapolating individual fluxes to the ecosystem level, planar surface area is potentially 443 

the most practical standardization metric in use (read: fast and low-cost). Abundance data in 444 

deep-sea —but also in shallow-water— habitats are usually collected via 2D video surveys or 445 

photo quadrants using ROV’s (van Soest 2007; Roberts et al. 2009). However, 2D planar 446 

surface area severely underestimates the volume and (organic) biomass of erect versus flat 447 

organisms (e.g., massive versus encrusting sponges; see also discussion in de Goeij et al. 448 

2017). Wet weight is another commonly used metric, but the most subjective, since the loss 449 

of weight in time before measuring can significantly change within and between species. 450 

Arguably the best metric to standardize metabolic rate is organic biomass (i.e. AFDW) or 451 

organic carbon content, excluding ecologically inert hard constituents, such as silica spicules 452 

(Rutzler, 1978). However, an increase in inorganic spicule content requires additional 453 

energetic costs at the expense of organic material (McDonald et al. 2002; Carballo et al. 454 
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2006). Therefore, in ecological terms, volume and DW provide alternatives. Volume, similar 455 

to WW, compromised by effects of large variations in shape, form and tissue densities and 456 

compositions of sponges (Diaz & Rutzler, 2001). We therefore use DW here as comparative 457 

measure and suggest that future physiological studies on sponges best provide a combination 458 

of metrics on volume, area cover, DW, AFDW, elemental composition (e.g., C or N content) 459 

and/or conversion factors between these metrics. 460 

 461 

Deep-sea sponge carbon budgets 462 

The contribution of DOC to the TOC uptake of the investigated sponges (92–100 %) is at the 463 

high end of the range reported for shallow water sponges (56–97; see Table 1 in de Goeij et 464 

al. 2017). Indirect measurements recently suggested that DOC accounts for 95 % of the TOC 465 

uptake of G. barretti (Leys et al. 2018), which is very close to the fluxes presented here. 466 

Although mass balances for all species where LPOC and DOC were measured are largely 467 

positive (table 4), both HMA species show higher ΔO2/ΔTOC values than the two LMA 468 

species. These differences might be explained by aerobic microbial processes in HMA 469 

sponges, such as nitrification (Hoffmann et al. 2009) or ammonia oxidation (Mohamed et al. 470 

2010), which require O2 in addition to the O2 demand based on carbon respiration. Moreover, 471 

the organic carbon uptake needed to balance respiration requirements of HMA sponges is 472 

potentially further reduced by sponge-associated chemoautotrophs using inorganic carbon 473 

sources which are transferred to the sponge host (van Duyl et al. 2008; Pita et al. 2018; Shih 474 

et al. 2019). A second issue with the calculating mass balances is the use of RQ value. The 475 

value of 1 used in this study applies to the oxidation of simple sugars (CH2O)x. In reality, 476 

proteins and nucleic acids have RQ values ranging from 0.71–0.83 (Kleiber, 1975), meaning 477 

that depending on the macromolecules respired, less than 1 mole C could be needed to 478 

balance consumption of 1 mole O, further reducing the amount of C needed to balance 479 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


22 

 

respiration requirements. In addition to respiration, other processes such as growth, cell-480 

turnover and release, reproduction, and the production of metabolites require organic carbon. 481 

Therefore, a complete carbon budget should include these processes. However, deep-sea 482 

sponges most likely grow slowly (Leys & Lauzon 1998), and we assume that within the short 483 

(2–8 h) timeframe of our incubations, growth is negligible. For several shallow water 484 

encrusting sponges, a rapid cell turnover and the subsequent release of “old” cells as detritus 485 

was shown (de Goeij et al. 2009, 2013; Alexander et al. 2014; Rix et al. 2016). This “loss of 486 

carbon” could have a major impact on carbon budgets. However, Leys et al. (2018) reported 487 

no production of new cells during experiments with G. baretti, suggesting minimal 488 

investment in cell turnover in the investigated time frame. In contrast, Rix and colleagues 489 

(2016) found that the deep-sea encrusting sponge Hymedesmia coriacea converted 39 % of 490 

organic carbon derived from deep-sea coral mucus into detritus, and detritus production by 491 

deep-sea sponges has been argued to have a major contribution to the total sedimentation rate 492 

of the Greenland–Iceland–Norwegian seas (Witte et al. 1997). Concludingly, reports on deep-493 

sea sponge detritus production and cell turnover are contradictive and still very limited, 494 

which does not warrant generalizations at this point. Likewise, only limited data is available 495 

on the reproduction of deep-sea sponges (Spetland et al. 2007) as well as seasonal changes in 496 

metabolic rates (Morley et al. 2016). Lastly, particularly HMA sponges, such as G. barretti, 497 

are known to produce secondary metabolites for chemical defense against surface settlers and 498 

grazers (Hedner et al. 2006; Sjo�gren et al. 2011). However, to our knowledge no studies 499 

have been performed on the metabolic costs of this metabolite production.  500 

 501 

Conclusion  502 

In this study we showed for the first time that multiple deep-sea sponge species are capable of 503 

consuming natural DOC, and that this DOC is essential to satisfy their minimal respiratory 504 
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carbon demand. However, although bacterio- and phytoplankton contributed only a small 505 

fraction (< 10 %) to the TOC uptake, these particulate food sources may contain valuable 506 

nutrients, such as vitamins, fatty acids, and amino acids (Putter 1925; Phillips 1984), which 507 

are essential for anabolic processes. We therefore hypothesize that DOC comprises the main 508 

carbon source for deep-sea sponges to sustain their minimal energetic requirements. But the 509 

supplementation with bacterio- and phytoplankton and possibly detritus, particularly during 510 

episodic food pulses after phytoplankton blooms, is essential to support anabolic processes 511 

such as somatic growth, reproduction, and cell turnover. The effective consumption of both 512 

dissolved and particulate food therefore allows deep-sea sponges to thrive in otherwise food-513 

limited environments.  514 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


24 

 

References 515 

 516 

Abelson, A., Miloh, T., & Loya, Y. 1993. Flow patterns induced by substrata and body 517 

morphologies of benthic organisms, and their roles in determining availability of food 518 

particles. Limnology and Oceanography, 38(6), 1116-1124. 519 

Alexander, B. E., Liebrand, K., Osinga, R., van der Geest, H. G., Admiraal, W., Cleutjens, J. 520 

P., ... & de Goeij, J. M. (014. Cell turnover and detritus production in marine sponges 521 

from tropical and temperate benthic ecosystems. PLoS One, 9(10), e109486. 522 

Bart, M. C., Sebastiaan, J., de Bakker, D. M., Alexander, B. E., van Oevelen, D., van Loon, 523 

E. E., ... & de Goeij, J. M. 2019. Spiculous skeleton formation in the freshwater 524 

sponge Ephydatia fluviatilis under hypergravity conditions. PeerJ, 6, e6055. 525 

Beazley, L. I., Kenchington, E. L., Murillo, F. J., & Sacau, M. D. M. 2013. Deep-sea sponge 526 

grounds enhance diversity and abundance of epibenthic megafauna in the Northwest 527 

Atlantic. ICES Journal of Marine Science, 70(7), 1471-1490. 528 

Beazley, L., Kenchington, E., Yashayaev, I., & Murillo, F. J. 2015. Drivers of epibenthic 529 

megafaunal composition in the sponge grounds of the Sackville Spur, northwest 530 

Atlantic. Deep Sea Research Part I: Oceanographic Research Papers, 98, 102-114. 531 

Bertilsson, S., Berglund, O., Karl, D. M., & Chisholm, S. W. 2003. Elemental composition of 532 

marine Prochlorococcus and Synechococcus: Implications for the ecological 533 

stoichiometry of the sea. Limnology and oceanography, 48(5), 1721-1731. 534 

Bidder, G.P. 1929. Sponges. Encyclopaedia Britannica. 14th Edition. 254 – 261. 535 

Brussaard, C. P. 2004. Optimization of procedures for counting viruses by flow cytometry. 536 

Applied and Environmental Microbiology, 70(3), 1506-1513. 537 

Buhl�Mortensen, L., Vanreusel, A., Gooday, A. J., Levin, L. A., Priede, I. G., 538 

Buhl�Mortensen, P., ... & Raes, M. 2010. Biological structures as a source of habitat 539 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


25 

 

heterogeneity and biodiversity on the deep ocean margins. Marine Ecology, 31(1), 21-540 

50. 541 

Carballo J.L., Avila E., Enriquez S. & Camacho L. 2006. Phenotypic plasticity in  a 542 

mutualistic association between the sponge Haliclona caerulea and the calcareous 543 

macroalga Jania  adherens induced by transplanting  experiments. I. Morphological 544 

responses of the sponge. Marine Biology, 148, 467-478  545 

Clarke, A., & Fraser, K. P. P. 2004. Why does metabolism scale with temperature?. 546 

Functional Ecology, 18(2), 243-251. 547 

Costello, M. J., Cheung, A., & De Hauwere, N. 2010. Surface area and the seabed area, 548 

volume, depth, slope, and topographic variation for the world’s seas, oceans, and 549 

countries. Environmental Science & Technology, 44(23), 8821-8828. 550 

de Goeij, J. M., & van Duyl, F. C. 2007. Coral cavities are sinks of dissolved organic carbon 551 

(DOC). Limnology and Oceanography, 52(6), 2608-2617. 552 

de Goeij, J. M., van den Berg, H., van Oostveen, M. M., Epping, E. H., & van Duyl, F. C. 553 

2008. Major bulk dissolved organic carbon (DOC) removal by encrusting coral reef 554 

cavity sponges. Marine Ecology Progress Series, 357, 139-151. 555 

de Goeij, J. M., De Kluijver, A., Van Duyl, F. C., Vacelet, J., Wijffels, R. H., de Goeij, A. F. 556 

P. M., ... & Schutte, B. 2009. Cell kinetics of the marine sponge Halisarca caerulea 557 

reveal rapid cell turnover and shedding. Journal of Experimental Biology, 212(23), 558 

3892-3900. 559 

de Goeij, J. M., Van Oevelen, D., Vermeij, M. J., Osinga, R., Middelburg, J. J., de Goeij, A. 560 

F., & Admiraal, W. 2013. Surviving in a marine desert: the sponge loop retains 561 

resources within coral reefs. Science, 342(6154), 108-110. 562 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


26 

 

de Goeij, J.M., Lesser,M.P., Pawlik, J.R. 2017. Nutrient Fluxes and Ecological Functions of 563 

Coral Reef Sponges in a Changing Ocean. In: Climate Change, Ocean Acidification 564 

and Sponges (eds. Carballo, J.L., Bell, J.J.). Springer International Publishing. 565 

Diaz, M. C., & Rützler, K. 2001. Sponges: an essential component of Caribbean coral reefs. 566 

Bulletin of Marine Science, 69(2), 535-546. 567 

Ehrlich, H., Ilan, M., Maldonado, M., Muricy, G., Bavestrello, G., Kljajic, Z., ... & Born, R. 568 

2010. Three-dimensional chitin-based scaffolds from Verongida sponges 569 

(Demospongiae: Porifera). Part I. Isolation and identification of chitin. International 570 

Journal of Biological Macromolecules, 47(2), 132-140. 571 

Fukuda, R., Ogawa, H., Nagata, T., & Koike, I. 1998. Direct determination of carbon and 572 

nitrogen contents of natural bacterial assemblages in marine environments. Appl. 573 

Environ. Microbiol., 64(9), 3352-3358. 574 

Freeman, C. J., & Thacker, R. W. 2011. Complex interactions between marine sponges and 575 

their symbiotic microbial communities. Limnology and Oceanography, 56(5), 1577-576 

1586. 577 

Hansell, D. A., Carlson, C. A., Repeta, D. J., & Schlitzer, R. 2009. Dissolved organic matter 578 

in the ocean: A controversy stimulates new insights. Oceanography, 22(4), 202-211. 579 

Hawkes, N., Korabik, M., Beazley, L., Rapp, H. T., Xavier, J. R., Kenchington, E. L. 2019. 580 

Glass sponge grounds on the Scotian Shelf and their associated biodiversity. Marine 581 

Ecology Progress Series, 614, 91-109.  582 

Hedner, E., Sjögren, M., Hodzic, S., Andersson, R., Göransson, U., Jonsson, P. R., & Bohlin, 583 

L. 2008. Antifouling activity of a dibrominated cyclopeptide from the marine sponge 584 

Geodia barretti. Journal of Natural Products, 71(3), 330-333. 585 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


27 

 

Hentschel, U., Fieseler, L., Wehrl, M., Gernert, C., Steinert, M., Hacker, J., & Horn, M. 2003. 586 

Microbial diversity of marine sponges. In Sponges (Porifera) (pp. 59-88). Springer, 587 

Berlin, Heidelberg. 588 

Hill, R. W., Wyse, G. A., Anderson, M., & Anderson, M. 2004. Animal physiology (Vol. 2). 589 

p. 150 – 151. Sunderland, MA: Sinauer Associates. 590 

Hoer, D. R., Gibson, P. J., Tommerdahl, J. P., Lindquist, N. L., & Martens, C. S. 2018. 591 

Consumption of dissolved organic carbon by Caribbean reef sponges. Limnology and 592 

Oceanography, 63(1), 337-351. 593 

Hogg, M. M., Tendal, O. S., Conway, K. W., Pomponi, S. A., Van Soest, R. W. M., Gutt, J., 594 

... & Roberts, J. M. 2010. Deep-seas Sponge grounds: reservoirs of biodiversity. URI: 595 

http://hdl.handle.net/20.500.11822/8579 596 

Hoffmann, F., Radax, R., Woebken, D., Holtappels, M., Lavik, G., Rapp, H. T., ... & 597 

Kuypers, M. M. 2009. Complex nitrogen cycling in the sponge Geodia barretti. 598 

Environmental Microbiology, 11(9), 2228-2243. 599 

Kahn, A. S., Yahel, G., Chu, J. W., Tunnicliffe, V., & Leys, S. P. 2015. Benthic grazing and 600 

carbon sequestration by deep�water glass sponge reefs. Limnology and 601 

Oceanography, 60(1), 78-88. 602 

Kenchington, E., Beazley, L., & Yashayaev, I. 2017. Hudson 2016-019 International Deep 603 

Sea Science Expedition Cruise Report. Fisheries and Oceans Canada, Ocean and 604 

Ecosystem Sciences Division, Maritimes Region, Bedford Institute of Oceanography. 605 

Kleiber, M. 1975. The fire of life: an introduction to animal energetics. Rev. ed. Pub Krieger 606 

RE, Malabar, Florida. 607 

Klitgaard, A. B. 1995. The fauna associated with outer shelf and upper slope sponges 608 

(Porifera, Demospongiae) at the Faroe Islands, northeastern Atlantic. Sarsia, 80(1), 1-609 

22. 610 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


28 

 

Klitgaard, A. B., & Tendal, O. S. 2004. Distribution and species composition of mass 611 

occurrences of large-sized sponges in the northeast Atlantic. Progress in 612 

Oceanography, 61(1), 57-98. 613 

Kötter, I., Richter, C., Wunsch, M., & Marie, D. 2003. In situ uptake of ultraplankton by Red 614 

Sea cavity-dwelling and epi-reefal sponges. Feeding ecology of coral reef sponges, 615 

46. 616 

Kutti, T., Bannister, R. J., & Fosså, J. H. 2013. Community structure and ecological function 617 

of deep-water sponge grounds in the Traenadypet MPA—Northern Norwegian 618 

continental shelf. Continental Shelf Research, 69, 21-30. 619 

Kutti, T., Bannister, R. J., Fosså, J. H., Krogness, C. M., Tjensvoll, I., & Søvik, G. 2015. 620 

Metabolic responses of the deep-water sponge Geodia barretti to suspended bottom 621 

sediment, simulated mine tailings and drill cuttings. Journal of Experimental Marine 622 

Biology and Ecology, 473, 64-72. 623 

Lancaster, J. (Ed.), McCallum, S., Lowe A.C., Taylor, E., Chapman A. & Pomfret, J. 2014 624 

Development of detailed ecological guidance to support the application of the Scottish 625 

MPA selection guidelines in Scotland’s seas. Scottish Natural Heritage 626 

Commissioned Report No.491. Deep Sea Sponge Aggregations supplementary 627 

document. 628 

Leys, S.P. & Lauzon, N.R. 1998. Hexactinellis sponge ecology: growth rates and seasonality 629 

in deep water sponges. Journal of Experimental Marine Biology and Ecology, 230(1), 630 

111-129. 631 

Leys, S. P. 1999. The choanosome of hexactinellid sponges. Invertebrate Biology, 221-235. 632 

Leys, S. P., Mackie, G. O., & Reiswig, H. M. 2007. The biology of glass sponges. Advances 633 

in Marine Biology, 52, 1-145. 634 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


29 

 

Leys, S. P., Kahn, A. S., Fang, J. K. H., Kutti, T., & Bannister, R. J. 2018. Phagocytosis of 635 

microbial symbionts balances the carbon and nitrogen budget for the deep�water 636 

boreal sponge Geodia barretti. Limnology and Oceanography, 63(1), 187-202. 637 

Mackie, G. O., & Singla, C. L. 1983. Studies on hexactinellid sponges. I. Histology of 638 

Rhabdocalyptus dawsoni (Lambe, 1873). Philosophical Transactions of the Royal 639 

Society of London. B, Biological Sciences, 301(1107), 365-400. 640 

Marie, D., Partensky, F., Vaulot, D., & Brussaard, C. 1999. Enumeration of phytoplankton, 641 

bacteria, and viruses in marine samples. Current protocols in cytometry, 10(1), 11-11. 642 

Maldonado, M., Ribes, M., & van Duyl, F. C. 2012. Nutrient fluxes through sponges: 643 

biology, budgets, and ecological implications. In Advances in Marine Biology (Vol. 644 

62, pp. 113-182). Academic Press. 645 

Mayer, L., Jakobsson, M., Allen, G., Dorschel, B., Falconer, R., Ferrini, V., ... & Weatherall, 646 

P. 2018. The Nippon Foundation—GEBCO seabed 2030 project: The quest to see the 647 

world’s oceans completely mapped by 2030. Geosciences, 8(2), 63. 648 

McDonald  J.I., Hooper  J.N.A. & McGuinness K.A. 2002. Environmentally influenced 649 

variability in  the  morphology of Cinachyrella  australiensis (Carter 1886) (Porifera: 650 

Spirophorida : Tetillidae). Marine and Freshwater Research, 53, 79-84  651 

Mohamed, N. M., Saito, K., Tal, Y., & Hill, R. T. 2010. Diversity of aerobic and anaerobic 652 

ammonia-oxidizing bacteria in marine sponges. The ISME journal, 4(1), 38. 653 

Morganti, T., Coma, R., Yahel, G., & Ribes, M. 2017. Trophic niche separation that 654 

facilitates co�existence of high and low microbial abundance sponges is revealed by 655 

in situ study of carbon and nitrogen fluxes. Limnology and Oceanography, 62(5), 656 

1963-1983. 657 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


30 

 

Morley, S. A., Berman, J., Barnes, D. K., de Juan Carbonell, C., Downey, R. V., & Peck, L. 658 

S. 2016. Extreme phenotypic plasticity in metabolic physiology of Antarctic 659 

demosponges. Frontiers in Ecology and Evolution, 3, 157. 660 

Mueller, B., de Goeij, J. M., Vermeij, M. J., Mulders, Y., van der Ent, E., Ribes, M., & van 661 

Duyl, F. C. 2014) Natural diet of coral-excavating sponges consists mainly of 662 

dissolved organic carbon (DOC). PloS one, 9(2), e90152. 663 

Müller, W. E., Belikov, S. I., Tremel, W., Perry, C. C., Gieskes, W. W., Boreiko, A., & 664 

Schröder, H. C. 2006. Siliceous spicules in marine demosponges (example Suberites 665 

domuncula). Micron, 37(2), 107-120. 666 

OSPAR. 2010. Case Reports for the OSPAR List of Threatened and/or Declining Species and 667 

Habitats. OSPAR Commission, 2008. Publication number: 358. ISBN 978-1-905859-668 

97-9 669 

Phillips, N. W. 1984. Role of different microbes and substrates as potential suppliers of 670 

specific, essential nutrients to marine detritivores. Bulletin of Marine Science, 35(3), 671 

283-298. 672 

Pile, A. J., & Young, C. M. 2006. The natural diet of a hexactinellid sponge: benthic–pelagic 673 

coupling in a deep-sea microbial food web. Deep Sea Research Part I: Oceanographic 674 

Research Papers, 53(7), 1148-1156. 675 

Pita, L., Rix, L., Slaby, B. M., Franke, A., & Hentschel, U. 2018. The sponge holobiont in a 676 

changing ocean: from microbes to ecosystems. Microbiome, 6(1), 46. 677 

Putter, A. 1925. Die Ernahrung der Copepoden. Arch. Hydrobiol. 15: 70-117.  678 

Ramirez-Llodra, E. Z., Brandt, A., Danovaro, R., De Mol, B., Escobar, E., German, C. R., ... 679 

& Narayanaswamy, B. E. 2010. Deep, diverse and definitely different: unique 680 

attributes of the world's largest ecosystem. Biogeosciences, (9). 681 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


31 

 

Reiswig, H. M. 1974. Water transport, respiration and energetics of three tropical marine 682 

sponges. Journal of experimental marine Biology and Ecology, 14(3), 231-249. 683 

Reiswig, H. M. 1981. Partial carbon and energy budgets of the bacteriosponge Verongia 684 

fistularis (Porifera: Demospongiae) in Barbados. Marine Ecology, 2(4), 273-293. 685 

Riisgård, H. U., Thomassen, S., Jakobsen, H., Weeks, J. M., & Larsen, P. S. 1993. 686 

Suspension feeding in marine sponges Halichondria panicea and Haliclona urceolus: 687 

effects of temperature on filtration rate and energy cost of pumping. Marine Ecology 688 

Progress Series, 177-188. 689 

Rix, L., de Goeij, J. M., Mueller, C. E., Struck, U., Middelburg, J. J., van Duyl, F. C., ... & 690 

van Oevelen, D. 2016. Coral mucus fuels the sponge loop in warm-and cold-water 691 

coral reef ecosystems. Scientific Reports, 6. 692 

Roberts, J. M., Davies, A. J., Henry, L. A., Dodds, L. A., Duineveld, G. C. A., Lavaleye, M. 693 

S. S., ... & Huvenne, V. A. I. 2009. Mingulay reef complex: an interdisciplinary study 694 

of cold-water coral habitat, hydrography and biodiversity. Marine Ecology Progress 695 

Series, 397, 139-151. 696 

Scheffers, S. R., Nieuwland, G., Bak, R. P. M., & Van Duyl, F. C. 2004. Removal of bacteria 697 

and nutrient dynamics within the coral reef framework of Curaçao (Netherlands 698 

Antilles). Coral Reefs, 23(3), 413-422. 699 

Schulze, F.E. 1887. Report on the hexactinellida, Report on the Scientific Results of the 700 

Voyage of the HMS Challenger During the years 1873–1876, J. Murray (Ed.), vol. 21, 701 

Majesty's Stationary Office, London (1887), p. 513 702 

Shih, J. L., Selph, K. E., Wall, C. B., Wallsgrove, N. J., Lesser, M. P., & Popp, B. N. 2019. 703 

Trophic Ecology of the Tropical Pacific Sponge Mycale grandis Inferred from Amino 704 

Acid Compound-Specific Isotopic Analyses. Microbial Ecology, 1-16. 705 

Simpson, T.L. 1984. The cell biology of sponges. SpringerVerlag, New York 706 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


32 

 

Sjo�gren, M., Jonsson, P. R., Dahlstro�m, M., Lunda�lv, T., Burman, R., Go�ransson, U., 707 

& Bohlin, L. 2011. Two brominated cyclic dipeptides released by the coldwater 708 

marine sponge Geodia barretti act in synergy as chemical defense. Journal of natural 709 

products, 74(3), 449-454. 710 

Spetland, F., Rapp, H. T., Hoffmann, F., & Tendal, O. S. 2007. Sexual reproduction of 711 

Geodia barretti Bowerbank, 1858 (Porifera, Astrophorida) in two Scandinavian 712 

fjords. In Custódio, M. R., Lôbo-Hajdu, G., Hajdu, E., Muricy, G. Porifera Research: 713 

Biodiversity, Innovation and Sustainability. Rio de Janeiro, Brazil: Museu. Nacional, 714 

613-620. 715 

Sugimura, Y., & Suzuki, Y. 1988. A high-temperature catalytic oxidation method for the 716 

determination of non-volatile dissolved organic carbon in seawater by direct injection 717 

of a liquid sample. Marine Chemistry, 24(2), 105-131. 718 

Thomson, C. W. 1873. The depths of the sea. McMillan and Co., London. 719 

Thomassen, S., & Riisgård, H. U. 1995. Growth and energetics of the sponge Halichondria 720 

panicea. Marine Ecology Progress Series, 128, 239-246. 721 

Vacelet, J., & Donadey, C. 1977. Electron microscope study of the association between some 722 

sponges and bacteria. Journal of Experimental Marine Biology and Ecology, 30(3), 723 

301-314. 724 

van Duyl, F. C., Hegeman, J., Hoogstraten, A., & Maier, C. 2008. Dissolved carbon fixation 725 

by sponge–microbe consortia of deep water coral mounds in the northeastern Atlantic 726 

Ocean. Marine Ecology Progress Series, 358, 137-150. 727 

van Soest, R. W., Cleary, D. F., de Kluijver, M. J., Lavaleye, M. S., Maier, C., & van Duyl, 728 

F. C. 2007. Sponge diversity and community composition in Irish bathyal coral reefs. 729 

Contributions to Zoology, 76(2), 121-142. 730 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


33 

 

Vaulot, D., Courties, C., & Partensky, F. 1989. A simple method to preserve oceanic 731 

phytoplankton for flow cytometric analyses. Cytometry: The Journal of the 732 

International Society for Analytical Cytology, 10(5), 629-635. 733 

Weisz, J. B., Lindquist, N., & Martens, C. S. 2008. Do associated microbial abundances 734 

impact marine demosponge pumping rates and tissue densities? Oecologia, 155(2), 735 

367-376. 736 

Witte, U., Brattegard, T., Graf, G., & Springer, B. 1997. Particle capture and deposition by 737 

deep-sea sponges from the Norwegian-Greenland Sea. Marine Ecology Progress 738 

Series, 154, 241-252. 739 

Yahel, G., Sharp, J. H., Marie, D., Häse, C., & Genin, A. 2003. In situ feeding and element 740 

removal in the symbiont�bearing sponge Theonella swinhoei: Bulk DOC is the major 741 

source for carbon. Limnology and Oceanography, 48(1), 141-149. 742 

Yahel, G., Whitney, F., Reiswig, H. M., Eerkes-Medrano, D. I., & Leys, S. P. 2007. In situ 743 

feeding and metabolism of glass sponges (Hexactinellida, Porifera) studied in a deep 744 

temperate fjord with a remotely operated submersible. Limnology and Oceanography, 745 

52(1), 428-440.  746 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


34 

 

Acknowledgements 747 

 748 

We thank all our collaborators at the EU Horizon 2020 SponGES project; Dr. Ellen 749 

Kenchington  at the Bedford Institute of Oceanography (BIO), Nova Scotia, Canada, and the 750 

Department of Biological Sciences at the University of Bergen, Norway, for the use of 751 

facilities and equipment. Many thanks to the ROV crews of both the ÆGIR 6000 in Norway 752 

and the Deep Sea Systems International Oceaneering in Canadian waters, for their careful 753 

collection of the sponges. DFO provided the ship time on the CCGS Hudson for the 754 

collection of the Vazella pourtalesi samples and we thank Dr. Ellen Kenchington for 755 

collecting the samples at sea under less than ideal conditions. We further thank Dr. L. 756 

Woodall, NEKTON, for providing the ROV for the collection of the V. pourtalesi. Thanks to 757 

Erik Wurz for his help maintaining the onboard aquaria. We also thank Jorien Schoorl and 758 

Rutger van Hall for their technical assistance at the University of Amsterdam, Niklas Kornder 759 

and Dr. Emiel van Loon for their advice on the statistical analysis, Heikki Savolainen for his 760 

technical support at the University of Bergen, Dr. Alice Ortmann (BIO), Anna Noordeloos 761 

(NIOZ) and Santiago Gonzalez (NIOZ) for their help with the flow cytometry analysis, and 762 

Jon Roa at GEOMAR for the analysis of the DOC samples. This project has received funding 763 

from the European Research Council under the European Union's Horizon 2020 research and 764 

innovation programme (SponGES grant agreement n° 679849 and ERC starting grant 765 

agreement n° 715513 to J.M. de Goeij). Additionally, this project has received funding from 766 

the KNAW Academy Ecology fund in 2017 and 2018 (personal grant to M.C. Bart). Salary 767 

for Gabrielle Tompkins was funded through the Canadian Department of Fisheries and 768 

Oceans (DFO) International Governance Strategy internal funding awarded to Dr. Ellen 769 

Kenchington (DFO, BIO). This document reflects only the authors’ views and the Executive 770 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


35 

 

Agency for Small and Medium-sized Enterprises (EASME) is not responsible for any use that 771 

may be made of the information it contains.  772 

(which was not certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission. 
The copyright holder for this preprintthis version posted September 21, 2020. ; https://doi.org/10.1101/2020.09.21.305086doi: bioRxiv preprint 

https://doi.org/10.1101/2020.09.21.305086


36 

 

Figure  legends 773 

 774 

Figure 1. Photographs of six dominant North-Atlantic deep-sea sponge species used in 775 

the study. (A) Vazella pourtalesi (B) Geodia barretti (C) Geodia atlantica (D) Craniella 776 

zetlandica (courtesy of Erik Wurz) (E) Hymedesmia paupertas (F) Acantheurypon 777 

spinospinosum. 778 

 779 

Figure 2. Study area. Sponge specimens were collected at different locations in the North 780 

Atlantic during 4 different research cruises in 2016 (Emerald Basin), 2017 (Hordaland, Sula 781 

Reef, Barents Sea) and 2018 (Barents Sea). The dotted line represents the Mid-Atlantic Ridge 782 

(MAR).  783 

 784 

Figure 3. Average abundances of bacterioplankton during incubations with six deep-sea 785 

sponge species in comparison to seawater controls incubations over time. Sponges (blue) 786 

versus seawater controls (red). A: Vazella pourtalesi (n = 7), B; Geodia barretti (n = 12), C; 787 

Geodia atlantica (n = 6), F: D: Craniella zetlandica (n = 4), E: Hymedesmia paupertas (n = 788 

3), F: Acantheurypon spinospinosum (n = 4). Bacterial decrease is modelled with an 789 

exponential fit, shades depict 95% confidence intervals of the model. Note that x- and y-axis 790 

show different ranges per species. 791 

 792 

Figure 4. DOC removal over time by four deep-sea sponge sponge species compared to 793 

seawater controls in ex situ incubations. A; Vazella pourtalesi B: Geodia barretti C: 794 

Seawater control, D: Geodia atlantica, E: Acantheurypon spinispinosum, F: Seawater control. 795 

Trend lines are given by a 2G model fit. 796 
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 797 

Figure 5. Oxygen and particulate - and dissolved carbon fluxes for tropical, temperate, 798 

and cold-water marine sponges plotted against temperature. Fluxes are log transformed. 799 

Red squares depict encrusting sponges, blue circles depict emerging/massive sponges. R2 800 

values are based on the linear regression of all values (encrusting + emerging). Regression 801 

lines are given by log(1+ µmol O2 h-1 g DW-1) = 0.033 * T(ºC) + 0.90, (log(1+ µmol POC h-1 802 

g DW-1) = 0.017 * T(ºC) + 0.21 and (log(1+ µmol DOC h-1 g DW-1) = 0.041 * T(ºC) + 0.77. 803 

All non-transformed fluxes are given in table S2.  804 
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Tables 805 

 806 

Table 1. Conversion factors between different standard metrics for six investigated 807 

deep-sea sponges. LMA = low microbial abundance sponges, HMA = high microbial 808 

abundance sponges. Planar surface area is the surface area covered in a 2D top view, volumes 809 

are measured by water displacement in mL and the weight is given as g dry weight (DW). 810 

Conversion factors are based on average sponge metrics (planar surface area, volume, wet 811 

weight (WW), DW, ash-free dry weight (AFDW), organic carbon (C) content) for all 812 

specimens used in the experiments shown in Table S1). 813 

Sponge species Class Growth Form LMA/HMA 

Planar surface 

area : Volume 

(cm2 : mL) 

Volume : 

Weight 

(mL : g dw) 

organic C  

content 

(% of dw) 

Vazella pourtalesi Hexactinellid Massive, vase LMA 0.3 5.2 5.5 

Geodia barretti Demosponge Massive, ball HMA 0.3 3.3 15.9 

Geodia atlantica Demosponge Massive HMA 0.3 7.3 20.3 

Craniella zetlandica Demosponge Massive, ball HMA 0.2 4.3 20.4 

Hymedesmia paupertas Demosponge Encrusting, sheet LMA 10.0 21.4 12.6 

Acantheurypon spinispinosum Demosponge Encrusting, sheet LMA 4.2 22.4 10.9 

814 
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Table 2. Oxygen consumption by deep-sea sponge species (mean ± SE). CA = Canada, 815 

NO = Norway. (1) Leys et al., 2011, (2) Leys et al. 2018, (3) Kutti et al. 2013. 816 

 817 

 

 

Sponge species 

 

O2 consumption 

(µmol O2 g DW-1 h1) 

 

O2 consumption 

(µmol O2 mL-1 h-1) 

 

Original 

Location 

T 

(°C) 
Method Reference 

Vazella pourtalesi 3.4 ± 0.7 0.7 ± 0.1 
Emerald Basin 

(CA) 
6.7 

Ex situ 

incubation 
This study 

Aphrocallistes vastus - 0.1 
Fraser Ridge Reef 

(CA) 
9.0 

In situ 

In-ex  
1 

Geodia barretti 1.3 ± 0.2 0.5 ± 0.1 Barents Sea (NO) 9.0 
Ex situ 

incubation 
This study 

Geodia barretti 1.4 ± 0.3 0.3 ± 0.1 
Langenuen fjord 

(NO) 
8.0 

Ex situ 

in-ex  
2 

Geodia barretti 1.5 - 
Continental Shelf 

(NO) 
6.9–7.4 

Ex situ 

incubation 
3 

Geodia atlantica 5.8 ± 0.9 0.8 ± 0.1 Sula reef (NO) 6.0 
Ex situ 

incubation 
This study 

Craniella zetlandica 1.0 ± 0.3 0.2 ± 0.1 
Continental Shelf 

(NO) 
9.0 

Ex situ 

incubation 
This study 

Hymedesmia paupertas 5.8 ± 1.5 1.5 ± 0.6 Barents Sea (NO) 6.0 
Ex situ 

incubation 
This study 

Acantheurypon spinispinosum 7.8 ± 0.8 0.4 ± 0.0 Sula reef (NO) 6.3 
Ex situ 

incubation 
This study 

 818 

  819 
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Table 3. Average (± SD) net dissolved organic carbon (DOC), bacterio- and 820 

phytoplankton carbon (BC and PC, respectively) removal rates, and bacterio- and 821 

phytoplankton clearance rates per sponge species. Net removal rates for bacterio- and 822 

phytoplankton are based on exponential uptake during incubations, whereas net removal rates 823 

for DOC are based on a 2G-model uptake. DOC = dissolved organic carbon, BC = bacterial 824 

carbon, PC = phytoplankton, CR = clearance rate. 825 

 826 

  827 

 

Sponge species 

DOC removal 

(µmol C g DW1 h-1 ) 

BC removal 

(µmol C g DW-1 h-1) 

PC removal 

(µmol C g DW-1 h-1) 

Bacterial 

CR 

(mL mL-1 min-1) 

Phytoplankton 

CR 

(mL mL-1 min-1) 

Vazella pourtalesi 9.17 ± 2.69 0.82 ± 0.41 0.15 ± 0.18 2.22 ± 1.25 1.77 ± 1.37 

Geodia barretti 3.70 ± 0.26 0.02 ± 0.02 <0.01 0.15 ± 0.17 0.17 ± 0.15 

Geodia atlantica 5.85 ± 5.55 0.12 ± 0.08 0.11 ± 0.13 0.08 ± 0.03 0.25 ± 0.24 

Craniella zetlandica NA 0.02 ± 0.02 0.00 0.06 ± 0.06 0.05 ± 0.11 

Hymedesmia paupertas NA 0.55 ± 0.42 NA 0.15 ± 0.10 NA 

Acantheurypon spinispinosum 56.07 ± 19.92 0.00 0.00 0.00 0.00 
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Table 4. Carbon mass balance for four deep-sea sponge species. The mass balance was 828 

based on linear fluxes of oxygen uptake, exponential net removal rates of bacterio- and 829 

phytoplankton organic carbon (LPOC) and 2G-model exponential net removal rates for 830 

dissolved organic carbon (DOC). Net total organic carbon (TOC) removal rates are calculated 831 

as the sum of LPOC and DOC. 832 

 

Sponge species 

O2 

(µmol h-1 g DW-1) 

TOC 

(µmol h-1 g DW-1) 

Exponential mass balance 

ΔO2/ΔTOC 

Vazella pourtalesi 3.19 ± 1.96 9.87 ± 2.36 0.32 

Geodia barretti 1.93 ± 1.09 2.97 ± 1.87 0.65 

Geodia atlantica 4.76 ± 1.76 6.07 ± 5.55 0.78 

Acantheurypon spinispinosum 8.44 ± 1.04 56.07 ± 19.92 0.15 

 833 

 834 
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