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Url links to the MDsrv sessions: 

 

Link 1 

L1 dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/L1.ngl 

 

Link 2 

G1 dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/G1.ngl 

 

Link 3  

E5 static: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/E5_crevice.ngl 

 

Link 4 

E5 dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/E5.ngl 

 

Link 5 

E5 +3 static: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/E5+3.ngl 

 

Link 6 

E5 +6 static: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/E5+6.ngl 

 

Link 7 

E2 dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/E2.ngl 

 

Link 8 

L1 Phe+3Lys 

dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/L1Phe+3Lys.ngl 

 

Link 9 

L1 Leu+6Lys 

dynamic: proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/L1Leu+6Lys.ngl 

 

Link 10 

L1 dynamic (ribbon 

representation): proteinformatics.charite.de/html/mdsrvdev.html?load=file://_aGPCRs/L1Ribbon.ngl 
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