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2UMHETOXN TUNMoToC Anpootog Yyelac o EBvikec

ApAoelc yLa TNV avtipetwrnion tng COVID19

e «EUBANMATIKA ApAon yla TNV OVILHETWTLON TOU LoU SARS-CoV-2.
ErmidnuoAdoyikn HEAETN otnV EAAAOOL LECW EKTETOMEVWV EEETACEWV
OLViXVELGONC LOU Kol AVILOWHATWY, dtAANAoUXLoONG LKWV
YOVIOLWHATWY KOl YEVETIKAC avaAuonc aacBsvwv»

EOvVIKO 2kEAoC tou MAE tnc IMET pe kwd. aptb.20202E01300001

* MaBntikn avoooBeparmeio pPe Eyxvon MAACUOTOC OO AVOPPUWOOVTEC
acBeveic yla tnv avtpetwriion Bapeioc Aotpwénc COVID-19.
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Development and evaluation of SARS-CoV-2 Diagnostics

Public Health Dpt - Bioinformatics and Applied Genomics Unit — HPI
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Viral Genetics - Epidemiology

Intra-host genomic plasticity and variability

SARS-CoV-2 whole genome sequencing
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Intra-host genomic plasticity and variability

Bioinformatics and Applied Genomics Unit - HPI

> J Clin Virol. 2020 Oct;131:104585. doi: 10.1016/].jcv.2020.104585. Epub 2020 Aug 11.

SARS-CoV-2 exhibits intra-host genomic plasticity
and low-frequency polymorphic quasispecies

Timokratis Karamitros 1, Gethsimani Papadopoulou 2, Maria Bousali 2, Anastasios Mexias 2

, Sotirios Tsiodras 3, Andreas Mentis 4
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Intra-host genomic plasticity and variability
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SARS-CoV-2 whole genome sequencing - GISAID

Public Health Dpt - Bioinformatics and Applied Genomics Unit — HPI
WHO European Region sequencing laboratories and GISAID EpiCoV group

> Euro Surveill. 2020 Aug;25(32):2001410. doi: 10.2807/1560-7917.ES.2020.25.32.2001410.

Geographical and temporal distribution of SARS-
CoV-2 clades in the WHO European Region, January
to June 2020

Erik AlIm 1, Eeva K Broberg 1, Thomas Connor 2 3, Emma B Hodcroft 4, Andrey B Komissarov ®

. Sebastian Maurer-Stroh © 7 8 @ Angeliki Melidou ', Richard A Neher 4, Aine O'Toole 0, Dmitriy
Pereyaslov 7, WHO European Region sequencing laboratories and GISAID EpiCoV group; WHO
European Region sequencing laboratories and GISAID EpiCoV group*

Collaborators, Affiliations 4+ expand
PMID: 32794443 PMCID: PMC7427299 DOI: 10.2807/1560-7917.E5.2020.25.32.2001410
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Immunology — Host Response

Detection of autoantibodies against type | IFNs in
patients with life-threatening COVID-19

Profiling of IgA and IgG antibodies against SARS-CoV-2

Development of SARS-CoV-2 pseudo-capsids to
investigate infection profiles and host responses

Development of immunoassays against SARS-CoV-2 antigens

HELLENIC
PASTEUR
INSITUTE

Y|




Detection of autoantibodies against type | IFNs in patients

with life-threatening COVID-19

COVID19- HGE SARS-COV-2
Bioinformatics and Applied Genomics Unit — HPI Ag R
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Autoantibodies against type I IFNs in patients with 12222222 ‘L‘LLLQ’@

In collaboration with “Sotiria” Hospital
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Development of diagnostics immunoassays (ELISA) using

four SARS-CoV-2 antigens

Immunology laboratory EIN — “Inspired” Facility HPI
In collaboration with Institute Pasteur Paris

Antibody testing
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Profiling of IgA and IgG antibodies against SARS-CoV-2

Public Health Dpt - HPI

Comment > NEnglJ Med. 2020 Oct 22;383(17):1695. doi: 10.1056/NEJMc2027051.
Epub 2020 Sep 23.

Loss of Anti-SARS-CoV-2 Antibodies in Mild Covid-
19
Evangelos Terpos 1, Andreas Mentis 2, Meletios A Dimopoulos 2

Affiliations + expand
PMID: 32966711 DOI: 10.1056/NEJMc2027051
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Host Response

Development of SARS-CoV-2 pseudo-capsids to investigate infection
profiles and host responses

Profiling of miRNAs in COVID19 patients
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Development of SARS-CoV-2 pseudo-capsids to investigate

infection profiles and immunological responses

Molecular Virology Laboratory - HPI

Construction of full and defective SARS-CoV-2 pseudo-capsids for the
study of early interactions between the virus and the target cells.

Investigation of immunological responses and potential interactions
between capsid proteins and cellular receptors
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Profiling of miRNAs in COVID19 patients
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Human Genetics

. Genetic profiling in patients with life-threatening COVID-19
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» Science. 2020 Oct 23;370(6515):eabd4570. doi: 10.1126/science.abd4570. Epub 2020 Sep 24.

Inborn errors of type I IFN immunity in patients with
life-threatening COVID-19
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Genetic profiling in patients with life-threatening COVID-19

COVID19- HGE
Bioinformatics and Applied Genomics Unit — HPI
In collaboration with “Sotiria” Hospital
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Thank you for your attention

Dr. Timokratis Karamitros

Bioinformatics and Applied Genomics Unit
Hellenic Pasteur Institute, Athens, GR

tkaram@pasteur.gr
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