Table S2. Primers and probes used in this study

Methods Gene ::,21) Forward (5'-3') Reverse (5'-3') Ie:r;t:u((l:otp)

AAEL005950* | 60 TCCGGTTCCGTCTGGTATCT GTGTGTGTAACGGCTCCAGA 186

AAEL023844* | 54 TCTAAGAAACCCGAATATGACG TTGAGGAGGCACGAACAG 130

Quantitative PCR CYP4D39** 60 AGTCCTGGAAGTTCTGCACG AAGGCGACTTTCCGACGAAT 132

AAEL019678** | 60 TTTGGCGATCGGTCTACAGG GGTGAAACTCAATGCGATTCTT 180

CCEAE1A ** | 58 TGAATGAAAGCGTGGGTGGT TGCTTGTGAGTACTGTCTGACT 182

orimers CYP4D39** 60 AGTCCTGGAAGTTCTGCACG AAGGCGACTTTCCGACGAAT 132

Tagman assay AAEL023844**| 60 TATAGCAGGAAGCGGCGATG AATCCCAAGGGACCCAATCG 102
probes CYP4D39** 60 | [HEXJAAGGAGGCAAACCCCGATAA[BHQ1]
AAEL023844** | 60 | [FAM]TATAGTGCAGGAGGGGGTCA[BHQ1]

*Faucon et al., 2015

**Designed in this study
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