
Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Bacteria denovo502513 25.008 -0.816 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo48736 27.425 -0.805 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo423343 15.792 -0.802 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo209471 27.475 -0.801 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo283252 176.908 -0.796 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Mesic Module #1 Bacteria denovo56688 37.267 -0.790 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo388767 17.792 -0.790 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo105426 66.267 -0.788 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo333072 15.900 -0.783 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Bacteria denovo42821 10.508 -0.778 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo131841 15.650 -0.777 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo431041 29.900 -0.773 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo63661 11.317 -0.769 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo299629 11.042 -0.762 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo280987 17.125 -0.756 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo48216 8.725 -0.750 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo359646 5.917 -0.748 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo138020 8.133 -0.746 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo458495 7.250 -0.746 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo56706 184.167 -0.745 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo124139 7.433 -0.742 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo288110 9.308 -0.741 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo183251 7.500 -0.739 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo13476 26.542 -0.737 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis gibberispora
Mesic Module #1 Bacteria denovo41112 4.433 -0.737 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo142921 16.675 -0.734 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo75346 17.492 -0.728 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Trichoderma Trichoderma spirale
Mesic Module #1 Bacteria denovo139808 1.600 -0.721 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo19771 13.050 -0.720 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Mesic Module #1 Bacteria denovo1465 7.525 -0.718 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo178681 11.350 -0.715 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo331771 9.975 -0.715 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo338751 6.267 -0.713 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo38759 6.342 -0.713 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo251574 2.850 -0.712 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo66976 12.692 -0.712 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo4515 3.242 -0.712 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo450816 4.358 -0.709 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo107923 6.183 -0.709 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo133181 2.267 -0.709 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo318659 72.792 -0.701 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo178988 3.042 -0.699 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo230369 15.600 -0.698 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae Edaphobacter modestum
Mesic Module #1 Bacteria denovo41636 2.842 -0.696 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo258392 19.775 -0.695 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo25122 3.967 -0.695 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo360271 4.167 -0.692 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo34743 2.158 -0.691 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo182352 5.500 -0.690 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Mesic Module #1 Bacteria denovo377424 5.692 -0.689 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo13129 22.083 -0.688 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis isabellina
Mesic Module #1 Bacteria denovo324239 2.425 -0.686 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo475259 6.342 -0.686 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo233922 2.442 -0.683 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo280937 26.383 -0.682 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo273628 25.483 -0.678 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo285252 11.958 -0.678 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo168439 16.233 -0.677 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo355708 2.858 -0.677 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo308719 1.308 -0.674 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo28424 2.750 -0.674 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Bacteria denovo313720 1.650 -0.672 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae] Pedosphaera
Mesic Module #1 Bacteria denovo221500 10.000 -0.672 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo72110 10.408 -0.670 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo359502 1.708 -0.666 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo4188 193.483 -0.666 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis dimorpha
Mesic Module #1 Bacteria denovo374720 8.300 -0.665 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo90324 2.550 -0.662 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo67559 37.275 -0.661 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus podzolicus
Mesic Module #1 Bacteria denovo362435 5.875 -0.657 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo137697 2.350 -0.657 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo510476 21.075 -0.657 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo268857 2.775 -0.654 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo394418 5.033 -0.653 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo302813 4.100 -0.651 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Bacteria denovo452554 2.983 -0.650 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo496461 3.642 -0.649 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo43231 4.242 -0.648 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo421245 1.567 -0.646 Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae
Mesic Module #1 Fungi denovo64486 31.367 -0.646 unidentified unidentified unidentified unidentified unidentified fungal sp JF44
Mesic Module #1 Bacteria denovo280050 1.875 -0.644 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo451478 2.683 -0.642 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo313014 11.808 -0.640 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo485222 7.917 -0.639 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo494074 1.683 -0.639 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo33422 10.133 -0.638 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo22919 15.600 -0.638 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Bacteria denovo60491 1.308 -0.636 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo201900 2.517 -0.633 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo496729 2.983 -0.633 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo18748 20.908 -0.631 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo329536 1.383 -0.628 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo63539 2.075 -0.627 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo221108 1.733 -0.626 Armatimonadetes Armatimonadia FW68
Mesic Module #1 Bacteria denovo138634 1.917 -0.624 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo380211 3.367 -0.622 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo356608 5.742 -0.622 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo408232 16.400 -0.621 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo73753 20.600 -0.620 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Bacteria denovo510433 5.225 -0.619 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo52651 8.250 -0.619 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo407570 4.642 -0.619 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo104612 4.233 -0.618 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo36556 3.358 -0.617 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo403101 2.058 -0.617 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo158787 4.050 -0.616 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo60630 20.308 -0.615 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo206036 5.167 -0.614 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo182946 2.908 -0.613 WPS-2
Mesic Module #1 Fungi denovo62464 2.433 -0.612 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Bacteria denovo222414 15.433 -0.609 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo115134 4.542 -0.609 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo111397 4.375 -0.609 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo168041 1.658 -0.608 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo235682 7.200 -0.607 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo391786 2.850 -0.607 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo205363 1.000 -0.605 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo14995 1.833 -0.604 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo410763 2.050 -0.603 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia tuberum
Mesic Module #1 Bacteria denovo379925 0.975 -0.602 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo181512 3.167 -0.602 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo290209 4.000 -0.601 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo79533 2.175 -0.600 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo90026 0.975 -0.600 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo483277 0.625 -0.600 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo155195 2.058 -0.600 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo383467 4.125 -0.599 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo6915 3.617 -0.599 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo269719 1.600 -0.599 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo350843 1.350 -0.597 Proteobacteria Alphaproteobacteria
Mesic Module #1 Bacteria denovo212885 5.558 -0.597 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo429901 4.367 -0.597 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo370061 2.367 -0.596 WPS-2
Mesic Module #1 Bacteria denovo157568 1.400 -0.596 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo337192 1.992 -0.595 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo4626 10.017 -0.595 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo468372 14.017 -0.594 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo246938 1.750 -0.594 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo345228 3.450 -0.593 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo40245 1.400 -0.591 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo309336 3.908 -0.591 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo235164 1.658 -0.591 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo141068 2.067 -0.590 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo42885 4.683 -0.589 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo215976 6.608 -0.588 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo251434 7.067 -0.588 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo71824 1.008 -0.587 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo53462 4.842 -0.587 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo341495 1.442 -0.586 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo260886 1.325 -0.585 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo57288 19.425 -0.584 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo76988 2.700 -0.583 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo166370 4.600 -0.582 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo223316 2.242 -0.582 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo4265 6.342 -0.581 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Bacteria denovo176896 0.933 -0.580 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo1538 2.367 -0.579 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo374414 1.208 -0.579 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo54849 2.800 -0.578 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Actinomycetospora
Mesic Module #1 Bacteria denovo51605 1.283 -0.578 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas wittichii
Mesic Module #1 Bacteria denovo260524 7.625 -0.578 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo163234 3.983 -0.577 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae
Mesic Module #1 Bacteria denovo282736 4.000 -0.577 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo198437 1.742 -0.576 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo390857 2.683 -0.576 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo77428 5.592 -0.575 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo474657 27.667 -0.573 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo35008 2.175 -0.573 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis isabellina
Mesic Module #1 Bacteria denovo195539 0.600 -0.573 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo332698 0.783 -0.572 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo257132 1.358 -0.571 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo314125 1.525 -0.571 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo350335 0.767 -0.571 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo23009 18.258 -0.571 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron griseum
Mesic Module #1 Bacteria denovo310432 2.075 -0.571 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo255444 1.950 -0.570 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo221252 2.225 -0.569 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo15511 0.558 -0.569 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo208092 1.725 -0.568 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo230893 2.117 -0.568 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo48635 3.408 -0.567 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo492940 2.225 -0.567 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo489500 0.775 -0.566 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo465866 5.708 -0.566 Unassigned
Mesic Module #1 Bacteria denovo75349 1.050 -0.565 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo115410 1.883 -0.564 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo90160 1.425 -0.564 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo55634 43.467 -0.563 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo465080 3.917 -0.563 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Bacteria denovo237071 0.492 -0.563 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo289184 2.300 -0.563 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo327378 1.733 -0.563 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo69625 0.892 -0.561 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo193406 2.092 -0.561 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Mesic Module #1 Bacteria denovo251484 0.458 -0.560 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo403678 15.150 -0.558 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo33231 17.725 -0.558 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Bacteria denovo167652 3.508 -0.558 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo168799 4.025 -0.558 Proteobacteria Alphaproteobacteria Rhizobiales
Mesic Module #1 Bacteria denovo509648 2.425 -0.558 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo434163 0.792 -0.558 Proteobacteria Gammaproteobacteria
Mesic Module #1 Fungi denovo45424 9.508 -0.557 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp
Mesic Module #1 Bacteria denovo59523 10.250 -0.557 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo346694 1.283 -0.557 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo42628 0.458 -0.556 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Aspergillus Aspergillus kanagawaensis
Mesic Module #1 Fungi denovo55631 1.392 -0.556 unidentified unidentified unidentified unidentified unidentified fungal sp EXP0434F
Mesic Module #1 Bacteria denovo183907 1.492 -0.555 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo47423 2.633 -0.554 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo290405 2.633 -0.554 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo198954 0.767 -0.554 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo75504 36.108 -0.554 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp

Table S2. Correlation (Spearman) between aridity an d the relative abundance of microbial OTUs within M esic Module #1 and Xeric Module #2. We only include d in this table negative significant correlations f or Mesic Module #1 and positive significant correla tions for Xeric Module #2 (P < 0.05). 



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo30898 0.975 -0.553 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Catenulostroma Catenulostroma protearum
Mesic Module #1 Bacteria denovo104076 2.942 -0.553 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo56668 8.025 -0.552 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo398864 0.800 -0.552 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Mesic Module #1 Bacteria denovo339262 1.842 -0.551 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo470061 1.400 -0.551 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo10260 2.708 -0.550 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Telmatospirillum
Mesic Module #1 Bacteria denovo430500 5.167 -0.550 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo389951 1.142 -0.550 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Mesic Module #1 Fungi denovo23293 10.158 -0.549 Ascomycota Dothideomycetes Dothideales unidentified unidentified Dothideales sp
Mesic Module #1 Bacteria denovo47554 1.892 -0.549 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo480549 2.183 -0.548 WPS-2
Mesic Module #1 Bacteria denovo44417 1.167 -0.548 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo50034 6.350 -0.547 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus scyphoides
Mesic Module #1 Bacteria denovo321964 9.458 -0.547 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo504470 5.125 -0.546 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo489712 1.333 -0.546 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo408874 1.675 -0.545 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo150398 1.342 -0.544 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo218030 0.467 -0.544 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo27515 0.500 -0.544 Ascomycota Lecanoromycetes Lecanorales Ramalinaceae Bacidia Bacidia biatorina
Mesic Module #1 Bacteria denovo124215 12.700 -0.543 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo406826 18.283 -0.543 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo291800 1.000 -0.543 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo145796 3.075 -0.543 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo183889 0.750 -0.542 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo74139 0.917 -0.541 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo14178 0.617 -0.541 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo62571 4.275 -0.541 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo74335 1.550 -0.541 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora chaetospira
Mesic Module #1 Fungi denovo56968 24.658 -0.541 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopis ramanniana var angulispora
Mesic Module #1 Bacteria denovo301747 1.308 -0.539 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo48572 0.675 -0.538 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Mesic Module #1 Bacteria denovo162464 1.050 -0.538 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo220296 2.483 -0.537 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae Edaphobacter modestum
Mesic Module #1 Bacteria denovo387509 1.675 -0.537 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo311788 0.633 -0.537 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo63479 2.575 -0.536 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Pochonia Pochonia bulbillosa
Mesic Module #1 Bacteria denovo73560 0.575 -0.536 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo38121 4.533 -0.536 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Bacteria denovo377759 2.983 -0.534 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo227207 12.367 -0.534 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo43023 2.333 -0.532 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo483748 1.283 -0.532 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo488005 1.100 -0.532 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Telmatospirillum
Mesic Module #1 Bacteria denovo465711 2.367 -0.532 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo195404 2.075 -0.532 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo28448 160.317 -0.530 Basidiomycota Agaricomycetes Agaricales Hydnangiaceae Laccaria Laccaria sp
Mesic Module #1 Bacteria denovo126008 0.708 -0.529 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo191453 0.942 -0.528 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo215892 0.683 -0.527 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo503689 4.250 -0.527 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo260101 0.800 -0.527 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo49811 1.275 -0.526 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo508600 1.342 -0.526 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo339298 1.083 -0.526 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo96343 0.492 -0.525 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo395414 0.892 -0.525 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo405346 0.775 -0.525 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo364142 0.300 -0.525 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo65032 4.167 -0.525 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Trichosporon Trichosporon gamsii
Mesic Module #1 Bacteria denovo28295 1.533 -0.525 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo320585 1.208 -0.524 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo287563 0.683 -0.523 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo28905 3.442 -0.523 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo294855 0.533 -0.523 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo430782 0.950 -0.522 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo394637 4.000 -0.521 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo15884 3.350 -0.520 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo71205 0.592 -0.520 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo479626 0.800 -0.520 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo74638 10.042 -0.520 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo470368 0.508 -0.519 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Mesic Module #1 Fungi denovo4117 34.267 -0.518 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo278113 2.542 -0.518 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo384271 0.733 -0.518 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo89654 1.450 -0.518 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo64876 9.600 -0.518 Ascomycota Dothideomycetes Hysteriales Gloniaceae Cenococcum Cenococcum sp
Mesic Module #1 Bacteria denovo96605 1.508 -0.517 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo73324 2.183 -0.517 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo125920 1.042 -0.517 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo45946 0.767 -0.516 Ascomycota Dothideomycetes Capnodiales Davidiellaceae Cladosporium Cladosporium sp EXP0486F
Mesic Module #1 Bacteria denovo104994 3.992 -0.516 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Fungi denovo59541 1.900 -0.516 Basidiomycota Microbotryomycetes unidentified unidentified unidentified Microbotryomycetes sp
Mesic Module #1 Bacteria denovo407342 0.475 -0.516 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo456172 1.283 -0.514 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidocella
Mesic Module #1 Bacteria denovo108389 0.983 -0.513 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo37266 0.717 -0.513 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae Pestalotiopsis Pestalotiopsis cf microspora ROG_2010
Mesic Module #1 Bacteria denovo307363 0.950 -0.512 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo17266 2.008 -0.512 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo64341 8.142 -0.511 Ascomycota Incertae sedis Incertae sedis Incertae sedis Scolecobasidium Scolecobasidium excentricum
Mesic Module #1 Bacteria denovo257127 1.933 -0.511 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo5644 5.783 -0.511 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora potulentorum
Mesic Module #1 Bacteria denovo206004 0.583 -0.510 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo497579 0.725 -0.510 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae Phenylobacterium
Mesic Module #1 Bacteria denovo250493 0.667 -0.510 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo75895 23.142 -0.509 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron chlamydosporicum
Mesic Module #1 Bacteria denovo14584 0.367 -0.509 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo498318 1.250 -0.508 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Bacteria denovo460349 1.400 -0.508 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo143646 11.750 -0.508 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo357059 0.725 -0.508 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo347664 0.658 -0.508 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo227478 21.742 -0.508 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo449778 1.633 -0.507 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo106336 0.458 -0.507 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo216269 0.725 -0.506 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Bacteria denovo3672 0.650 -0.506 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo285301 0.533 -0.505 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Fungi denovo15567 1.100 -0.504 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp JP151
Mesic Module #1 Fungi denovo47087 2.208 -0.504 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Bacteria denovo47173 1.150 -0.504 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo16633 1.733 -0.504 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Bacteria denovo102486 0.558 -0.503 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo284833 0.667 -0.503 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo439766 1.167 -0.503 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Mesic Module #1 Bacteria denovo294434 30.992 -0.503 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo171070 53.558 -0.503 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo184206 0.708 -0.502 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo58831 1.300 -0.501 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo7628 0.958 -0.501 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo354625 0.425 -0.500 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo296154 0.800 -0.500 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo128266 11.092 -0.499 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo309715 0.400 -0.499 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo506348 1.175 -0.498 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo39700 8.392 -0.498 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo334107 1.158 -0.498 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidisoma
Mesic Module #1 Bacteria denovo253507 1.858 -0.497 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo35384 0.950 -0.495 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo128351 0.817 -0.495 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo392337 0.508 -0.495 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo118124 15.042 -0.495 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo177781 0.650 -0.495 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo55791 7.008 -0.494 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo38683 1.475 -0.494 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo176755 0.950 -0.494 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo413065 4.125 -0.494 Planctomycetes Phycisphaerae CPla-3
Mesic Module #1 Bacteria denovo333547 0.942 -0.493 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo311426 9.383 -0.493 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo6425 0.817 -0.493 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo172890 15.092 -0.493 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo160976 1.083 -0.492 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo412411 3.067 -0.492 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo336060 0.342 -0.492 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Fungi denovo31464 1.483 -0.491 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella lignicola
Mesic Module #1 Fungi denovo41350 0.800 -0.491 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo379411 1.275 -0.490 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo49797 5.383 -0.490 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo33677 3.817 -0.489 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified uncultured Herpotrichiellaceae
Mesic Module #1 Bacteria denovo471482 0.475 -0.488 Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae
Mesic Module #1 Bacteria denovo450346 1.100 -0.488 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo53461 1.925 -0.488 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Helicosporium Helicosporium gracile
Mesic Module #1 Bacteria denovo477514 0.383 -0.488 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo71111 1.342 -0.488 unidentified unidentified unidentified unidentified unidentified fungal sp EXP0434F
Mesic Module #1 Bacteria denovo369111 2.142 -0.487 Actinobacteria Acidimicrobiia Acidimicrobiales EB1017
Mesic Module #1 Fungi denovo13531 1.608 -0.486 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Stagonospora Stagonospora duoseptata
Mesic Module #1 Bacteria denovo509839 1.058 -0.486 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo283171 1.025 -0.486 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Bacteria denovo233822 1.175 -0.486 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Bacteria denovo162766 2.025 -0.486 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo317778 0.692 -0.486 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo275463 1.325 -0.485 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo13289 0.483 -0.485 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo56683 2.117 -0.485 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo410494 1.133 -0.484 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo340251 0.500 -0.484 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo7697 0.450 -0.483 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo152161 1.158 -0.483 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo7308 1.483 -0.483 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo490896 4.600 -0.482 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo498932 0.467 -0.482 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo25685 3.583 -0.481 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Mesic Module #1 Bacteria denovo422660 1.292 -0.481 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo27413 1.925 -0.481 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Bacteria denovo304617 1.133 -0.480 AD3 ABS-6
Mesic Module #1 Bacteria denovo235038 6.333 -0.480 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo386677 1.067 -0.480 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo141249 0.533 -0.480 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo16966 0.467 -0.480 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo479031 2.867 -0.480 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo240492 3.533 -0.480 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo48384 1.292 -0.479 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo114754 0.475 -0.479 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo145853 33.742 -0.479 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo287005 119.667 -0.478 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Fungi denovo41299 34.158 -0.478 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella humilis
Mesic Module #1 Bacteria denovo173174 0.733 -0.478 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo104423 0.725 -0.478 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo423042 0.467 -0.478 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo389222 0.633 -0.478 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo156604 0.283 -0.478 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo170376 1.167 -0.478 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo181261 4.483 -0.478 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo337075 0.592 -0.477 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo406259 1.900 -0.477 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Bacteria denovo267628 0.708 -0.477 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo39318 5.050 -0.476 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Mesic Module #1 Bacteria denovo70410 1.758 -0.476 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo117269 0.300 -0.476 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo113548 0.467 -0.474 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo101684 0.800 -0.474 Proteobacteria Deltaproteobacteria Bdellovibrionales Bdellovibrionaceae Bdellovibrio
Mesic Module #1 Bacteria denovo279483 0.967 -0.474 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Bacteria denovo96841 0.817 -0.474 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo440170 1.725 -0.473 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo262903 1.533 -0.473 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo227168 3.325 -0.473 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo367107 1.125 -0.472 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo404634 0.692 -0.472 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo140364 0.708 -0.471 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo21158 0.483 -0.471 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo102179 4.175 -0.471 Actinobacteria Actinobacteria Actinomycetales



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Bacteria denovo357290 0.533 -0.471 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo195122 0.600 -0.471 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo88738 0.692 -0.471 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo467300 1.267 -0.470 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo239758 0.408 -0.470 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo75380 2.533 -0.470 Ascomycota Sordariomycetes Incertae sedis Annulatascaceae Conlarium Conlarium duplumascospora
Mesic Module #1 Bacteria denovo473482 0.350 -0.469 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae Edaphobacter modestum
Mesic Module #1 Bacteria denovo56748 0.633 -0.469 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo457084 1.075 -0.469 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo58078 1.708 -0.469 unidentified unidentified unidentified unidentified unidentified Basal lineages
Mesic Module #1 Fungi denovo25939 1.775 -0.469 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia sp
Mesic Module #1 Bacteria denovo166117 0.783 -0.468 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo272226 0.417 -0.468 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo30741 1.308 -0.467 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Bacteria denovo252627 0.808 -0.467 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo169419 0.475 -0.467 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo349862 0.742 -0.467 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo498758 1.067 -0.467 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo22957 1.000 -0.467 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Bacteria denovo319087 0.558 -0.466 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo485963 0.458 -0.466 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo394391 1.267 -0.465 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo286181 0.775 -0.465 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo18587 0.317 -0.465 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo19549 0.433 -0.464 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo351785 1.417 -0.464 Acidobacteria Acidobacteria-6 iii1-15
Mesic Module #1 Bacteria denovo218292 4.642 -0.464 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo274549 0.592 -0.464 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo222776 0.417 -0.464 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Chthoniobacter
Mesic Module #1 Fungi denovo27654 1.875 -0.464 Ascomycota Leotiomycetes Helotiales Helotiaceae Hymenoscyphus Hymenoscyphus sp
Mesic Module #1 Bacteria denovo24819 0.983 -0.463 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo134191 0.608 -0.463 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo57292 1.083 -0.462 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo306869 1.300 -0.462 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo67354 7.842 -0.462 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003c
Mesic Module #1 Bacteria denovo55563 1.808 -0.461 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo301847 0.833 -0.461 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo158124 0.642 -0.461 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo85937 0.417 -0.461 WPS-2
Mesic Module #1 Fungi denovo28452 0.917 -0.461 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo459722 1.408 -0.460 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo228241 0.408 -0.460 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo415691 0.508 -0.460 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo222385 1.533 -0.459 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo55450 0.508 -0.459 WPS-2
Mesic Module #1 Bacteria denovo462324 2.292 -0.459 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo218712 0.800 -0.459 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo70368 1.317 -0.459 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo40043 17.592 -0.459 unidentified unidentified unidentified unidentified unidentified uncultured ectomycorrhizal fungus
Mesic Module #1 Bacteria denovo493809 0.750 -0.458 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo2468 0.950 -0.458 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo250642 0.983 -0.457 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo455564 0.775 -0.457 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo64273 1.500 -0.456 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo467386 0.475 -0.456 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo269432 0.808 -0.456 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo24690 1.408 -0.456 WPS-2
Mesic Module #1 Bacteria denovo453541 0.400 -0.456 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo430557 0.517 -0.456 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo34240 0.908 -0.456 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008c
Mesic Module #1 Bacteria denovo72139 0.367 -0.455 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo244185 1.858 -0.455 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo57802 0.733 -0.455 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo73104 1.833 -0.455 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Metacordyceps Metacordyceps chlamydosporia
Mesic Module #1 Bacteria denovo359253 1.092 -0.455 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo430280 0.700 -0.454 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo472448 0.525 -0.454 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo105685 1.058 -0.454 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo65602 1.167 -0.453 Ascomycota Pezizomycetes Pezizales unidentified unidentified uncultured Pezizales
Mesic Module #1 Bacteria denovo308128 0.575 -0.453 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae]
Mesic Module #1 Bacteria denovo496145 0.767 -0.453 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo269872 0.558 -0.453 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo351320 10.567 -0.452 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo453409 2.283 -0.452 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo298680 0.833 -0.452 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo178046 0.567 -0.452 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo59956 1.392 -0.452 Chloroflexi TK10 B07_WMSP1
Mesic Module #1 Bacteria denovo210649 2.083 -0.451 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo48761 58.492 -0.451 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Trichoderma Trichoderma harzianum
Mesic Module #1 Fungi denovo52020 1.992 -0.451 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Trichoderma Trichoderma asperellum
Mesic Module #1 Bacteria denovo297101 0.733 -0.451 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo155367 3.592 -0.451 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo241492 2.833 -0.450 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo519 3.817 -0.450 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Bacteria denovo209529 0.300 -0.450 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo31714 0.258 -0.450 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp M_Cre1_1
Mesic Module #1 Bacteria denovo363478 2.508 -0.450 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Mesic Module #1 Fungi denovo20445 0.342 -0.450 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Beauveria Beauveria bassiana
Mesic Module #1 Bacteria denovo26998 0.550 -0.450 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo398543 0.458 -0.450 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo27557 0.667 -0.449 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo54263 8.900 -0.449 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae Phlogicylindrium Phlogicylindrium eucalyptorum
Mesic Module #1 Bacteria denovo16040 0.567 -0.448 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Bacteria denovo486484 0.858 -0.448 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo169425 10.192 -0.448 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo394018 0.358 -0.447 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo51151 0.208 -0.447 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae] Pedosphaera
Mesic Module #1 Bacteria denovo263504 0.417 -0.447 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo228983 0.308 -0.447 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo331978 0.758 -0.446 Chloroflexi Ktedonobacteria JG30-KF-AS9
Mesic Module #1 Fungi denovo48781 0.650 -0.446 Basidiomycota Agaricomycetes Hysterangiales unidentified unidentified Hysterangiales sp
Mesic Module #1 Fungi denovo15881 4.692 -0.446 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria sp olrim767
Mesic Module #1 Fungi denovo42810 1.283 -0.446 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified uncultured Chaetothyriales
Mesic Module #1 Bacteria denovo112895 4.558 -0.445 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo100509 1.000 -0.445 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae
Mesic Module #1 Fungi denovo1757 3.108 -0.445 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Mesic Module #1 Fungi denovo27177 2.108 -0.444 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo116642 0.600 -0.444 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo98614 1.908 -0.444 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo464862 0.467 -0.443 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo11415 0.725 -0.443 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Bacteria denovo206300 0.517 -0.443 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo2691 2.208 -0.443 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Menispora Menispora sp EXP0529F
Mesic Module #1 Fungi denovo43040 0.483 -0.443 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Fungi denovo56109 9.283 -0.443 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae Sebacina Sebacina vermifera
Mesic Module #1 Bacteria denovo21844 0.908 -0.442 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo302425 0.375 -0.442 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Fungi denovo49306 0.775 -0.442 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo396307 0.200 -0.442 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo265793 0.425 -0.442 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Mesic Module #1 Bacteria denovo276488 1.092 -0.442 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo40289 1.192 -0.441 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Mesic Module #1 Bacteria denovo77089 4.892 -0.441 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo195460 1.058 -0.441 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo271084 0.383 -0.441 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo508322 0.642 -0.440 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo75447 0.292 -0.440 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo466136 0.408 -0.440 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo211024 0.475 -0.440 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae
Mesic Module #1 Bacteria denovo306095 8.783 -0.440 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Fungi denovo39533 1.192 -0.440 Ascomycota Dothideomycetes Hysteriales unidentified unidentified Hysteriales sp
Mesic Module #1 Bacteria denovo218611 0.325 -0.440 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Fungi denovo66942 10.525 -0.439 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae Clavulina Clavulina sp
Mesic Module #1 Bacteria denovo389104 3.175 -0.439 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo25575 8.958 -0.439 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo29940 1.517 -0.439 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo206585 0.383 -0.438 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo509406 0.200 -0.438 Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae
Mesic Module #1 Bacteria denovo447876 0.308 -0.437 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo487361 1.183 -0.437 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo6126 0.500 -0.437 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo505608 1.358 -0.437 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo24288 2.333 -0.437 Basidiomycota Tremellomycetes Tremellales unidentified unidentified Tremellales sp
Mesic Module #1 Bacteria denovo384373 1.117 -0.436 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo51369 3.417 -0.436 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia brevistipitata
Mesic Module #1 Fungi denovo11132 16.092 -0.436 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Lachnum Lachnum sp
Mesic Module #1 Fungi denovo19409 4.142 -0.436 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CPPAPs07
Mesic Module #1 Bacteria denovo452592 2.450 -0.436 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo64820 0.233 -0.436 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo15557 0.342 -0.435 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo75049 0.408 -0.435 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Fungi denovo21394 1.758 -0.435 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo2287 0.500 -0.435 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo273002 1.533 -0.435 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo214439 0.450 -0.434 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo75747 2.267 -0.434 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria sp
Mesic Module #1 Fungi denovo63518 5.242 -0.434 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Fungi denovo32058 0.467 -0.434 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo241084 0.217 -0.434 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo277717 0.842 -0.434 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo414658 0.533 -0.433 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo43232 0.925 -0.433 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Teratosphaeria Teratosphaeria mexicana
Mesic Module #1 Fungi denovo71221 4.942 -0.433 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Mesic Module #1 Bacteria denovo246445 1.358 -0.433 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo211124 1.392 -0.433 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo11055 1.100 -0.432 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo393840 0.242 -0.432 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo254971 1.575 -0.432 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo249013 0.192 -0.432 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo62807 3.667 -0.432 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Fungi denovo44435 1.342 -0.431 Ascomycota Sordariomycetes Xylariales Diatrypaceae Cryptosphaeria Cryptosphaeria subcutanea
Mesic Module #1 Fungi denovo49272 16.833 -0.430 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae unidentified Chaetosphaeriaceae sp
Mesic Module #1 Bacteria denovo39904 0.367 -0.430 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo95808 0.375 -0.430 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia tuberum
Mesic Module #1 Bacteria denovo180538 0.475 -0.430 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo54335 1.142 -0.430 Ascomycota Sordariomycetes Hypocreales Incertae sedis Gliomastix Gliomastix tumulicola
Mesic Module #1 Bacteria denovo354489 1.017 -0.429 AD3 JG37-AG-4
Mesic Module #1 Fungi denovo75415 0.892 -0.429 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo254873 0.567 -0.429 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo484161 1.150 -0.429 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo492091 0.667 -0.429 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo234252 0.692 -0.429 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo332916 0.842 -0.429 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo57039 1.875 -0.429 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo477838 0.850 -0.428 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo436632 11.725 -0.428 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo5371 0.425 -0.428 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo233218 0.542 -0.427 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo23130 3.783 -0.427 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Talaromyces Talaromyces purpureus
Mesic Module #1 Fungi denovo32708 8.275 -0.427 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella lignicola
Mesic Module #1 Bacteria denovo430637 0.325 -0.427 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Mesic Module #1 Bacteria denovo92266 0.333 -0.427 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo287306 0.317 -0.427 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo230015 0.450 -0.426 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo143135 0.775 -0.425 WPS-2
Mesic Module #1 Bacteria denovo80597 0.208 -0.425 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo194014 0.583 -0.425 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo44982 0.758 -0.424 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo20082 0.608 -0.424 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium sp TR080
Mesic Module #1 Bacteria denovo69065 1.992 -0.424 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo382780 0.742 -0.424 Actinobacteria MB-A2-108 0319-7L14
Mesic Module #1 Fungi denovo72291 1.000 -0.424 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Cadophora
Mesic Module #1 Bacteria denovo244113 0.275 -0.424 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo51027 3.050 -0.424 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo105472 5.592 -0.424 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo402467 0.375 -0.424 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo38981 0.367 -0.423 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo66798 1.300 -0.423 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo362708 0.442 -0.423 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo439245 0.708 -0.423 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo469276 0.350 -0.422 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo128296 0.267 -0.422 Acidobacteria DA052 Ellin6513



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo67992 0.508 -0.422 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo251160 0.417 -0.422 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo56627 1.842 -0.421 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo145840 1.008 -0.421 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo35023 0.300 -0.421 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo363248 0.317 -0.421 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo121895 0.458 -0.421 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo17524 13.317 -0.421 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo43201 4.542 -0.421 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium cupreum
Mesic Module #1 Bacteria denovo418954 1.250 -0.420 Actinobacteria Acidimicrobiia Acidimicrobiales EB1017
Mesic Module #1 Bacteria denovo371714 0.300 -0.420 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo255863 0.242 -0.420 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo14760 1.517 -0.420 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Mesic Module #1 Fungi denovo12164 7.042 -0.419 Ascomycota Saccharomycetes Saccharomycetales Dipodascaceae Basidioascus Basidioascus undulatus
Mesic Module #1 Bacteria denovo378364 0.767 -0.419 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Azospirillum
Mesic Module #1 Bacteria denovo112677 0.225 -0.419 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo329215 0.233 -0.418 WPS-2
Mesic Module #1 Bacteria denovo308043 0.650 -0.418 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo18237 3.775 -0.418 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo385980 0.325 -0.417 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo176455 0.542 -0.417 Chloroflexi Ktedonobacteria JG30-KF-AS9
Mesic Module #1 Bacteria denovo257463 0.842 -0.416 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo32141 4.833 -0.416 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo174503 0.450 -0.416 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo45239 0.667 -0.416 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo446209 0.400 -0.416 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo202566 1.200 -0.416 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo431957 0.250 -0.416 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo48583 0.492 -0.415 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo429468 0.675 -0.415 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo25916 0.400 -0.415 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo74949 9.933 -0.415 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp ECD_2008
Mesic Module #1 Bacteria denovo8217 0.258 -0.414 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Bacteria denovo376053 0.342 -0.414 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo73785 2.958 -0.414 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo436433 0.983 -0.413 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo178998 0.350 -0.413 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo65997 0.308 -0.413 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Bacteria denovo246936 0.342 -0.412 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo337990 0.575 -0.412 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo51902 0.483 -0.412 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo164810 0.250 -0.412 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo462644 0.275 -0.412 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo347535 0.875 -0.411 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo77209 0.908 -0.411 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas wittichii
Mesic Module #1 Bacteria denovo13487 2.783 -0.411 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo66861 3.217 -0.411 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo378643 2.575 -0.411 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo295538 0.567 -0.411 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo55185 0.817 -0.411 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Arachnopeziza Arachnopeziza sp
Mesic Module #1 Bacteria denovo469448 3.808 -0.410 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo15464 0.600 -0.410 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo57642 1.942 -0.410 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Fungi denovo66815 28.025 -0.410 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Thelephora Thelephora sp
Mesic Module #1 Bacteria denovo62 1.075 -0.410 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidocella
Mesic Module #1 Bacteria denovo161480 1.083 -0.409 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo43813 1.433 -0.409 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo340003 0.708 -0.409 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo14766 0.658 -0.409 unidentified unidentified unidentified unidentified unidentified Calluna vulgaris root associated fungus
Mesic Module #1 Bacteria denovo399848 0.258 -0.408 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo93296 0.500 -0.408 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo502770 2.192 -0.408 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo411699 0.475 -0.407 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo215957 0.417 -0.407 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Salinispora
Mesic Module #1 Bacteria denovo299576 1.558 -0.407 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo61862 7.708 -0.407 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo24280 0.700 -0.407 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo279061 0.450 -0.407 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo354599 0.350 -0.407 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Fungi denovo68426 2.067 -0.406 Ascomycota Sordariomycetes Boliniales unidentified unidentified Boliniales sp 108_PH
Mesic Module #1 Bacteria denovo317754 1.050 -0.406 WPS-2
Mesic Module #1 Fungi denovo49572 1.867 -0.406 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo239641 0.692 -0.406 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo38277 9.042 -0.405 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo299658 0.433 -0.405 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo322555 1.517 -0.405 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo67458 0.742 -0.405 Zygomycota unidentified unidentified unidentified unidentified mucoromycote sp 17_M_2
Mesic Module #1 Bacteria denovo119768 1.267 -0.405 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Mesic Module #1 Fungi denovo58423 39.217 -0.405 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo188331 3.425 -0.405 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo2672 0.758 -0.405 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo308832 0.342 -0.404 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo10854 0.492 -0.404 Proteobacteria Alphaproteobacteria
Mesic Module #1 Bacteria denovo469095 0.250 -0.404 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo407289 0.200 -0.403 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo504616 0.475 -0.403 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Mesic Module #1 Fungi denovo28029 1.358 -0.403 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp GK_2010
Mesic Module #1 Fungi denovo28560 0.217 -0.403 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo247695 1.500 -0.403 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo219800 1.008 -0.403 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Mesic Module #1 Bacteria denovo339638 0.608 -0.402 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo448581 0.342 -0.402 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo251803 0.242 -0.402 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo155382 0.325 -0.402 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo71013 0.517 -0.402 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo73369 2.275 -0.402 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae unidentified Amphisphaeriaceae sp
Mesic Module #1 Fungi denovo72131 0.883 -0.402 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003e
Mesic Module #1 Fungi denovo67869 7.908 -0.402 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Bacteria denovo337885 0.308 -0.401 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo91013 0.383 -0.401 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo59077 1.408 -0.401 Ascomycota Incertae sedis Incertae sedis Incertae sedis Hemibeltrania Hemibeltrania mitrata
Mesic Module #1 Bacteria denovo510021 0.650 -0.401 Cyanobacteria 4C0d-2 MLE1-12
Mesic Module #1 Fungi denovo69772 0.700 -0.401 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Sorocybe Sorocybe resinae
Mesic Module #1 Fungi denovo39698 23.392 -0.400 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Fungi denovo7011 2.608 -0.400 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo223828 0.192 -0.400 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo216155 4.933 -0.400 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter versatilis
Mesic Module #1 Bacteria denovo75342 0.233 -0.400 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo58263 3.408 -0.399 Basidiomycota Agaricomycetes Agaricales Cortinariaceae unidentified Cortinariaceae sp
Mesic Module #1 Fungi denovo890 0.375 -0.399 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo8775 0.700 -0.399 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Mesic Module #1 Fungi denovo64360 2.100 -0.399 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo169511 2.467 -0.398 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Mesic Module #1 Fungi denovo39447 5.933 -0.398 Ascomycota Incertae sedis Incertae sedis Incertae sedis Camarographium Camarographium carpini
Mesic Module #1 Bacteria denovo312582 3.342 -0.398 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo319714 3.025 -0.398 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo61377 3.242 -0.398 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo10591 4.425 -0.398 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo66981 11.508 -0.398 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Mesic Module #1 Bacteria denovo480875 0.467 -0.397 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Mesic Module #1 Bacteria denovo256723 2.442 -0.397 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo367740 0.617 -0.397 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo453109 0.533 -0.397 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo35884 0.300 -0.397 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo354319 0.300 -0.397 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo111198 0.517 -0.396 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo94339 0.450 -0.396 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo141687 0.783 -0.396 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Mesic Module #1 Bacteria denovo461603 1.067 -0.396 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo73057 1.000 -0.395 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo66919 8.750 -0.395 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella amoeboidea
Mesic Module #1 Bacteria denovo309391 0.242 -0.395 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Fungi denovo66666 1.692 -0.395 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Mesic Module #1 Bacteria denovo142520 0.383 -0.395 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo68477 4.383 -0.394 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp NRRL 35186
Mesic Module #1 Bacteria denovo238914 0.242 -0.394 Proteobacteria Alphaproteobacteria BD7-3
Mesic Module #1 Fungi denovo66754 0.467 -0.394 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Stemphylium Stemphylium sp DC_1_78
Mesic Module #1 Fungi denovo68838 0.225 -0.394 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Mesic Module #1 Fungi denovo60661 0.967 -0.394 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia sp
Mesic Module #1 Fungi denovo59856 0.433 -0.394 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp
Mesic Module #1 Bacteria denovo15688 0.375 -0.394 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo297943 1.125 -0.394 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo247714 0.367 -0.393 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo149070 4.333 -0.393 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo79363 0.517 -0.393 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo161017 0.425 -0.392 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo488128 1.017 -0.392 Proteobacteria Alphaproteobacteria Rhizobiales Xanthobacteraceae Labrys
Mesic Module #1 Fungi denovo4219 0.983 -0.392 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008c
Mesic Module #1 Fungi denovo62642 13.717 -0.392 Ascomycota Dothideomycetes Hysteriales Gloniaceae Cenococcum Cenococcum sp
Mesic Module #1 Bacteria denovo257344 0.392 -0.392 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo433734 1.367 -0.392 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo60037 0.250 -0.392 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Mesic Module #1 Bacteria denovo230042 0.583 -0.392 Proteobacteria Betaproteobacteria SC-I-84
Mesic Module #1 Bacteria denovo232933 0.592 -0.392 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo290025 0.467 -0.391 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo289378 1.067 -0.391 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo483720 0.350 -0.391 WPS-2
Mesic Module #1 Bacteria denovo112270 0.850 -0.391 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo288764 0.208 -0.391 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Fungi denovo20478 0.667 -0.391 Ascomycota Leotiomycetes Helotiales Incertae sedis Spirosphaera Spirosphaera beverwijkiana
Mesic Module #1 Bacteria denovo284572 0.683 -0.390 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo305043 0.267 -0.390 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo375876 0.333 -0.390 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo29868 2.142 -0.390 Basidiomycota Agaricomycetes Hymenochaetales unidentified unidentified Hymenochaetales sp
Mesic Module #1 Fungi denovo39072 1.375 -0.390 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo752 4.192 -0.390 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo225005 0.158 -0.390 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo22000 0.342 -0.390 Ascomycota Incertae sedis Incertae sedis Incertae sedis Ochroconis Ochroconis calidifluminalis
Mesic Module #1 Fungi denovo31151 0.583 -0.390 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo14538 0.450 -0.390 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Chthoniobacter
Mesic Module #1 Bacteria denovo63223 0.425 -0.389 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo259064 1.100 -0.389 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo23310 3.792 -0.389 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Bacteria denovo23239 0.808 -0.389 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo269561 0.242 -0.389 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo406794 0.283 -0.389 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Nevskia
Mesic Module #1 Fungi denovo61207 5.550 -0.389 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena corynephora
Mesic Module #1 Fungi denovo30200 0.392 -0.389 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo62956 0.433 -0.389 Ascomycota Dothideomycetes Pleosporales Montagnulaceae unidentified Montagnulaceae sp
Mesic Module #1 Bacteria denovo353252 0.575 -0.388 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo198297 0.592 -0.388 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo130969 4.025 -0.388 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae
Mesic Module #1 Bacteria denovo438866 0.350 -0.388 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo510343 0.233 -0.388 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo58327 0.567 -0.388 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo472050 0.367 -0.388 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Mesic Module #1 Fungi denovo20092 1.075 -0.388 unidentified unidentified unidentified unidentified unidentified Basal lineages
Mesic Module #1 Bacteria denovo227467 2.742 -0.388 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo288210 0.425 -0.388 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo60565 0.875 -0.388 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma fuckelii
Mesic Module #1 Bacteria denovo280314 0.483 -0.387 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo50044 0.483 -0.387 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidocella
Mesic Module #1 Bacteria denovo34788 6.450 -0.387 Actinobacteria Actinobacteria Actinomycetales Frankiaceae Frankia
Mesic Module #1 Fungi denovo7132 0.942 -0.387 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp
Mesic Module #1 Fungi denovo14367 0.567 -0.387 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo401271 0.658 -0.387 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo275103 0.292 -0.387 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo309601 1.258 -0.387 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo111899 0.300 -0.386 Proteobacteria Alphaproteobacteria
Mesic Module #1 Bacteria denovo235764 0.842 -0.386 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo482830 0.658 -0.386 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo15591 3.450 -0.386 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo364428 0.308 -0.385 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo34023 0.592 -0.385 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo236982 0.592 -0.385 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae
Mesic Module #1 Bacteria denovo243520 0.183 -0.385 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo363080 2.533 -0.385 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo225884 0.292 -0.384 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo457465 0.225 -0.384 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo39675 5.617 -0.384 Ascomycota Lecanoromycetes Ostropales unidentified unidentified Ostropales sp
Mesic Module #1 Fungi denovo29339 19.942 -0.384 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp pink
Mesic Module #1 Fungi denovo55122 28.683 -0.384 unidentified unidentified unidentified unidentified unidentified fungal sp ASR_213



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo11634 1.108 -0.383 Ascomycota Dothideomycetes Capnodiales Incertae sedis Xenomeris Xenomeris juniperi
Mesic Module #1 Fungi denovo49252 0.683 -0.383 Chytridiomycota Monoblepharidomycetes Monoblepharidales Harpochytriaceae Harpochytrium Harpochytrium sp JEL94
Mesic Module #1 Fungi denovo629 0.658 -0.383 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Mesic Module #1 Bacteria denovo354089 0.508 -0.383 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo273985 0.692 -0.382 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo430673 0.183 -0.382 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Fungi denovo12985 23.242 -0.382 Basidiomycota Agaricomycetes Trechisporales unidentified unidentified Trechisporales sp
Mesic Module #1 Bacteria denovo438053 3.617 -0.382 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Fungi denovo17349 3.850 -0.382 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo18692 0.583 -0.382 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo296357 0.250 -0.381 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Bacteria denovo43597 0.383 -0.381 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo462354 0.492 -0.381 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo270861 0.592 -0.380 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo24082 1.667 -0.380 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron maius
Mesic Module #1 Bacteria denovo466777 0.492 -0.380 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo209181 0.467 -0.380 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo44709 0.400 -0.380 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo245322 0.408 -0.380 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo4701 0.433 -0.380 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo31786 0.292 -0.380 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo16627 0.675 -0.379 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Bacteria denovo288326 0.350 -0.379 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo34945 0.300 -0.379 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo50839 0.417 -0.379 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo119594 0.283 -0.379 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo41853 0.658 -0.379 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo316 0.908 -0.379 Basidiomycota unidentified unidentified unidentified unidentified uncultured Basidiomycota
Mesic Module #1 Bacteria denovo482687 1.575 -0.379 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo406920 0.800 -0.379 Bacteroidetes Sphingobacteriia Sphingobacteriales
Mesic Module #1 Bacteria denovo300876 0.583 -0.379 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo372185 2.075 -0.378 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae Terriglobus
Mesic Module #1 Fungi denovo62120 1.067 -0.378 Basidiomycota Agaricomycetes Agaricales Cortinariaceae unidentified Cortinariaceae sp
Mesic Module #1 Fungi denovo31226 0.725 -0.378 Ascomycota Sordariomycetes Hypocreales Nectriaceae Volutella Volutella sp
Mesic Module #1 Bacteria denovo6355 0.225 -0.378 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo31689 2.075 -0.378 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo62523 0.917 -0.378 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo49177 0.625 -0.378 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Fungi denovo9102 0.400 -0.378 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae unidentified Coniochaetaceae sp
Mesic Module #1 Bacteria denovo117005 0.167 -0.378 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo23837 3.742 -0.378 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo51415 0.858 -0.378 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae unidentified Cordycipitaceae sp
Mesic Module #1 Fungi denovo6984 0.517 -0.378 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo435881 0.233 -0.378 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo167874 0.775 -0.378 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo266714 0.275 -0.378 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo229384 0.400 -0.378 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo478307 0.758 -0.377 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo24253 1.275 -0.377 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Fungi denovo38968 62.758 -0.377 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo23500 0.308 -0.377 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Hypocrea Hypocrea virens
Mesic Module #1 Bacteria denovo389787 0.492 -0.377 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidisoma
Mesic Module #1 Bacteria denovo1799 0.408 -0.377 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo23766 0.267 -0.377 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo114937 1.050 -0.377 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo202593 5.000 -0.377 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo41876 1.217 -0.377 Chytridiomycota Monoblepharidomycetes Monoblepharidales Harpochytriaceae Harpochytrium Harpochytrium sp JEL94
Mesic Module #1 Bacteria denovo374276 1.392 -0.377 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo244508 0.200 -0.376 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Fungi denovo37017 10.925 -0.376 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo127223 2.508 -0.376 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo479661 0.192 -0.376 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo305248 1.917 -0.376 WPS-2
Mesic Module #1 Fungi denovo54886 1.067 -0.376 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo45530 2.275 -0.375 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Fungi denovo9527 0.408 -0.375 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia terrestris
Mesic Module #1 Bacteria denovo292229 0.458 -0.375 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo345794 1.183 -0.375 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo335823 0.442 -0.375 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo7428 3.808 -0.375 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Fungi denovo37969 0.275 -0.375 Chytridiomycota Monoblepharidomycetes Monoblepharidales Harpochytriaceae Harpochytrium Harpochytrium sp JEL94
Mesic Module #1 Fungi denovo25077 3.683 -0.375 unidentified unidentified unidentified unidentified unidentified fungal sp TRN508
Mesic Module #1 Bacteria denovo293153 0.725 -0.375 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo100620 1.067 -0.375 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo22081 1.458 -0.374 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Fungi denovo41358 5.283 -0.374 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora emmonsii
Mesic Module #1 Bacteria denovo436867 0.292 -0.374 Proteobacteria Alphaproteobacteria BD7-3
Mesic Module #1 Bacteria denovo58693 0.600 -0.374 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo3657 0.150 -0.374 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodosporidium Rhodosporidium concentricum
Mesic Module #1 Fungi denovo54340 1.525 -0.373 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Mesic Module #1 Bacteria denovo402168 0.208 -0.373 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo474618 6.442 -0.373 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae Methylosinus
Mesic Module #1 Fungi denovo13890 0.650 -0.373 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo40307 0.900 -0.373 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo54585 7.175 -0.372 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Arachnopeziza Arachnopeziza sp
Mesic Module #1 Bacteria denovo362964 0.125 -0.371 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo395128 0.233 -0.371 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo443457 0.200 -0.371 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo182657 0.233 -0.371 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo222708 0.567 -0.371 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo120863 0.408 -0.371 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo239450 1.150 -0.371 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Mesic Module #1 Bacteria denovo202876 1.058 -0.371 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo39389 0.367 -0.370 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo461677 0.358 -0.370 Cyanobacteria 4C0d-2 MLE1-12
Mesic Module #1 Bacteria denovo464281 0.767 -0.370 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo421872 0.508 -0.370 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo332606 0.708 -0.370 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo67918 0.475 -0.369 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo57700 22.267 -0.369 Basidiomycota Agaricomycetes Agaricales Hydnangiaceae unidentified Hydnangiaceae sp
Mesic Module #1 Bacteria denovo133974 0.483 -0.369 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Fungi denovo62803 0.142 -0.369 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo477951 0.267 -0.369 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo3672 0.508 -0.369 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo59878 0.367 -0.369 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo48611 0.142 -0.368 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo446624 0.475 -0.368 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo33795 6.567 -0.368 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Bacteria denovo78582 0.950 -0.368 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo2599 0.817 -0.368 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo291077 0.308 -0.368 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo258416 0.500 -0.368 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo411041 0.217 -0.368 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo119410 0.367 -0.367 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo315898 0.183 -0.367 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo89251 1.200 -0.367 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo37342 0.583 -0.367 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo9660 0.842 -0.367 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified Sebacinales sp
Mesic Module #1 Fungi denovo41557 0.325 -0.367 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo14767 5.258 -0.367 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodosporidium Rhodosporidium concentricum
Mesic Module #1 Bacteria denovo411806 6.533 -0.367 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo287318 0.267 -0.367 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Mesic Module #1 Fungi denovo42594 0.333 -0.366 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo64301 7.867 -0.366 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo403959 0.500 -0.366 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo66238 0.442 -0.366 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo75213 0.767 -0.366 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Meliniomyces Meliniomyces sp
Mesic Module #1 Fungi denovo13308 2.125 -0.366 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo42745 1.317 -0.366 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Mesic Module #1 Bacteria denovo305909 0.275 -0.366 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Bacteria denovo161038 0.117 -0.366 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Salinispora
Mesic Module #1 Fungi denovo68066 0.458 -0.366 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Mesic Module #1 Bacteria denovo362561 0.592 -0.365 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo428943 0.275 -0.365 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo50076 19.192 -0.364 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo7498 0.725 -0.364 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo35020 0.317 -0.364 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Mesic Module #1 Fungi denovo33867 0.408 -0.364 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo260221 0.733 -0.363 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo29935 2.783 -0.363 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo16918 0.608 -0.363 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Fungi denovo55919 0.558 -0.363 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo385258 0.325 -0.363 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo423549 0.300 -0.363 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo331569 0.350 -0.363 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Mesic Module #1 Fungi denovo8309 18.842 -0.362 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae Clavulina Clavulina sp
Mesic Module #1 Fungi denovo12282 1.125 -0.362 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Cryptotrichosporon Cryptotrichosporon anacardii
Mesic Module #1 Fungi denovo20523 25.100 -0.362 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae Sebacina Sebacina sp
Mesic Module #1 Fungi denovo74880 3.300 -0.362 Basidiomycota Agaricomycetes Hysterangiales unidentified unidentified Hysterangiales sp
Mesic Module #1 Fungi denovo30830 0.308 -0.361 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron rhodogenum
Mesic Module #1 Fungi denovo35735 1.808 -0.361 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo448219 0.467 -0.361 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo503875 1.358 -0.361 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo29649 3.000 -0.361 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Metarhizium Metarhizium pinghaense
Mesic Module #1 Fungi denovo20000 36.267 -0.361 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron griseum
Mesic Module #1 Fungi denovo59597 0.317 -0.360 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Menispora Menispora sp EXP0529F
Mesic Module #1 Fungi denovo26277 0.625 -0.360 Ascomycota Eurotiomycetes Pyrenulales Pyrenulaceae Pyrenula Pyrenula thelemorpha
Mesic Module #1 Bacteria denovo87346 0.225 -0.360 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Mesic Module #1 Fungi denovo70195 1.692 -0.360 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo382271 0.275 -0.360 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo37915 0.300 -0.360 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Dictyochaeta Dictyochaeta sp OTU_096
Mesic Module #1 Fungi denovo53450 1.625 -0.359 Ascomycota Sordariomycetes Trichosphaeriales Incertae sedis unidentified Trichosphaeriales sp
Mesic Module #1 Bacteria denovo110819 0.450 -0.359 Proteobacteria Betaproteobacteria SC-I-84
Mesic Module #1 Bacteria denovo428297 0.142 -0.359 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo61759 0.425 -0.359 Unassigned
Mesic Module #1 Bacteria denovo310045 3.442 -0.359 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo226441 0.475 -0.359 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo77422 0.433 -0.359 Proteobacteria Alphaproteobacteria
Mesic Module #1 Bacteria denovo415319 1.450 -0.358 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo70384 0.408 -0.358 Ascomycota Lecanoromycetes Lecanorales Byssolomataceae Micarea Micarea flagellispora
Mesic Module #1 Bacteria denovo106242 0.333 -0.358 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo27369 1.400 -0.358 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo15005 0.408 -0.358 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo7211 4.667 -0.358 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo96728 1.358 -0.358 Unassigned
Mesic Module #1 Fungi denovo68315 0.767 -0.357 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified Sebacinales sp
Mesic Module #1 Bacteria denovo74966 0.483 -0.357 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo67573 0.267 -0.357 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala moniliae
Mesic Module #1 Bacteria denovo36276 0.225 -0.357 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo244467 0.358 -0.357 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Bacteria denovo240269 0.267 -0.357 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo4466 0.725 -0.357 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo493185 0.425 -0.357 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo154041 0.458 -0.356 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo29273 0.350 -0.356 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Claviceps Claviceps sp ICMP 16980
Mesic Module #1 Bacteria denovo118788 1.083 -0.356 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo172585 0.833 -0.356 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Mesic Module #1 Bacteria denovo365930 1.325 -0.356 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo377192 0.467 -0.356 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Fungi denovo47851 0.233 -0.356 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp 119
Mesic Module #1 Bacteria denovo445036 0.117 -0.356 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo134138 0.367 -0.356 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Bacteria denovo410383 1.958 -0.356 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo334463 0.800 -0.356 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo57302 0.892 -0.356 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo130099 0.142 -0.356 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo72826 0.300 -0.356 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo372772 0.267 -0.356 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo331340 0.092 -0.355 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo389062 0.183 -0.355 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo69970 1.058 -0.355 Proteobacteria Betaproteobacteria Ellin6067
Mesic Module #1 Fungi denovo62717 2.667 -0.355 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo139409 0.558 -0.355 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo69129 3.442 -0.355 Basidiomycota Agaricomycetes Trechisporales unidentified unidentified Trechisporales sp
Mesic Module #1 Fungi denovo72846 0.375 -0.354 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia sp
Mesic Module #1 Bacteria denovo279381 0.275 -0.354 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo50570 5.483 -0.354 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo237759 3.017 -0.354 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo40639 7.242 -0.354 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Fungi denovo21009 2.658 -0.354 Basidiomycota Tremellomycetes Tremellales Incertae sedis Tetragoniomyces Tetragoniomyces uliginosus
Mesic Module #1 Bacteria denovo11657 0.292 -0.353 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo84338 0.258 -0.353 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo31833 3.058 -0.353 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Bacteria denovo350333 0.600 -0.353 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo450594 0.142 -0.353 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo53967 0.633 -0.353 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Mycosphaerella Mycosphaerella sp UY497
Mesic Module #1 Bacteria denovo402904 0.425 -0.352 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo151085 0.900 -0.352 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo27250 0.558 -0.352 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo310164 0.317 -0.352 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo23953 0.525 -0.352 Ascomycota Leotiomycetes Helotiales Helotiaceae Idriella Idriella sp EXP001F
Mesic Module #1 Fungi denovo5046 0.733 -0.352 Basidiomycota Tritirachiomycetes Incertae sedis Incertae sedis Paratritirachium Paratritirachium sp
Mesic Module #1 Fungi denovo39079 0.650 -0.352 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo229361 0.467 -0.352 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Fungi denovo51073 5.750 -0.352 Ascomycota Dothideomycetes Venturiales Venturiaceae unidentified Venturiaceae sp
Mesic Module #1 Bacteria denovo32600 0.250 -0.352 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo44395 0.308 -0.351 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo67414 4.758 -0.351 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo193890 0.200 -0.351 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo7587 0.408 -0.351 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Readeriella Readeriella dimorphospora
Mesic Module #1 Bacteria denovo498619 0.408 -0.351 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo475110 0.717 -0.351 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo322208 1.375 -0.351 Proteobacteria Deltaproteobacteria Myxococcales Myxococcaceae
Mesic Module #1 Fungi denovo28673 2.383 -0.350 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo7093 2.333 -0.350 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Mycosphaerella Mycosphaerella sp MUCC293
Mesic Module #1 Fungi denovo4103 2.542 -0.350 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo396906 0.225 -0.350 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo401105 0.400 -0.350 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo490376 0.267 -0.350 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Azospirillum
Mesic Module #1 Bacteria denovo49213 0.275 -0.350 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo309369 0.842 -0.350 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo387869 0.683 -0.349 Unassigned
Mesic Module #1 Fungi denovo67541 0.625 -0.349 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo4901 7.742 -0.348 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo20609 2.683 -0.348 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Hypomyces Hypomyces ochraceus
Mesic Module #1 Bacteria denovo187542 0.392 -0.348 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo13804 0.325 -0.348 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora potulentorum
Mesic Module #1 Bacteria denovo198243 0.375 -0.348 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo53836 0.625 -0.348 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo12734 0.283 -0.348 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo49393 2.275 -0.348 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp genotype 431
Mesic Module #1 Bacteria denovo269669 0.342 -0.348 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo205134 0.208 -0.348 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Fungi denovo10804 0.433 -0.347 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo13301 0.292 -0.347 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo85191 0.533 -0.347 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo50960 0.675 -0.347 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo166629 0.283 -0.347 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Fungi denovo14161 0.575 -0.346 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo318697 0.267 -0.346 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo217183 0.108 -0.346 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo50073 3.292 -0.346 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella lateritia
Mesic Module #1 Bacteria denovo121595 1.667 -0.346 Unassigned
Mesic Module #1 Bacteria denovo308079 2.558 -0.345 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo4147 0.217 -0.345 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo458993 0.275 -0.345 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo202440 0.233 -0.345 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo71548 0.242 -0.345 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo477498 0.200 -0.345 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo63446 0.175 -0.345 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo197604 0.317 -0.345 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Mesic Module #1 Fungi denovo66228 3.825 -0.345 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo473970 0.250 -0.345 Bacteroidetes Sphingobacteriia Sphingobacteriales
Mesic Module #1 Fungi denovo5920 1.050 -0.345 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeomoniella Phaeomoniella effusa
Mesic Module #1 Bacteria denovo335937 0.175 -0.344 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo42517 81.283 -0.344 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Mesic Module #1 Bacteria denovo232050 0.383 -0.344 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo24838 0.350 -0.344 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo496966 0.217 -0.344 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo468712 0.167 -0.344 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo395030 0.150 -0.344 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo334733 0.125 -0.344 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo218917 0.117 -0.344 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Fungi denovo63881 0.108 -0.344 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Fungi denovo68409 0.833 -0.344 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo42261 0.625 -0.344 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo49254 0.533 -0.344 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo11016 0.525 -0.344 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia sp
Mesic Module #1 Fungi denovo62385 0.350 -0.344 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Talaromyces Talaromyces mimosinus
Mesic Module #1 Fungi denovo18689 0.292 -0.344 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo312188 0.275 -0.344 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo354846 0.217 -0.344 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo56730 1.375 -0.344 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Fungi denovo18509 0.225 -0.344 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo38997 0.808 -0.343 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp ASR_69
Mesic Module #1 Bacteria denovo319177 0.167 -0.343 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo166236 0.425 -0.343 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo5792 0.525 -0.343 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Trichoderma Trichoderma sp 1212_03
Mesic Module #1 Bacteria denovo274508 0.817 -0.343 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo21374 0.533 -0.343 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Mesic Module #1 Bacteria denovo87327 0.375 -0.343 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo1142 1.508 -0.343 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Bacteria denovo242086 0.867 -0.343 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo53140 16.108 -0.342 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Fungi denovo6754 0.158 -0.342 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Bacteria denovo329356 0.983 -0.342 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo505458 0.275 -0.342 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo237781 5.967 -0.341 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo15929 0.433 -0.341 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo128899 0.417 -0.341 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo68604 7.983 -0.341 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella lignicola
Mesic Module #1 Bacteria denovo386471 0.475 -0.341 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo13251 2.175 -0.341 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella gemmifera
Mesic Module #1 Fungi denovo64945 18.533 -0.341 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala xenobiotica
Mesic Module #1 Fungi denovo69439 1.783 -0.340 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Rhinocladiella Rhinocladiella sp
Mesic Module #1 Bacteria denovo233470 0.683 -0.340 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo485904 0.192 -0.340 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo35332 0.392 -0.340 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo26420 5.408 -0.340 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Meliniomyces Meliniomyces sp
Mesic Module #1 Fungi denovo64682 26.217 -0.339 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola sp
Mesic Module #1 Bacteria denovo229656 0.325 -0.339 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo79060 0.158 -0.339 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo70083 19.275 -0.339 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Bacteria denovo154763 0.292 -0.339 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo23706 0.458 -0.339 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp
Mesic Module #1 Bacteria denovo398973 0.208 -0.339 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo227476 0.158 -0.339 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo343737 1.975 -0.339 Cyanobacteria Chloroplast Chlorophyta Trebouxiophyceae
Mesic Module #1 Fungi denovo12668 0.550 -0.339 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis westeae
Mesic Module #1 Bacteria denovo7093 0.525 -0.338 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo62184 0.383 -0.338 Ascomycota Leotiomycetes unidentified unidentified unidentified Leotiomycetes sp
Mesic Module #1 Bacteria denovo181960 0.425 -0.338 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo416499 0.500 -0.338 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Mesic Module #1 Bacteria denovo12213 0.325 -0.338 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Bacteria denovo29330 0.408 -0.338 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo26050 0.808 -0.338 Ascomycota Dothideomycetes Hysteriales unidentified unidentified Hysteriales sp
Mesic Module #1 Fungi denovo73997 4.483 -0.338 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo392669 0.283 -0.338 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo246233 0.183 -0.337 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Fungi denovo33897 1.367 -0.337 Basidiomycota Agaricomycetes Agaricales Entolomataceae unidentified uncultured Entolomataceae
Mesic Module #1 Bacteria denovo90185 5.275 -0.337 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo428738 0.192 -0.336 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo325657 1.758 -0.336 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo135242 0.183 -0.335 TM7 TM7-1
Mesic Module #1 Fungi denovo69823 55.367 -0.335 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella sp
Mesic Module #1 Fungi denovo4139 0.350 -0.335 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Gymnopus Gymnopus sp 7090112
Mesic Module #1 Fungi denovo5578 0.458 -0.335 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Penicillium
Mesic Module #1 Bacteria denovo464046 0.767 -0.335 WPS-2
Mesic Module #1 Fungi denovo25274 1.808 -0.334 Basidiomycota Agaricomycetes Hysterangiales Hysterangiaceae Hysterangium Hysterangium sp
Mesic Module #1 Fungi denovo22453 0.258 -0.334 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo247323 0.583 -0.334 TM7 TM7-1
Mesic Module #1 Bacteria denovo107205 0.558 -0.334 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo45955 1.033 -0.334 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo337181 0.483 -0.334 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Mesic Module #1 Fungi denovo69348 0.117 -0.334 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp MS533
Mesic Module #1 Bacteria denovo266099 0.508 -0.333 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo15074 2.892 -0.333 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified uncultured Chaetothyriales
Mesic Module #1 Fungi denovo52494 0.867 -0.333 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala sp
Mesic Module #1 Bacteria denovo272358 0.925 -0.333 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo442564 0.158 -0.333 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Mesic Module #1 Fungi denovo68350 0.183 -0.333 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Mesic Module #1 Fungi denovo15410 10.008 -0.332 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala equina
Mesic Module #1 Bacteria denovo288027 0.925 -0.332 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo76913 0.667 -0.332 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo85929 0.192 -0.332 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo118716 0.242 -0.332 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo224694 0.175 -0.332 WPS-2
Mesic Module #1 Fungi denovo47726 1.533 -0.332 Basidiomycota Agaricomycetes Agaricales Clavariaceae unidentified Clavariaceae sp
Mesic Module #1 Fungi denovo26468 0.483 -0.332 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis vinacea
Mesic Module #1 Bacteria denovo430664 0.292 -0.332 AD3 ABS-6
Mesic Module #1 Bacteria denovo89403 1.242 -0.332 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo205716 0.392 -0.331 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Mesic Module #1 Bacteria denovo331380 6.792 -0.331 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae Phenylobacterium
Mesic Module #1 Bacteria denovo11527 0.125 -0.331 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo46040 7.850 -0.331 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Fungi denovo1731 0.383 -0.331 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo249642 0.392 -0.331 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo501493 0.383 -0.331 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo277984 0.917 -0.331 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo68879 1.592 -0.331 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium donsium
Mesic Module #1 Bacteria denovo229907 0.150 -0.330 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo286978 0.992 -0.330 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo195465 0.692 -0.330 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo50426 1.900 -0.330 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia cylindrospora
Mesic Module #1 Bacteria denovo281506 0.508 -0.330 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo60893 0.333 -0.330 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus crispus
Mesic Module #1 Bacteria denovo298823 0.200 -0.330 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Fungi denovo49204 0.133 -0.330 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Fungi denovo19057 0.125 -0.330 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo37512 1.075 -0.330 Ascomycota Leotiomycetes Helotiales Incertae sedis Dactylaria Dactylaria sp P24
Mesic Module #1 Fungi denovo3641 0.775 -0.329 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp OUCMBI101098
Mesic Module #1 Bacteria denovo379738 0.283 -0.329 Chloroflexi C0119
Mesic Module #1 Fungi denovo58334 0.183 -0.329 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae unidentified Mycosphaerellaceae sp
Mesic Module #1 Bacteria denovo301282 0.950 -0.329 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo437118 0.508 -0.329 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Fungi denovo31767 0.933 -0.329 Ascomycota Sordariomycetes Hypocreales Bionectriaceae Clonostachys Clonostachys sp
Mesic Module #1 Bacteria denovo225287 0.117 -0.329 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo3996 1.058 -0.328 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo326932 2.825 -0.328 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Bacteria denovo339199 0.275 -0.328 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo344733 0.667 -0.328 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo209384 0.225 -0.328 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae
Mesic Module #1 Fungi denovo71069 0.417 -0.328 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp 1 RB_2011
Mesic Module #1 Bacteria denovo247205 1.958 -0.328 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Fungi denovo4679 1.833 -0.328 Ascomycota Dothideomycetes unidentified unidentified unidentified dothideomycete sp 7683
Mesic Module #1 Fungi denovo9490 0.250 -0.327 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo121427 0.492 -0.326 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo36951 0.250 -0.326 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo58616 0.267 -0.326 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Bacteria denovo38820 1.125 -0.326 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo510873 0.308 -0.325 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo50173 15.617 -0.325 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Mesic Module #1 Fungi denovo62105 0.133 -0.325 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Mesic Module #1 Bacteria denovo381945 1.392 -0.325 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae
Mesic Module #1 Bacteria denovo117615 2.008 -0.324 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo7684 0.342 -0.324 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo508462 0.250 -0.324 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo163829 0.267 -0.323 Proteobacteria Betaproteobacteria A21b EB1003
Mesic Module #1 Bacteria denovo292996 0.400 -0.323 TM7 TM7-1
Mesic Module #1 Bacteria denovo445143 0.183 -0.323 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo229545 0.900 -0.323 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo64101 1.800 -0.322 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Rhinocladiella Rhinocladiella sp
Mesic Module #1 Bacteria denovo387216 4.625 -0.322 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Fungi denovo7547 0.350 -0.322 unidentified unidentified unidentified unidentified unidentified uncultured fungus



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Bacteria denovo5213 0.875 -0.322 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo378206 0.458 -0.322 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo17465 0.208 -0.322 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo317905 0.692 -0.322 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo131110 0.392 -0.322 Proteobacteria Betaproteobacteria A21b EB1003
Mesic Module #1 Bacteria denovo50083 0.625 -0.321 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides
Mesic Module #1 Bacteria denovo202253 0.558 -0.321 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo253748 0.283 -0.321 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo66125 0.433 -0.321 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo5620 0.392 -0.320 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Fungi denovo2139 1.942 -0.320 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo233429 5.992 -0.320 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo220734 0.750 -0.320 Elusimicrobia Elusimicrobia IIb
Mesic Module #1 Fungi denovo6471 1.308 -0.320 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Fungi denovo67308 0.742 -0.320 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavaria Clavaria sp
Mesic Module #1 Fungi denovo72084 1.000 -0.320 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Sepedonium Sepedonium chalcipori
Mesic Module #1 Bacteria denovo72675 0.133 -0.320 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo12795 0.825 -0.320 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo272523 0.125 -0.320 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo187296 0.392 -0.319 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo321081 2.917 -0.319 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Bacteria denovo403163 0.167 -0.319 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo65826 0.117 -0.319 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo134381 0.317 -0.319 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo449128 0.175 -0.319 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo206792 0.133 -0.319 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo246603 0.258 -0.319 Gemmatimonadetes Gemm-1
Mesic Module #1 Bacteria denovo439643 0.325 -0.319 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Fungi denovo6590 0.467 -0.319 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia sp
Mesic Module #1 Fungi denovo74720 14.167 -0.319 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Bacteria denovo107481 0.275 -0.319 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo442418 0.950 -0.319 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo187965 0.142 -0.319 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo295163 0.342 -0.318 Elusimicrobia Elusimicrobia Elusimicrobiales
Mesic Module #1 Bacteria denovo408866 0.125 -0.318 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo204101 0.125 -0.318 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo26475 0.342 -0.318 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo26491 9.617 -0.318 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo28909 0.817 -0.318 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo9543 0.125 -0.318 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Fungi denovo2358 0.117 -0.318 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Bacteria denovo99563 1.050 -0.318 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo4275 0.200 -0.318 Basidiomycota Agaricomycetes Boletales Boletaceae Boletus Boletus bicolor
Mesic Module #1 Fungi denovo2914 1.942 -0.318 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Mesic Module #1 Bacteria denovo92091 0.342 -0.317 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo407069 0.308 -0.317 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo380980 0.275 -0.317 OD1 ZB2
Mesic Module #1 Fungi denovo60667 0.550 -0.317 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo1317 0.342 -0.317 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Fungi denovo55925 0.450 -0.317 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo143939 0.117 -0.316 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo77986 0.592 -0.316 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo183421 0.750 -0.316 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo49554 0.517 -0.316 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo140498 0.192 -0.316 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo213 0.283 -0.316 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo182694 0.158 -0.316 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo10875 0.692 -0.316 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo388202 0.392 -0.316 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo247874 0.233 -0.315 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Fungi denovo3277 0.175 -0.315 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo90691 0.292 -0.315 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo258764 0.367 -0.315 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo169162 0.267 -0.315 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo250209 0.775 -0.315 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo3410 0.400 -0.315 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria fennica
Mesic Module #1 Fungi denovo37511 0.142 -0.315 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo256237 0.333 -0.314 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae Terriglobus
Mesic Module #1 Fungi denovo70458 4.058 -0.314 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008c
Mesic Module #1 Bacteria denovo469369 0.350 -0.314 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae Asticcacaulis
Mesic Module #1 Bacteria denovo464078 0.258 -0.314 Acidobacteria Sva0725 Sva0725
Mesic Module #1 Bacteria denovo294981 0.183 -0.314 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo40523 0.625 -0.314 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo25432 0.167 -0.314 Ascomycota Dothideomycetes Dothideales unidentified unidentified Dothideales sp TR054
Mesic Module #1 Fungi denovo21119 0.425 -0.313 Ascomycota Sordariomycetes Incertae sedis Annulatascaceae Conlarium Conlarium sp
Mesic Module #1 Fungi denovo28 0.483 -0.313 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella lignicola
Mesic Module #1 Bacteria denovo294786 0.125 -0.313 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo417869 5.008 -0.313 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo41082 3.517 -0.313 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota cf atrodisca ecv3380
Mesic Module #1 Bacteria denovo399216 0.450 -0.313 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo11662 12.458 -0.313 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Bacteria denovo486909 0.158 -0.313 WPS-2
Mesic Module #1 Bacteria denovo179703 0.258 -0.313 WPS-2
Mesic Module #1 Bacteria denovo111188 0.942 -0.312 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo15400 1.833 -0.312 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo452620 2.758 -0.312 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo200596 0.175 -0.312 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo295273 0.300 -0.312 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo451959 0.283 -0.312 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Fungi denovo41414 0.325 -0.312 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae unidentified Chaetosphaeriaceae sp
Mesic Module #1 Fungi denovo50406 0.092 -0.312 Ascomycota Sordariomycetes Xylariales Xylariaceae unidentified Xylariaceae sp
Mesic Module #1 Bacteria denovo229165 0.308 -0.312 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo263701 0.417 -0.312 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo72362 0.900 -0.312 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Mesic Module #1 Bacteria denovo289569 0.533 -0.311 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo62552 0.208 -0.311 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp TRN488
Mesic Module #1 Bacteria denovo385682 0.242 -0.311 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo83044 0.292 -0.310 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo56292 0.200 -0.310 Ascomycota Eurotiomycetes Eurotiales Thermoascaceae unidentified Thermoascaceae sp
Mesic Module #1 Bacteria denovo25794 0.183 -0.310 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo37895 0.242 -0.310 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Fungi denovo1313 3.442 -0.310 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala nigra
Mesic Module #1 Bacteria denovo155513 1.775 -0.310 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo329366 0.133 -0.309 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo126292 0.175 -0.309 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo381693 0.258 -0.309 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo42226 1.283 -0.309 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Acanthostigma Acanthostigma multiseptatum
Mesic Module #1 Bacteria denovo436866 0.283 -0.309 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo17029 0.075 -0.309 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella sp NUH37
Mesic Module #1 Fungi denovo63769 1.408 -0.309 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Pyrenochaetopsis Pyrenochaetopsis leptospora
Mesic Module #1 Fungi denovo49840 2.092 -0.308 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo58670 0.125 -0.308 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo377790 0.183 -0.308 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo483534 1.625 -0.308 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo9085 1.442 -0.308 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo384596 8.800 -0.308 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo72122 0.517 -0.308 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo437780 0.125 -0.308 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo378685 0.258 -0.308 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo506444 0.550 -0.308 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo66316 0.742 -0.307 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo52148 21.225 -0.307 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified uncultured Russula
Mesic Module #1 Bacteria denovo177405 0.300 -0.307 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo317542 0.158 -0.307 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo281474 1.692 -0.307 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo10414 0.983 -0.307 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo36384 2.792 -0.307 Unassigned
Mesic Module #1 Bacteria denovo246465 0.200 -0.307 Proteobacteria Alphaproteobacteria Rhizobiales
Mesic Module #1 Fungi denovo57380 0.500 -0.307 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo182 0.150 -0.307 Ascomycota Lecanoromycetes Ostropales Stictidaceae Cryptodiscus Cryptodiscus sp
Mesic Module #1 Bacteria denovo454953 0.400 -0.307 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo232999 0.108 -0.306 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo56269 0.283 -0.306 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo49267 7.933 -0.306 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo264996 0.217 -0.306 WPS-2
Mesic Module #1 Fungi denovo65718 1.025 -0.306 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp
Mesic Module #1 Bacteria denovo298996 0.100 -0.306 Chloroflexi Ktedonobacteria JG30-KF-AS9
Mesic Module #1 Fungi denovo42689 0.650 -0.306 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Fungi denovo71967 0.525 -0.306 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo27204 0.433 -0.306 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Fungi denovo48463 0.175 -0.306 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified uncultured Hyaloriaceae
Mesic Module #1 Fungi denovo5901 0.158 -0.306 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chloridium Chloridium sp
Mesic Module #1 Bacteria denovo347049 0.150 -0.306 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo254649 0.133 -0.306 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo111594 0.108 -0.306 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo81779 0.108 -0.306 WPS-2
Mesic Module #1 Bacteria denovo70592 0.092 -0.306 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Bacteria denovo50728 0.083 -0.306 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo14702 7.017 -0.306 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Fungi denovo57287 5.975 -0.306 Basidiomycota Agaricomycetes Atheliales Atheliaceae Piloderma Piloderma sp
Mesic Module #1 Fungi denovo20720 2.583 -0.306 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltriciella Coltriciella sp
Mesic Module #1 Fungi denovo162 2.325 -0.306 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Fungi denovo24247 0.750 -0.306 Ascomycota Leotiomycetes unidentified unidentified unidentified Leotiomycetes sp
Mesic Module #1 Fungi denovo14077 0.600 -0.306 Basidiomycota Agaricomycetes Polyporales Xenasmataceae Xenasmatella Xenasmatella sp
Mesic Module #1 Fungi denovo73958 0.583 -0.306 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus fragicola
Mesic Module #1 Fungi denovo64537 0.542 -0.306 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Mesic Module #1 Fungi denovo35254 0.500 -0.306 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo35469 0.383 -0.306 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo45674 0.342 -0.306 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo674 0.292 -0.306 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo74029 0.292 -0.306 Ascomycota Leotiomycetes Helotiales Dermateaceae unidentified Dermateaceae sp
Mesic Module #1 Fungi denovo44383 0.267 -0.306 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia byssochlamydoides
Mesic Module #1 Fungi denovo74710 0.225 -0.306 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo760 0.208 -0.306 Ascomycota Sordariomycetes Coniochaetales unidentified unidentified Coniochaetales sp
Mesic Module #1 Fungi denovo55027 0.200 -0.306 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo34078 0.175 -0.306 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo57705 0.142 -0.306 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo110542 0.100 -0.306 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo52247 2.875 -0.306 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus sp ecv3244
Mesic Module #1 Fungi denovo16501 0.942 -0.306 Ascomycota Dothideomycetes Capnodiales unidentified unidentified uncultured Capnodiales
Mesic Module #1 Fungi denovo23367 0.967 -0.306 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Mesic Module #1 Bacteria denovo285560 0.450 -0.306 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo46999 1.358 -0.306 Zygomycota Incertae sedis Mucorales Cunninghamellaceae Gongronella Gongronella butleri
Mesic Module #1 Bacteria denovo25610 0.967 -0.305 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo56387 0.317 -0.305 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Mesic Module #1 Fungi denovo3252 0.692 -0.305 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp SC7_1
Mesic Module #1 Bacteria denovo346841 0.175 -0.305 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo445010 0.833 -0.304 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo225666 1.667 -0.304 Unassigned
Mesic Module #1 Fungi denovo4244 0.633 -0.304 Ascomycota Sordariomycetes Diaporthales Melanconidaceae Melanconis Melanconis stilbostoma
Mesic Module #1 Bacteria denovo264569 0.283 -0.304 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo501877 0.500 -0.304 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo128156 0.158 -0.304 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo62421 1.450 -0.304 Ascomycota Sordariomycetes Xylariales Xylariaceae Ascotricha Ascotricha sp ZJ_M_5
Mesic Module #1 Bacteria denovo237077 0.175 -0.304 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Bacteria denovo323952 0.208 -0.304 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo307939 0.650 -0.304 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo14611 5.283 -0.304 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Mycosphaerella Mycosphaerella sp MUCC293
Mesic Module #1 Bacteria denovo205276 0.708 -0.303 Armatimonadetes Armatimonadia FW68
Mesic Module #1 Fungi denovo54315 1.983 -0.303 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo305212 0.425 -0.303 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo415742 2.217 -0.303 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo11775 0.417 -0.303 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Mesic Module #1 Bacteria denovo243276 0.217 -0.303 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo237772 0.317 -0.303 Bacteroidetes [Saprospirae] [Saprospirales]
Mesic Module #1 Fungi denovo2575 0.133 -0.303 Ascomycota Incertae sedis Incertae sedis Incertae sedis Amplistroma Amplistroma erinaceum
Mesic Module #1 Fungi denovo9834 1.992 -0.303 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Fungi denovo50036 1.908 -0.302 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo420857 0.317 -0.302 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo64304 0.508 -0.302 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Talaromyces Talaromyces proteolyticus
Mesic Module #1 Bacteria denovo431303 0.317 -0.302 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo20140 0.333 -0.301 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp MS533
Mesic Module #1 Fungi denovo8253 0.217 -0.301 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo73121 0.458 -0.301 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Bacteria denovo30236 0.650 -0.301 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo90923 0.317 -0.301 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo414671 0.200 -0.301 TM7 TM7-1
Mesic Module #1 Bacteria denovo417447 0.125 -0.301 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo235202 0.308 -0.300 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo75458 0.592 -0.300 unidentified unidentified unidentified unidentified unidentified fungal sp APA_2013
Mesic Module #1 Bacteria denovo498863 0.242 -0.300 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo16777 0.217 -0.300 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo12422 1.492 -0.300 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo446942 0.350 -0.300 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo487798 0.700 -0.300 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Fungi denovo22516 0.383 -0.300 unidentified unidentified unidentified unidentified unidentified Ascomycete
Mesic Module #1 Fungi denovo75520 1.417 -0.300 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Coniochaeta Lecythophora sp C52
Mesic Module #1 Fungi denovo52331 0.925 -0.300 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo45941 0.283 -0.300 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo289185 0.300 -0.299 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Fungi denovo57567 16.100 -0.299 Basidiomycota Agaricomycetes Russulales Russulaceae Russula Russula sp
Mesic Module #1 Bacteria denovo123325 0.275 -0.299 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo171202 0.375 -0.299 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo109121 0.783 -0.299 Armatimonadetes Armatimonadia FW68
Mesic Module #1 Bacteria denovo414387 0.508 -0.299 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo33777 0.317 -0.299 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp genotype 155
Mesic Module #1 Fungi denovo73333 0.717 -0.299 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius aff clelandii 2 FS_2012
Mesic Module #1 Bacteria denovo72732 0.883 -0.298 Chloroflexi Thermomicrobia Ellin6537
Mesic Module #1 Fungi denovo2100 2.625 -0.298 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Penidiella Penidiella eucalypti
Mesic Module #1 Fungi denovo17050 0.208 -0.298 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo25866 4.342 -0.298 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo65555 0.842 -0.298 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo219244 0.242 -0.298 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo124806 0.567 -0.298 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo53965 1.167 -0.297 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified Sebacinaceae sp 4 MB_2012
Mesic Module #1 Bacteria denovo183646 3.633 -0.297 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Mesic Module #1 Fungi denovo43025 0.450 -0.297 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae unidentified uncultured Mycosphaerellaceae
Mesic Module #1 Bacteria denovo470435 0.750 -0.297 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Mesic Module #1 Bacteria denovo237927 2.242 -0.297 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo18297 0.592 -0.297 Ascomycota Dothideomycetes Jahnulales unidentified unidentified Jahnulales sp
Mesic Module #1 Bacteria denovo98531 0.208 -0.297 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo312945 0.542 -0.296 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo27077 1.350 -0.296 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp Sh17
Mesic Module #1 Fungi denovo12825 0.350 -0.296 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo222205 1.158 -0.296 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo37546 0.200 -0.296 Ascomycota Lecanoromycetes Lecanorales unidentified unidentified Lecanorales sp
Mesic Module #1 Bacteria denovo316698 0.242 -0.296 Unassigned
Mesic Module #1 Fungi denovo14140 0.108 -0.296 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo50966 0.142 -0.296 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo420610 0.192 -0.296 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo499349 0.625 -0.296 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo287511 0.292 -0.295 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae FFCH10602
Mesic Module #1 Bacteria denovo90799 0.567 -0.294 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo197532 0.275 -0.294 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo218553 5.583 -0.294 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Bacteria denovo53096 1.117 -0.294 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Fungi denovo66576 1.250 -0.294 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo3676 0.183 -0.294 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Helicoma Helicoma olivaceum
Mesic Module #1 Bacteria denovo478945 0.183 -0.294 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo2163 1.908 -0.293 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Fungi denovo14937 0.625 -0.293 Ascomycota Leotiomycetes Geoglossales Geoglossaceae Geoglossum Geoglossum sp
Mesic Module #1 Bacteria denovo456412 0.258 -0.293 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo58483 0.250 -0.293 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo469616 0.158 -0.293 Verrucomicrobia [Methylacidiphilae] Methylacidiphilales
Mesic Module #1 Bacteria denovo334156 0.425 -0.292 Armatimonadetes Armatimonadia FW68
Mesic Module #1 Bacteria denovo354450 0.233 -0.292 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo266803 0.117 -0.292 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo1973 0.325 -0.292 Ascomycota Incertae sedis Incertae sedis Incertae sedis Camarographium Camarographium carpini
Mesic Module #1 Bacteria denovo465270 6.225 -0.292 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo10124 0.108 -0.292 Ascomycota Sordariomycetes Incertae sedis Annulatascaceae Vertexicola Vertexicola confusa
Mesic Module #1 Bacteria denovo234234 0.275 -0.292 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo107824 0.633 -0.292 WPS-2
Mesic Module #1 Fungi denovo18694 0.483 -0.292 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Catenulostroma Catenulostroma elginense
Mesic Module #1 Bacteria denovo116183 0.350 -0.292 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo11094 0.933 -0.291 Ascomycota Sordariomycetes Diaporthales Valsaceae Cytospora Cytospora variostromatica
Mesic Module #1 Bacteria denovo399636 0.342 -0.291 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo2271 0.767 -0.291 Basidiomycota unidentified unidentified unidentified unidentified uncultured Basidiomycota
Mesic Module #1 Fungi denovo73356 0.725 -0.291 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Mesic Module #1 Fungi denovo33323 0.458 -0.291 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Torrubiella Torrubiella confragosa
Mesic Module #1 Fungi denovo29711 0.267 -0.291 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp M_Cre1_1
Mesic Module #1 Fungi denovo60495 7.908 -0.291 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeomoniella Phaeomoniella sp
Mesic Module #1 Bacteria denovo285058 0.308 -0.291 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Bacteria denovo73048 0.150 -0.291 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo6529 0.283 -0.291 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo67457 0.108 -0.291 Ascomycota Sordariomycetes Hypocreales Nectriaceae Volutella Volutella sp
Mesic Module #1 Bacteria denovo145035 0.208 -0.291 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo50430 0.258 -0.290 unidentified unidentified unidentified unidentified unidentified uncultured basal lineage fungus
Mesic Module #1 Fungi denovo69900 0.100 -0.290 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron pilicola
Mesic Module #1 Bacteria denovo279734 0.475 -0.290 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo23813 10.508 -0.290 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Bacteria denovo339846 0.192 -0.290 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo25904 0.108 -0.290 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp EXP0319F
Mesic Module #1 Fungi denovo29954 0.125 -0.290 Ascomycota Lecanoromycetes Ostropales Stictidaceae Cryptodiscus Cryptodiscus sp
Mesic Module #1 Bacteria denovo406517 0.325 -0.290 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo4757 0.742 -0.290 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Fungi denovo24676 5.742 -0.290 Basidiomycota Agaricomycetes Russulales Russulaceae Lactarius Lactarius sp
Mesic Module #1 Bacteria denovo224024 0.275 -0.290 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo239737 1.217 -0.290 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo223502 0.625 -0.290 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo457389 0.883 -0.289 WPS-2
Mesic Module #1 Bacteria denovo102457 0.850 -0.289 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo62290 0.125 -0.289 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia sp
Mesic Module #1 Fungi denovo19087 0.300 -0.289 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Stagonospora cf Stagonospora sp CBS 51674
Mesic Module #1 Bacteria denovo77744 0.167 -0.289 Unassigned
Mesic Module #1 Fungi denovo35636 0.358 -0.289 Ascomycota Sordariomycetes Coniochaetales Incertae sedis Porosphaerella Porosphaerella cordanophora
Mesic Module #1 Fungi denovo36754 17.708 -0.289 Ascomycota Eurotiomycetes Eurotiales Elaphomycetaceae Elaphomyces Elaphomyces sp
Mesic Module #1 Bacteria denovo398097 0.158 -0.289 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo5199 0.483 -0.289 Planctomycetes Phycisphaerae CPla-3
Mesic Module #1 Bacteria denovo467998 2.158 -0.289 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo44257 0.258 -0.289 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Mycogone Mycogone perniciosa
Mesic Module #1 Bacteria denovo144473 0.242 -0.288 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo165869 0.292 -0.288 TM7 TM7-1
Mesic Module #1 Bacteria denovo225061 0.200 -0.288 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo20740 0.208 -0.288 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Mesic Module #1 Bacteria denovo338498 0.233 -0.288 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo71060 0.742 -0.288 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia shelburniensis
Mesic Module #1 Fungi denovo10125 0.483 -0.288 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo8407 0.933 -0.288 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo3909 4.158 -0.288 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo12627 0.275 -0.287 Ascomycota Saccharomycetes Saccharomycetales Dipodascaceae Basidioascus Basidioascus undulatus
Mesic Module #1 Fungi denovo19138 1.350 -0.287 Ascomycota Dothideomycetes Hysteriales Gloniaceae Cenococcum Cenococcum sp
Mesic Module #1 Bacteria denovo466730 0.550 -0.287 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo69298 0.675 -0.287 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo51442 0.150 -0.287 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Fungi denovo74523 3.158 -0.287 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo25212 3.292 -0.287 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Fungi denovo12706 0.675 -0.287 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo344997 0.242 -0.286 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo138846 0.342 -0.286 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo57174 0.567 -0.286 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp
Mesic Module #1 Fungi denovo210 1.317 -0.286 Zygomycota unidentified unidentified unidentified unidentified Mucoromycotina sp MIB 8354
Mesic Module #1 Fungi denovo23890 0.300 -0.286 Ascomycota Sordariomycetes Hypocreales Nectriaceae Volutella Volutella sp
Mesic Module #1 Bacteria denovo434318 0.258 -0.286 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo26830 0.183 -0.285 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo68397 4.000 -0.285 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp 7 MLS_2010
Mesic Module #1 Bacteria denovo15769 1.608 -0.285 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Mesic Module #1 Bacteria denovo432838 0.358 -0.285 Acidobacteria DA052 Ellin6513
Mesic Module #1 Bacteria denovo265158 0.483 -0.285 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Mesic Module #1 Bacteria denovo449427 0.175 -0.285 Proteobacteria Betaproteobacteria A21b EB1003
Mesic Module #1 Fungi denovo34373 0.633 -0.284 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo5867 0.133 -0.284 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo75214 1.392 -0.284 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Pochonia Pochonia sp
Mesic Module #1 Bacteria denovo302605 0.417 -0.284 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo577 3.633 -0.283 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo444911 0.250 -0.282 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo57603 1.533 -0.282 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified uncultured Sebacina
Mesic Module #1 Bacteria denovo427171 0.142 -0.282 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo57564 6.042 -0.282 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe fulvilubrica
Mesic Module #1 Fungi denovo37918 0.483 -0.282 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo249345 0.525 -0.282 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo14254 0.217 -0.282 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp OUCMBI101098
Mesic Module #1 Bacteria denovo241503 0.275 -0.282 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo70701 5.217 -0.281 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo348512 0.400 -0.281 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo1769 2.442 -0.281 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified uncultured Chaetothyriales
Mesic Module #1 Fungi denovo73300 0.733 -0.281 Ascomycota Leotiomycetes Helotiales Incertae sedis Scytalidium Scytalidium lignicola
Mesic Module #1 Fungi denovo27789 0.683 -0.281 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus sp TL2306
Mesic Module #1 Bacteria denovo132794 0.133 -0.281 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo212937 0.683 -0.281 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo8595 2.108 -0.281 Ascomycota Dothideomycetes Capnodiales unidentified unidentified uncultured Capnodiales
Mesic Module #1 Bacteria denovo154046 0.267 -0.281 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo106165 0.167 -0.281 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Fungi denovo41577 0.183 -0.280 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Fungi denovo69873 0.150 -0.280 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo61504 0.442 -0.280 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo45698 0.367 -0.280 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Bacteria denovo91418 0.608 -0.280 TM7 TM7-1
Mesic Module #1 Bacteria denovo131433 0.167 -0.280 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Mesic Module #1 Fungi denovo64335 1.892 -0.280 Ascomycota Eurotiomycetes Onygenales unidentified unidentified uncultured Emmonsia
Mesic Module #1 Bacteria denovo334442 0.450 -0.280 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo266806 9.908 -0.280 WPS-2
Mesic Module #1 Fungi denovo4640 0.517 -0.280 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo41534 0.192 -0.280 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo229642 0.600 -0.279 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo24161 0.183 -0.279 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella lignicola
Mesic Module #1 Fungi denovo41498 5.075 -0.279 Basidiomycota Agaricomycetes Sebacinales Sebacinales Group B Serendipita Serendipita vermifera
Mesic Module #1 Bacteria denovo367233 0.358 -0.279 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo15962 0.308 -0.279 Ascomycota Sordariomycetes Coniochaetales Incertae sedis Porosphaerella Porosphaerella cordanophora
Mesic Module #1 Fungi denovo47582 0.592 -0.279 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp FRC S1754
Mesic Module #1 Fungi denovo30101 1.292 -0.279 Ascomycota Leotiomycetes Helotiales Incertae sedis Cadophora Cadophora sp olrim295
Mesic Module #1 Fungi denovo37024 0.233 -0.279 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo45041 0.983 -0.279 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Arachnopeziza Arachnopeziza sp
Mesic Module #1 Fungi denovo69501 0.300 -0.279 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp ATT162
Mesic Module #1 Bacteria denovo237201 0.300 -0.279 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo5463 8.067 -0.279 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Bacteria denovo178079 0.333 -0.278 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo59610 0.308 -0.278 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria sp
Mesic Module #1 Bacteria denovo299577 0.150 -0.278 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo281228 0.675 -0.278 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo68548 0.167 -0.278 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Mesic Module #1 Fungi denovo8172 0.167 -0.278 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp E6817f
Mesic Module #1 Bacteria denovo347565 0.358 -0.278 WPS-2
Mesic Module #1 Bacteria denovo169728 0.817 -0.278 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo342482 0.142 -0.278 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Mesic Module #1 Bacteria denovo181024 0.250 -0.278 Acidobacteria Acidobacteria-6 iii1-15
Mesic Module #1 Fungi denovo65999 0.517 -0.277 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota cf atrodisca ecv3261
Mesic Module #1 Bacteria denovo472147 0.642 -0.277 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo386193 0.217 -0.277 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo27042 2.100 -0.277 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae Clavulina Clavulina nigricans
Mesic Module #1 Bacteria denovo341421 0.925 -0.277 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo53962 0.767 -0.277 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo384487 0.117 -0.277 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo39242 0.792 -0.276 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo14189 0.283 -0.276 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo167780 2.617 -0.276 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo31617 0.633 -0.276 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Fungi denovo44962 0.308 -0.276 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo342999 0.158 -0.276 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo33646 0.200 -0.276 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo32498 5.125 -0.275 Basidiomycota Agaricomycetes Trechisporales unidentified unidentified Trechisporales sp
Mesic Module #1 Fungi denovo45706 0.408 -0.275 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp 2 T_785
Mesic Module #1 Fungi denovo17057 0.250 -0.275 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Pithomyces Pithomyces valparadisiacus
Mesic Module #1 Bacteria denovo40412 0.283 -0.275 Chloroflexi Ktedonobacteria Elev-1554
Mesic Module #1 Bacteria denovo4035 0.317 -0.275 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo33078 0.258 -0.275 Chytridiomycota Monoblepharidomycetes unidentified unidentified unidentified Monoblepharidomycetes sp ATCC MYA_4807
Mesic Module #1 Bacteria denovo376186 0.208 -0.275 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo217943 0.283 -0.275 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo360648 0.075 -0.275 AD3 ABS-6
Mesic Module #1 Fungi denovo7209 0.125 -0.275 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Mesic Module #1 Fungi denovo219 0.717 -0.274 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Mesic Module #1 Bacteria denovo286273 0.633 -0.274 WPS-2
Mesic Module #1 Bacteria denovo125540 1.183 -0.274 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Bacteria denovo74475 0.183 -0.274 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo39015 0.267 -0.274 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo33174 0.142 -0.274 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Mesic Module #1 Fungi denovo31554 0.083 -0.274 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula sp
Mesic Module #1 Fungi denovo816 0.267 -0.274 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis gibberispora
Mesic Module #1 Bacteria denovo60324 0.483 -0.274 TM7 SC3
Mesic Module #1 Bacteria denovo283139 0.350 -0.274 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo52087 0.567 -0.274 Zygomycota unidentified unidentified unidentified unidentified Mucoromycotina sp MIB 8353
Mesic Module #1 Fungi denovo7870 1.908 -0.274 Ascomycota Dothideomycetes Capnodiales unidentified unidentified uncultured Capnodiales
Mesic Module #1 Bacteria denovo239916 0.242 -0.273 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo75309 1.033 -0.273 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia tuberum
Mesic Module #1 Bacteria denovo288057 0.333 -0.273 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo243324 0.350 -0.273 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo4283 0.350 -0.272 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified uncultured Sebacinales
Mesic Module #1 Bacteria denovo464613 2.225 -0.272 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo74125 0.517 -0.272 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo236840 0.325 -0.272 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo30284 0.217 -0.272 Ascomycota Pezizomycetes Pezizales Sarcosomataceae Plectania Plectania sp
Mesic Module #1 Bacteria denovo429693 0.475 -0.272 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo7679 0.175 -0.272 Ascomycota Sordariomycetes Hypocreales Incertae sedis Stachybotrys Stachybotrys nephrospora
Mesic Module #1 Fungi denovo12347 0.467 -0.272 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp
Mesic Module #1 Fungi denovo64398 11.633 -0.272 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Mesic Module #1 Fungi denovo35227 10.692 -0.272 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Cyphomyrmex minutus symbiont 950113_09
Mesic Module #1 Fungi denovo17424 0.508 -0.272 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo144922 0.175 -0.272 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo87096 0.142 -0.271 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo27189 0.100 -0.271 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo170994 0.333 -0.271 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Mesic Module #1 Bacteria denovo332792 1.342 -0.271 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Mesic Module #1 Bacteria denovo234709 0.117 -0.271 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo19653 0.142 -0.271 Ascomycota Dothideomycetes Pleosporales Tetraplosphaeriaceae Pseudotetraploa Pseudotetraploa curviappendiculata
Mesic Module #1 Bacteria denovo90866 0.383 -0.271 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo420343 0.442 -0.271 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo305198 0.108 -0.271 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo13155 0.300 -0.271 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo497017 0.500 -0.271 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Mesic Module #1 Fungi denovo14298 0.792 -0.271 unidentified unidentified unidentified unidentified unidentified uncultured basal lineage fungus
Mesic Module #1 Bacteria denovo67413 0.150 -0.271 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo32706 0.583 -0.271 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo71183 18.508 -0.271 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Mesic Module #1 Bacteria denovo82709 0.400 -0.270 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo31908 7.558 -0.270 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp CZ_2011
Mesic Module #1 Fungi denovo16885 0.533 -0.270 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Bacteria denovo325897 1.392 -0.270 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo329335 0.517 -0.269 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Mesic Module #1 Bacteria denovo460788 0.167 -0.269 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo289416 0.700 -0.269 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo65782 0.208 -0.269 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo419054 0.467 -0.269 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo1287 0.283 -0.268 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus campbellensis
Mesic Module #1 Bacteria denovo328666 0.242 -0.268 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo454009 0.900 -0.268 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo47931 0.317 -0.268 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo16386 0.150 -0.268 Chlorobi
Mesic Module #1 Bacteria denovo189391 0.225 -0.268 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo181048 0.183 -0.268 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo29903 0.217 -0.268 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo72044 0.233 -0.267 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Bacteria denovo148531 0.825 -0.267 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo16719 0.775 -0.267 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Mesic Module #1 Fungi denovo17530 0.808 -0.267 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Mesic Module #1 Fungi denovo25279 0.117 -0.267 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008c
Mesic Module #1 Bacteria denovo168801 0.208 -0.267 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo13839 0.133 -0.267 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo235608 0.300 -0.267 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo391368 0.967 -0.267 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Fungi denovo34761 0.317 -0.266 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo500 0.900 -0.266 Ascomycota Dothideomycetes Botryosphaeriales unidentified unidentified Botryosphaeriales sp
Mesic Module #1 Bacteria denovo99983 8.933 -0.266 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo14921 0.150 -0.266 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp GK_2010
Mesic Module #1 Fungi denovo25499 8.300 -0.266 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Mesic Module #1 Fungi denovo8703 2.508 -0.266 Ascomycota Leotiomycetes Helotiales Incertae sedis Scytalidium Scytalidium sp
Mesic Module #1 Bacteria denovo104663 0.117 -0.266 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo68919 0.358 -0.266 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Bacteria denovo51768 0.300 -0.265 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo192726 0.792 -0.265 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo71768 0.425 -0.265 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Bacteria denovo177537 0.317 -0.265 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Fungi denovo16694 0.183 -0.265 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp CN_Cre_Bo3_5
Mesic Module #1 Bacteria denovo260582 0.375 -0.265 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo64910 4.300 -0.265 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola sp
Mesic Module #1 Fungi denovo54947 5.492 -0.264 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Mesic Module #1 Fungi denovo7443 0.817 -0.264 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Byssoascus Byssoascus striatisporus
Mesic Module #1 Fungi denovo70430 0.142 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo55619 0.092 -0.264 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo66266 0.408 -0.264 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo20807 0.417 -0.264 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Fungi denovo46345 0.733 -0.264 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae unidentified uncultured Gymnascella
Mesic Module #1 Fungi denovo53426 0.200 -0.264 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo4266 0.158 -0.264 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo49473 0.150 -0.264 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo54382 0.125 -0.264 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria sp olrim767
Mesic Module #1 Bacteria denovo340685 0.117 -0.264 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo365309 0.108 -0.264 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Mesic Module #1 Fungi denovo12568 0.083 -0.264 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Pochonia Pochonia boninensis
Mesic Module #1 Fungi denovo13093 0.075 -0.264 Ascomycota Dothideomycetes Incertae sedis Pseudeurotiaceae unidentified Pseudeurotiaceae sp
Mesic Module #1 Fungi denovo14859 0.075 -0.264 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Mesic Module #1 Fungi denovo45261 0.075 -0.264 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae unidentified Chaetosphaeriaceae sp
Mesic Module #1 Fungi denovo59616 0.075 -0.264 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp OUCMBI101098
Mesic Module #1 Fungi denovo64069 1.517 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo32650 1.125 -0.264 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Fungi denovo10966 0.733 -0.264 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Fungi denovo7214 0.725 -0.264 Ascomycota Dothideomycetes Pleosporales Venturiaceae Fusicladium Fusicladium eucalypti
Mesic Module #1 Fungi denovo41075 0.700 -0.264 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo14369 0.608 -0.264 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma defibulatum
Mesic Module #1 Fungi denovo36545 0.600 -0.264 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008c
Mesic Module #1 Bacteria denovo186353 0.583 -0.264 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo37023 0.467 -0.264 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo72010 0.450 -0.264 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius xantho-ochraceus
Mesic Module #1 Bacteria denovo322970 0.350 -0.264 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo10956 0.325 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo39920 0.300 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phialophora Phialophora brevicollaris
Mesic Module #1 Fungi denovo9366 0.292 -0.264 Ascomycota Sordariomycetes Sordariales Incertae sedis Diplogelasinospora Diplogelasinospora sp
Mesic Module #1 Fungi denovo60400 0.250 -0.264 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo72207 0.233 -0.264 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora laevis
Mesic Module #1 Bacteria denovo368172 0.200 -0.264 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo32735 0.200 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo131990 0.192 -0.264 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo30340 0.183 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo34977 0.175 -0.264 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo3552 0.158 -0.264 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified Sebacinaceae sp 8 MB_2012
Mesic Module #1 Fungi denovo57327 0.142 -0.264 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo66202 0.125 -0.264 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo62908 0.117 -0.264 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Fungi denovo63087 0.100 -0.264 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Mesic Module #1 Bacteria denovo149198 0.092 -0.264 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo33531 0.092 -0.264 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo557 0.092 -0.264 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo29672 0.083 -0.264 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp EXP0319F
Mesic Module #1 Fungi denovo33261 0.083 -0.264 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Bacteria denovo352866 0.433 -0.264 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo21013 1.667 -0.264 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopis ramanniana var angulispora
Mesic Module #1 Bacteria denovo345402 0.183 -0.264 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo508788 0.367 -0.264 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo55031 0.708 -0.264 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo285383 0.208 -0.264 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo56026 3.575 -0.264 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo23952 0.958 -0.263 Ascomycota Archaeorhizomycetes Archaeorhizomycetales Archaeorhizomycetaceae Archaeorhizomyces Archaeorhizomyces sp
Mesic Module #1 Bacteria denovo225431 0.275 -0.263 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo353542 0.167 -0.263 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo13405 0.108 -0.263 Zygomycota Incertae sedis Mucorales Backusellaceae Backusella Backusella tuberculispora
Mesic Module #1 Fungi denovo30586 21.525 -0.263 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae Sebacina Sebacina sp
Mesic Module #1 Bacteria denovo130335 0.125 -0.263 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo296916 0.792 -0.262 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo50946 1.050 -0.262 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp EXP0319F
Mesic Module #1 Bacteria denovo365659 0.117 -0.262 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo181491 0.400 -0.262 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae] Pedosphaera
Mesic Module #1 Fungi denovo6001 1.742 -0.262 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo40952 0.133 -0.261 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Bacteria denovo200529 0.092 -0.261 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo8812 0.650 -0.261 Ascomycota Lecanoromycetes Ostropales Stictidaceae Stictis Stictis urceolatum
Mesic Module #1 Bacteria denovo230170 4.642 -0.261 WPS-2
Mesic Module #1 Bacteria denovo278848 0.108 -0.261 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Mesic Module #1 Bacteria denovo198291 0.375 -0.261 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo56700 0.592 -0.261 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Bacteria denovo327857 0.217 -0.261 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo59289 0.400 -0.260 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Penidiella Penidiella sp
Mesic Module #1 Fungi denovo27982 0.200 -0.260 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo29496 0.992 -0.260 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo176258 0.592 -0.260 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo389233 0.150 -0.260 WPS-2
Mesic Module #1 Fungi denovo74865 0.292 -0.260 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Fungi denovo12290 4.367 -0.260 Ascomycota unidentified unidentified unidentified unidentified leaf litter ascomycete strain its215
Mesic Module #1 Fungi denovo22551 0.450 -0.260 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo17975 2.292 -0.260 Zygomycota unidentified unidentified unidentified unidentified Mucoromycotina sp MIB 8353
Mesic Module #1 Fungi denovo49824 1.267 -0.259 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Bacteria denovo8184 0.133 -0.259 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo22727 1.608 -0.259 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo66146 0.292 -0.259 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Mesic Module #1 Fungi denovo71922 5.292 -0.259 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Bacteria denovo466009 0.217 -0.259 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo26405 0.225 -0.259 Unassigned
Mesic Module #1 Fungi denovo57793 1.642 -0.259 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Mesic Module #1 Bacteria denovo267458 0.475 -0.259 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo47484 0.117 -0.259 Unassigned
Mesic Module #1 Fungi denovo32240 0.117 -0.259 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp E8828b
Mesic Module #1 Fungi denovo22810 0.250 -0.259 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003c
Mesic Module #1 Bacteria denovo463313 0.692 -0.259 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo30186 0.608 -0.259 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo53228 0.267 -0.259 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp
Mesic Module #1 Fungi denovo32502 0.225 -0.259 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo436288 0.175 -0.259 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo9309 2.350 -0.259 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp 21 CG_2012
Mesic Module #1 Bacteria denovo461980 0.108 -0.259 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo58573 0.275 -0.258 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo77077 0.417 -0.258 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo60644 1.067 -0.258 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo798 0.192 -0.258 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp PSF36
Mesic Module #1 Fungi denovo36746 3.450 -0.258 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo24073 0.333 -0.258 Basidiomycota Agaricomycetes Agaricales Strophariaceae Pholiota Pholiota multicingulata
Mesic Module #1 Bacteria denovo205981 0.183 -0.258 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo60683 0.075 -0.258 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp
Mesic Module #1 Fungi denovo35928 9.717 -0.258 Basidiomycota Agaricomycetes Polyporales Phanerochaetaceae Phanerochaete Phanerochaete arizonica
Mesic Module #1 Fungi denovo9751 0.292 -0.258 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo73705 3.842 -0.258 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Mesic Module #1 Fungi denovo31697 0.325 -0.258 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Mesic Module #1 Fungi denovo62223 0.242 -0.258 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Fungi denovo15544 0.250 -0.258 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Fungi denovo66461 0.333 -0.257 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella alpina
Mesic Module #1 Fungi denovo62898 0.692 -0.257 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo506288 0.292 -0.257 Cyanobacteria 4C0d-2 MLE1-12
Mesic Module #1 Fungi denovo3024 0.942 -0.257 Basidiomycota Agaricomycetes Boletales Sclerodermataceae Scleroderma Scleroderma sp
Mesic Module #1 Fungi denovo2538 0.167 -0.257 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Lecanicillium Lecanicillium fusisporum
Mesic Module #1 Bacteria denovo508365 0.708 -0.257 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo222130 0.208 -0.257 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo30278 3.042 -0.257 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Catenulostroma Catenulostroma hermanusense
Mesic Module #1 Bacteria denovo327775 0.192 -0.256 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae] Pedosphaera
Mesic Module #1 Bacteria denovo97282 0.292 -0.256 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo192091 0.333 -0.256 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo33022 0.167 -0.256 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo60230 0.933 -0.256 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella sp
Mesic Module #1 Bacteria denovo130430 1.017 -0.255 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Mesic Module #1 Fungi denovo34708 0.117 -0.255 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Fungi denovo40432 2.033 -0.255 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo57320 0.400 -0.255 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo28933 0.200 -0.255 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo23720 0.117 -0.254 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo70179 0.358 -0.254 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo69902 0.808 -0.254 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo15666 0.200 -0.254 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Metarhizium Metarhizium flavoviride
Mesic Module #1 Fungi denovo41680 0.242 -0.254 Basidiomycota Agaricomycetes Agaricales Clavariaceae unidentified Clavariaceae sp
Mesic Module #1 Fungi denovo63219 0.175 -0.254 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo9277 0.208 -0.253 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo24409 1.583 -0.253 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltriciella Coltriciella sp
Mesic Module #1 Fungi denovo1016 0.192 -0.253 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo60122 0.100 -0.253 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo3878 0.325 -0.253 Basidiomycota Tremellomycetes Cystofilobasidiales Cystofilobasidiaceae Phaffia Phaffia sp CBS 11768
Mesic Module #1 Bacteria denovo124660 0.608 -0.253 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo144841 0.150 -0.253 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo51708 0.217 -0.253 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo404290 2.475 -0.253 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo420557 1.825 -0.252 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo287010 0.092 -0.252 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo159653 0.217 -0.252 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo492802 5.083 -0.252 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo75153 0.642 -0.252 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo251333 0.392 -0.252 Planctomycetes Phycisphaerae CPla-3
Mesic Module #1 Bacteria denovo407544 0.267 -0.252 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo38846 3.417 -0.252 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp CMV_2008d
Mesic Module #1 Fungi denovo3929 1.375 -0.251 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo159352 1.325 -0.251 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo47918 2.525 -0.251 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo66086 0.667 -0.251 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae unidentified Phaeosphaeriaceae sp
Mesic Module #1 Fungi denovo75407 0.142 -0.251 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Fungi denovo72871 1.050 -0.251 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo71695 0.300 -0.251 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo34841 0.392 -0.251 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Gymnopus Gymnopus spissus
Mesic Module #1 Fungi denovo27535 0.717 -0.251 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp E8828b
Mesic Module #1 Bacteria denovo360618 0.200 -0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo19362 0.117 -0.250 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo72266 0.250 -0.250 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae unidentified Mycosphaerellaceae sp
Mesic Module #1 Bacteria denovo411532 0.292 -0.250 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Fungi denovo11043 0.267 -0.250 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Strelitziana Strelitziana mali
Mesic Module #1 Bacteria denovo343060 0.142 -0.250 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Mesic Module #1 Fungi denovo31915 0.033 -0.250 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Rotiferophthora Rotiferophthora minutispora
Mesic Module #1 Fungi denovo64418 0.158 -0.250 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Fungi denovo46505 0.217 -0.250 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola sp
Mesic Module #1 Bacteria denovo242834 0.217 -0.250 Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae
Mesic Module #1 Fungi denovo40303 0.150 -0.250 Ascomycota Lecanoromycetes Teloschistales Teloschistaceae Caloplaca Caloplaca dichroa
Mesic Module #1 Fungi denovo21956 5.500 -0.250 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala bergeri
Mesic Module #1 Bacteria denovo186951 0.125 -0.250 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo274680 0.092 -0.250 Proteobacteria Alphaproteobacteria
Mesic Module #1 Fungi denovo40095 0.400 -0.250 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium donsium
Mesic Module #1 Bacteria denovo160124 0.075 -0.249 Proteobacteria Deltaproteobacteria Myxococcales Myxococcaceae
Mesic Module #1 Fungi denovo72852 1.525 -0.249 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Fungi denovo50456 0.150 -0.249 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo2568 0.817 -0.249 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo215655 0.200 -0.249 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo45215 0.325 -0.249 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum javanicum
Mesic Module #1 Bacteria denovo181102 0.325 -0.248 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo17122 0.142 -0.248 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Bacteria denovo247133 1.650 -0.248 TM7 TM7-1
Mesic Module #1 Fungi denovo54835 0.350 -0.248 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo7658 0.225 -0.247 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo7489 0.633 -0.247 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo268401 0.167 -0.247 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo194789 0.958 -0.247 Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae
Mesic Module #1 Bacteria denovo292239 0.217 -0.247 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo418815 0.275 -0.247 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo9951 0.133 -0.247 Glomeromycota unidentified unidentified unidentified unidentified uncultured Glomeromycota
Mesic Module #1 Bacteria denovo37089 0.692 -0.247 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Bacteria denovo22988 0.233 -0.247 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo53760 0.292 -0.246 Actinobacteria Acidimicrobiia Acidimicrobiales
Mesic Module #1 Bacteria denovo318052 0.325 -0.246 Acidobacteria [Chloracidobacteria] RB41
Mesic Module #1 Bacteria denovo264967 0.408 -0.246 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Mesic Module #1 Fungi denovo33244 0.092 -0.246 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo36392 1.292 -0.246 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma cf cynaroidis A33
Mesic Module #1 Bacteria denovo236797 0.300 -0.246 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Mesic Module #1 Bacteria denovo295076 0.142 -0.246 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Fungi denovo35874 0.375 -0.246 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo366962 0.600 -0.246 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Fungi denovo75431 0.100 -0.246 Ascomycota Sordariomycetes Incertae sedis Annulatascaceae Conlarium Conlarium duplumascospora
Mesic Module #1 Fungi denovo53173 1.050 -0.246 unidentified unidentified unidentified unidentified unidentified fungal sp KRP27
Mesic Module #1 Fungi denovo75382 0.667 -0.246 Ascomycota Sordariomycetes Sordariales Cephalothecaceae Phialemonium Phialemonium atrogriseum
Mesic Module #1 Fungi denovo13470 0.425 -0.246 Basidiomycota Agaricomycetes Polyporales Polyporaceae Polyporus Polyporus dictyopus
Mesic Module #1 Bacteria denovo68824 0.375 -0.246 Acidobacteria Sva0725 Sva0725
Mesic Module #1 Fungi denovo20332 97.267 -0.246 Basidiomycota Agaricomycetes Russulales Russulaceae Russula Russula sp
Mesic Module #1 Fungi denovo31184 0.083 -0.246 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Phialocephala
Mesic Module #1 Bacteria denovo180154 0.092 -0.246 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo48072 4.917 -0.246 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe sp
Mesic Module #1 Fungi denovo5466 1.733 -0.246 Ascomycota Dothideomycetes Pleosporales Incertae sedis Berkleasmium Berkleasmium sp BCC 17003
Mesic Module #1 Bacteria denovo474273 1.550 -0.246 Unassigned
Mesic Module #1 Fungi denovo51068 0.275 -0.246 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo4791 0.183 -0.246 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentellopsis Tomentellopsis sp
Mesic Module #1 Fungi denovo12104 0.100 -0.245 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo36471 0.100 -0.245 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Mesic Module #1 Bacteria denovo179749 0.275 -0.245 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo15399 0.250 -0.245 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo26456 1.475 -0.245 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo10040 1.383 -0.245 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Sagenomella Sagenomella sp
Mesic Module #1 Fungi denovo32625 1.000 -0.244 Ascomycota Dothideomycetes Pleosporales Montagnulaceae unidentified Montagnulaceae sp
Mesic Module #1 Fungi denovo20492 0.225 -0.244 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Mesic Module #1 Bacteria denovo421191 0.242 -0.244 WPS-2
Mesic Module #1 Fungi denovo51302 0.242 -0.244 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo47076 0.625 -0.244 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia africana
Mesic Module #1 Bacteria denovo91847 0.233 -0.244 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae FFCH10602
Mesic Module #1 Bacteria denovo30699 0.167 -0.244 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo10184 0.225 -0.244 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo52379 1.817 -0.244 Ascomycota Dothideomycetes Botryosphaeriales Botryosphaeriaceae Sphaeropsis Sphaeropsis sapinea
Mesic Module #1 Bacteria denovo283090 0.400 -0.244 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo176086 0.208 -0.243 Armatimonadetes Chthonomonadetes SJA-22
Mesic Module #1 Fungi denovo34722 15.775 -0.243 Basidiomycota Agaricomycetes Cantharellales Hydnaceae Sistotrema Sistotrema sp
Mesic Module #1 Bacteria denovo488685 0.250 -0.243 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo38694 0.225 -0.243 Ascomycota Dothideomycetes Capnodiales Capnodiaceae Capnodium Capnodium sp
Mesic Module #1 Bacteria denovo469648 3.942 -0.243 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo196286 0.142 -0.243 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo7020 0.117 -0.243 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavulinopsis Clavulinopsis sp
Mesic Module #1 Fungi denovo47908 0.083 -0.242 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Mesic Module #1 Fungi denovo52815 1.317 -0.242 Ascomycota Sordariomycetes Diaporthales Incertae sedis Synchaetomella Synchaetomella acerina
Mesic Module #1 Fungi denovo66025 0.058 -0.242 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis sp KP 035
Mesic Module #1 Bacteria denovo504313 1.067 -0.242 AD3 JG37-AG-4
Mesic Module #1 Fungi denovo8984 0.275 -0.242 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo191578 0.383 -0.241 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo25641 0.100 -0.241 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Mesic Module #1 Bacteria denovo127412 1.800 -0.241 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo398445 0.667 -0.241 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo58157 0.633 -0.241 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified uncultured Chaetothyriales
Mesic Module #1 Fungi denovo62076 1.317 -0.241 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Bacteria denovo269326 0.725 -0.241 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Fungi denovo75085 0.817 -0.241 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Meliniomyces Meliniomyces sp GMU_LL_03_G4
Mesic Module #1 Fungi denovo69318 12.850 -0.241 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo79794 0.550 -0.241 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo55200 0.125 -0.241 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo869 3.408 -0.241 unidentified unidentified unidentified unidentified unidentified fungal sp aurim729
Mesic Module #1 Bacteria denovo32541 0.983 -0.240 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo44242 0.483 -0.240 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeomoniella Phaeomoniella sp 1 ICMP 18935
Mesic Module #1 Fungi denovo19212 0.167 -0.240 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo49573 0.300 -0.240 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo14517 0.275 -0.240 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo360945 0.133 -0.240 Proteobacteria Alphaproteobacteria Rhizobiales
Mesic Module #1 Bacteria denovo326024 0.100 -0.240 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo44945 0.200 -0.239 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo209764 0.233 -0.239 Acidobacteria Sva0725 Sva0725
Mesic Module #1 Fungi denovo12113 0.875 -0.239 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron griseum
Mesic Module #1 Bacteria denovo488692 3.267 -0.239 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo49594 0.358 -0.239 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella exigua
Mesic Module #1 Fungi denovo31313 0.200 -0.239 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Fungi denovo18256 2.333 -0.239 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Bacteria denovo239925 0.325 -0.239 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo344220 0.258 -0.239 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Mesic Module #1 Bacteria denovo174434 0.150 -0.239 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo412396 0.308 -0.238 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Mesic Module #1 Fungi denovo9153 1.250 -0.238 Ascomycota Lecanoromycetes Ostropales Stictidaceae Cryptodiscus Cryptodiscus sp
Mesic Module #1 Fungi denovo31913 0.975 -0.238 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo48970 0.125 -0.238 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo165102 0.158 -0.238 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo212419 0.342 -0.237 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo191379 0.142 -0.237 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo15193 0.433 -0.237 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Curreya Curreya sp
Mesic Module #1 Bacteria denovo474691 0.167 -0.237 WPS-2
Mesic Module #1 Bacteria denovo37970 0.150 -0.237 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium celatum
Mesic Module #1 Bacteria denovo8203 0.175 -0.237 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo42611 1.483 -0.237 Ascomycota Leotiomycetes Helotiales Vibrisseaceae Phialocephala Phialocephala sp
Mesic Module #1 Fungi denovo6927 0.250 -0.237 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo10700 0.125 -0.237 Ascomycota Dothideomycetes Pleosporales Venturiaceae Fusicladium Fusicladium eucalypti
Mesic Module #1 Bacteria denovo94116 0.108 -0.236 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Mesic Module #1 Fungi denovo20718 0.608 -0.236 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe hirculus
Mesic Module #1 Fungi denovo52846 0.375 -0.236 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified Sebacinales sp
Mesic Module #1 Fungi denovo6854 0.200 -0.236 Basidiomycota Agaricomycetes Boletales Boletaceae Chalciporus Chalciporus piperatus
Mesic Module #1 Fungi denovo66425 0.175 -0.236 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo20455 0.125 -0.236 unidentified unidentified unidentified unidentified unidentified Fungi sp
Mesic Module #1 Bacteria denovo338695 0.192 -0.236 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Mesic Module #1 Fungi denovo32190 0.242 -0.236 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae unidentified Clavicipitaceae sp
Mesic Module #1 Fungi denovo53869 1.292 -0.236 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Talaromyces Talaromyces sp NRRL 62223
Mesic Module #1 Bacteria denovo285080 0.825 -0.236 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo350408 0.183 -0.236 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Mesic Module #1 Fungi denovo58782 0.967 -0.236 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo37757 8.242 -0.236 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp pink
Mesic Module #1 Bacteria denovo89231 0.242 -0.236 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo4699 0.050 -0.235 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo415044 1.842 -0.235 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo279830 0.242 -0.235 Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae
Mesic Module #1 Fungi denovo24292 0.567 -0.235 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo17874 0.558 -0.235 Ascomycota Lecanoromycetes Peltigerales Pannariaceae Degelia Degelia sp
Mesic Module #1 Fungi denovo6804 1.733 -0.235 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Fungi denovo33493 0.258 -0.235 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified uncultured Sebacina
Mesic Module #1 Bacteria denovo263857 0.650 -0.235 Chloroflexi Ktedonobacteria Elev-1554
Mesic Module #1 Bacteria denovo40185 0.425 -0.234 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo426957 1.625 -0.234 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Bacteria denovo70882 1.183 -0.234 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo53893 0.100 -0.234 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae Conexibacter
Mesic Module #1 Fungi denovo48487 0.108 -0.234 Chytridiomycota Incertae sedis Incertae sedis Incertae sedis Betamyces Betamyces sp PL 173
Mesic Module #1 Fungi denovo48763 0.425 -0.234 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo423586 0.383 -0.234 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo250377 0.117 -0.234 TM7 TM7-1
Mesic Module #1 Fungi denovo2960 0.275 -0.234 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Mesic Module #1 Fungi denovo14168 1.167 -0.234 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Fungi denovo69515 0.642 -0.234 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus rajasthanensis
Mesic Module #1 Fungi denovo16216 0.575 -0.234 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia sp 96005a
Mesic Module #1 Bacteria denovo52088 0.100 -0.233 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo93003 1.483 -0.233 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo9850 0.208 -0.233 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Bacteria denovo395186 0.117 -0.233 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Mesic Module #1 Fungi denovo22480 0.842 -0.233 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo461404 6.467 -0.233 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo31398 2.133 -0.233 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo40826 0.292 -0.233 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo5262 0.233 -0.233 Ascomycota Pezizomycetes Pezizales Sarcosomataceae Plectania Plectania sp
Mesic Module #1 Fungi denovo64751 16.975 -0.233 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltricia Coltricia sp
Mesic Module #1 Bacteria denovo489380 0.258 -0.233 WPS-2
Mesic Module #1 Fungi denovo15136 0.808 -0.233 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Mesic Module #1 Bacteria denovo28398 0.275 -0.233 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Mesic Module #1 Bacteria denovo195102 0.250 -0.233 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo496927 0.342 -0.233 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo25236 19.450 -0.233 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo70031 0.533 -0.232 Chloroflexi Ktedonobacteria B12-WMSP1



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo20271 0.150 -0.232 Basidiomycota Agaricomycetes Agaricales Agaricaceae Cystolepiota Cystolepiota seminuda
Mesic Module #1 Fungi denovo66302 0.075 -0.232 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo294138 0.200 -0.232 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo53765 0.692 -0.232 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena aff pura PBM 2665
Mesic Module #1 Fungi denovo17734 0.783 -0.232 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp XSCH17
Mesic Module #1 Bacteria denovo321214 0.192 -0.232 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo54986 0.075 -0.232 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo387809 0.067 -0.232 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo469223 0.183 -0.232 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo283084 0.300 -0.232 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinoallomurus
Mesic Module #1 Fungi denovo52511 0.042 -0.232 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Trichoderma Trichoderma sp CM21
Mesic Module #1 Fungi denovo3883 0.417 -0.232 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Fungi denovo6475 0.300 -0.232 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Arachnopeziza Arachnopeziza sp
Mesic Module #1 Fungi denovo26276 0.258 -0.232 Basidiomycota Agaricomycetes Agaricales Cortinariaceae unidentified uncultured Cortinarius
Mesic Module #1 Fungi denovo57232 0.075 -0.232 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo3985 0.225 -0.232 Ascomycota Incertae sedis Incertae sedis Incertae sedis Veronaea Veronaea compacta
Mesic Module #1 Bacteria denovo510633 0.217 -0.232 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo178486 0.142 -0.232 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo20101 47.167 -0.231 Basidiomycota Agaricomycetes Gomphales Clavariadelphaceae Clavariadelphus Clavariadelphus sp
Mesic Module #1 Bacteria denovo221470 0.275 -0.231 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo6207 0.625 -0.231 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp 4 TC2_035
Mesic Module #1 Bacteria denovo174328 0.100 -0.231 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo4714 0.083 -0.231 Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae
Mesic Module #1 Fungi denovo37082 0.508 -0.231 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Fungi denovo41575 0.117 -0.231 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo33813 0.717 -0.231 Basidiomycota Agaricomycetes Agaricales Clavariaceae unidentified Clavariaceae sp
Mesic Module #1 Bacteria denovo3095 1.508 -0.231 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo15534 0.675 -0.230 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Metarhizium Metarhizium sp MY00896
Mesic Module #1 Fungi denovo73257 0.617 -0.230 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis sp KP 035
Mesic Module #1 Fungi denovo15201 1.408 -0.230 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified Sebacinaceae sp
Mesic Module #1 Bacteria denovo243888 0.183 -0.230 Chloroflexi C0119
Mesic Module #1 Fungi denovo7904 0.367 -0.230 Ascomycota Lecanoromycetes Teloschistales Physciaceae Physcia Physcia undulata
Mesic Module #1 Fungi denovo62638 4.492 -0.229 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo33971 0.183 -0.229 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo69960 0.217 -0.229 Elusimicrobia Elusimicrobia FAC88
Mesic Module #1 Bacteria denovo35899 6.392 -0.229 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Mesic Module #1 Bacteria denovo446840 0.433 -0.229 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo249886 0.217 -0.229 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Fungi denovo72548 1.667 -0.229 unidentified unidentified unidentified unidentified unidentified fungal sp c86
Mesic Module #1 Fungi denovo26229 1.533 -0.229 Ascomycota Leotiomycetes unidentified unidentified unidentified uncultured Leotiomycetes
Mesic Module #1 Fungi denovo9652 0.133 -0.229 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora scillae
Mesic Module #1 Bacteria denovo361239 0.425 -0.229 Acidobacteria Acidobacteria-6 iii1-15
Mesic Module #1 Fungi denovo57139 2.267 -0.228 Ascomycota Dothideomycetes Dothideales Dothioraceae Hormonema Hormonema sp
Mesic Module #1 Fungi denovo70637 0.383 -0.228 Ascomycota Sordariomycetes Diaporthales Togniniaceae Phaeoacremonium Phaeoacremonium sp
Mesic Module #1 Fungi denovo16981 0.100 -0.228 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Stagonospora Stagonospora foliicola
Mesic Module #1 Fungi denovo50504 0.175 -0.228 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo432388 0.142 -0.228 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo60631 1.433 -0.228 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola sp
Mesic Module #1 Bacteria denovo367114 0.317 -0.228 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo286182 0.183 -0.228 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo33803 0.083 -0.227 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Mesic Module #1 Fungi denovo70488 0.083 -0.227 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Mesic Module #1 Fungi denovo53444 0.108 -0.227 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo311754 0.183 -0.227 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo62758 0.133 -0.227 Ascomycota Dothideomycetes Capnodiales Incertae sedis Pseudotaeniolina Pseudotaeniolina globosa
Mesic Module #1 Fungi denovo56261 0.117 -0.227 Ascomycota Dothideomycetes Venturiales Sympoventuriaceae unidentified Sympoventuriaceae sp
Mesic Module #1 Bacteria denovo97719 0.133 -0.227 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo49766 0.042 -0.227 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo455333 0.683 -0.227 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo363146 0.233 -0.227 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo27420 0.133 -0.227 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Bacteria denovo153707 0.675 -0.227 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo84171 0.308 -0.227 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Bacteria denovo222502 0.208 -0.227 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Mesic Module #1 Bacteria denovo214710 0.192 -0.227 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo94948 0.317 -0.227 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo259486 0.700 -0.227 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo509505 0.342 -0.227 OD1 ZB2
Mesic Module #1 Fungi denovo31454 0.500 -0.226 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo158920 0.692 -0.226 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae
Mesic Module #1 Bacteria denovo487483 0.475 -0.226 TM7 TM7-1
Mesic Module #1 Fungi denovo47896 7.592 -0.226 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo14156 0.117 -0.226 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo162136 0.192 -0.226 Proteobacteria Alphaproteobacteria BD7-3
Mesic Module #1 Bacteria denovo269165 0.108 -0.225 Proteobacteria Gammaproteobacteria Pseudomonadales Moraxellaceae
Mesic Module #1 Bacteria denovo210333 0.158 -0.225 Unassigned
Mesic Module #1 Fungi denovo18843 1.675 -0.225 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Mesic Module #1 Fungi denovo31321 0.208 -0.225 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp MS294
Mesic Module #1 Fungi denovo43696 0.350 -0.225 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Mesic Module #1 Fungi denovo5025 0.100 -0.225 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Phaeosphaeria cf Phaeosphaeria sp CPC 12130
Mesic Module #1 Bacteria denovo172312 0.092 -0.225 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo462852 30.817 -0.225 WPS-2
Mesic Module #1 Fungi denovo3076 3.000 -0.225 Ascomycota Sordariomycetes Diaporthales Schizoparmaceae Pilidiella Pilidiella wangiensis
Mesic Module #1 Bacteria denovo121411 0.308 -0.225 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo179199 1.158 -0.225 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo18407 0.333 -0.225 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo7744 0.100 -0.224 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo213749 0.283 -0.224 Acidobacteria Sva0725 Sva0725
Mesic Module #1 Fungi denovo55164 0.192 -0.224 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Bacteria denovo414335 0.425 -0.224 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo276118 0.133 -0.224 Unassigned
Mesic Module #1 Fungi denovo35191 0.242 -0.224 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo67225 3.817 -0.224 Basidiomycota Agaricomycetes Geastrales Geastraceae Sphaerobolus Sphaerobolus stellatus
Mesic Module #1 Bacteria denovo354690 0.158 -0.223 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Fungi denovo26995 0.233 -0.223 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo337400 1.417 -0.223 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo39508 0.767 -0.223 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola sp
Mesic Module #1 Bacteria denovo167956 0.208 -0.223 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo339855 0.108 -0.223 Proteobacteria Betaproteobacteria SC-I-84
Mesic Module #1 Bacteria denovo225461 0.175 -0.223 Unassigned
Mesic Module #1 Bacteria denovo403323 0.217 -0.222 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo196007 0.100 -0.222 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo480849 3.592 -0.222 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo282639 0.167 -0.222 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Mesic Module #1 Fungi denovo7185 0.125 -0.222 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella selenospora
Mesic Module #1 Bacteria denovo403807 0.317 -0.222 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo43355 0.058 -0.222 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo505626 0.517 -0.222 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo11435 0.158 -0.222 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala sp EXP0542F
Mesic Module #1 Bacteria denovo17476 0.125 -0.222 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo2317 0.200 -0.221 unidentified unidentified unidentified unidentified unidentified Calluna vulgaris root associated fungus
Mesic Module #1 Bacteria denovo429126 11.075 -0.221 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo44467 0.192 -0.221 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo37654 0.292 -0.221 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Bacteria denovo192042 0.142 -0.221 TM7 TM7-1
Mesic Module #1 Bacteria denovo363715 0.233 -0.221 Acidobacteria Solibacteres Solibacterales
Mesic Module #1 Fungi denovo56210 4.642 -0.221 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Fungi denovo70293 0.217 -0.221 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Bacteria denovo322295 0.342 -0.221 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo46822 1.292 -0.221 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella antarctica
Mesic Module #1 Fungi denovo75610 0.175 -0.221 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis sp
Mesic Module #1 Bacteria denovo399041 0.183 -0.221 WPS-2
Mesic Module #1 Bacteria denovo185901 0.167 -0.220 Proteobacteria Alphaproteobacteria Rhizobiales
Mesic Module #1 Bacteria denovo277062 0.300 -0.220 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo30489 2.792 -0.220 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Fungi denovo33591 0.233 -0.220 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo50209 0.100 -0.220 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Mesic Module #1 Bacteria denovo407603 0.183 -0.220 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Mesic Module #1 Bacteria denovo408735 0.358 -0.220 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo172951 0.242 -0.220 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo109724 0.175 -0.220 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo56157 0.125 -0.220 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo84892 0.192 -0.220 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo108151 1.133 -0.220 Proteobacteria Deltaproteobacteria Myxococcales
Mesic Module #1 Fungi denovo53346 0.225 -0.219 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo48356 0.675 -0.219 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp ECD_2008
Mesic Module #1 Fungi denovo24571 0.175 -0.219 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo68139 0.350 -0.219 Ascomycota Leotiomycetes Helotiales Incertae sedis Xylogone Xylogone sphaerospora
Mesic Module #1 Bacteria denovo154236 0.300 -0.219 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo15380 0.167 -0.219 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Fungi denovo27082 12.608 -0.219 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella minutissima
Mesic Module #1 Bacteria denovo434291 0.408 -0.219 Proteobacteria Alphaproteobacteria Ellin329
Mesic Module #1 Bacteria denovo280339 0.392 -0.219 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo413915 0.208 -0.219 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo32481 0.208 -0.219 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo25158 0.158 -0.219 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopsis autotrophica
Mesic Module #1 Bacteria denovo31896 0.183 -0.218 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo35142 0.675 -0.218 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo349142 0.367 -0.218 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo29998 0.075 -0.218 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo40647 2.350 -0.218 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Mesic Module #1 Fungi denovo39144 4.483 -0.218 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp
Mesic Module #1 Bacteria denovo342531 0.208 -0.218 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo54483 0.392 -0.218 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo436353 0.183 -0.218 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Mesic Module #1 Bacteria denovo247968 0.200 -0.218 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo99308 1.433 -0.218 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo75242 0.517 -0.218 unidentified unidentified unidentified unidentified unidentified fungal sp TRN436
Mesic Module #1 Bacteria denovo480145 3.675 -0.218 AD3 JG37-AG-4
Mesic Module #1 Fungi denovo49839 4.133 -0.218 Basidiomycota Agaricomycetes Agaricales Cortinariaceae unidentified uncultured Inocybe
Mesic Module #1 Bacteria denovo156842 1.667 -0.218 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo72283 0.142 -0.218 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo290773 0.075 -0.217 Unassigned
Mesic Module #1 Fungi denovo2279 0.417 -0.217 Basidiomycota Agaricomycetes Polyporales Meruliaceae Hyphoderma Hyphoderma subtestaceum
Mesic Module #1 Fungi denovo57082 0.117 -0.217 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo46448 0.108 -0.217 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp genotype 462
Mesic Module #1 Fungi denovo42922 0.475 -0.217 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo9324 0.125 -0.217 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo35960 0.292 -0.217 Ascomycota Dothideomycetes Hysteriales unidentified unidentified Hysteriales sp
Mesic Module #1 Bacteria denovo344983 0.225 -0.217 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo348671 0.225 -0.217 Acidobacteria [Chloracidobacteria] RB41
Mesic Module #1 Bacteria denovo57405 1.325 -0.217 Unassigned
Mesic Module #1 Fungi denovo2915 0.800 -0.217 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo211962 0.242 -0.217 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo488055 0.200 -0.217 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Fungi denovo50817 12.167 -0.217 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Mesic Module #1 Fungi denovo3684 0.125 -0.217 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp
Mesic Module #1 Fungi denovo64730 0.342 -0.216 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo352314 0.242 -0.216 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Fungi denovo11570 0.275 -0.216 Ascomycota Incertae sedis Incertae sedis Incertae sedis Noosia Noosia banksiae
Mesic Module #1 Fungi denovo55019 2.700 -0.216 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora excentrica
Mesic Module #1 Bacteria denovo275239 1.092 -0.216 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo48821 0.208 -0.215 Zygomycota Incertae sedis Mucorales Umbelopsidaceae Umbelopsis Umbelopis ramanniana var angulispora
Mesic Module #1 Fungi denovo60284 0.400 -0.215 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo369038 0.350 -0.215 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo146733 0.258 -0.215 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Rhodanobacter
Mesic Module #1 Bacteria denovo509554 1.017 -0.215 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo3268 1.442 -0.215 Basidiomycota Agaricomycetes Boletales Boletaceae Aureoboletus Aureoboletus gentilis
Mesic Module #1 Fungi denovo59938 1.208 -0.215 Basidiomycota Agaricomycetes Atheliales Atheliaceae unidentified Atheliaceae sp
Mesic Module #1 Fungi denovo8861 1.200 -0.215 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo41361 1.125 -0.215 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo60891 0.983 -0.215 Basidiomycota unidentified unidentified unidentified unidentified uncultured Basidiomycota
Mesic Module #1 Fungi denovo11025 0.975 -0.215 Basidiomycota Agaricomycetes Cantharellales Botryobasidiaceae Botryobasidium Botryobasidium laeve
Mesic Module #1 Fungi denovo22658 0.950 -0.215 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Fungi denovo61779 0.833 -0.215 Basidiomycota Agaricomycetes Boletales Boletaceae Boletus Boletus sp MES260
Mesic Module #1 Fungi denovo30549 0.575 -0.215 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Inonotus Inonotus levis
Mesic Module #1 Fungi denovo26886 0.550 -0.215 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo27297 0.492 -0.215 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota lilacea
Mesic Module #1 Fungi denovo5806 0.458 -0.215 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae unidentified Clavulinaceae sp
Mesic Module #1 Fungi denovo30650 0.367 -0.215 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Fungi denovo1674 0.350 -0.215 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma cf sericeum F14053
Mesic Module #1 Fungi denovo861 0.350 -0.215 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Placidium Placidium aff lacinulatum var latisporum M Prieto 1704
Mesic Module #1 Fungi denovo7434 0.317 -0.215 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp SACHS
Mesic Module #1 Fungi denovo46673 0.308 -0.215 unidentified unidentified unidentified unidentified unidentified fungal sp ARIZ AZ0934
Mesic Module #1 Fungi denovo53547 0.283 -0.215 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Fungi denovo41248 0.267 -0.215 Basidiomycota Agaricomycetes Agaricales Hygrophoraceae Hygrocybe Hygrocybe colemanniana
Mesic Module #1 Fungi denovo18085 0.258 -0.215 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Bacteria denovo331094 0.233 -0.215 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo75906 0.217 -0.215 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo59569 0.200 -0.215 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltriciella Coltriciella sp
Mesic Module #1 Fungi denovo10228 0.167 -0.215 Basidiomycota Agaricomycetes Corticiales Corticiaceae unidentified uncultured ectomycorrhiza (Corticiaceae)
Mesic Module #1 Fungi denovo26328 0.167 -0.215 Basidiomycota Agaricomycetes Polyporales Xenasmataceae Xenasmatella Xenasmatella sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Bacteria denovo125035 0.158 -0.215 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo269091 0.150 -0.215 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] auto67_4W
Mesic Module #1 Fungi denovo20473 0.150 -0.215 Ascomycota Saccharomycetes Saccharomycetales unidentified unidentified Saccharomycetales sp
Mesic Module #1 Fungi denovo24411 0.150 -0.215 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Fungi denovo19808 0.133 -0.215 Ascomycota Saccharomycetes Saccharomycetales Incertae sedis Candida Candida sp GA1SO4
Mesic Module #1 Fungi denovo3158 0.133 -0.215 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron griseum
Mesic Module #1 Fungi denovo54988 0.133 -0.215 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp genotype 295
Mesic Module #1 Fungi denovo69801 0.125 -0.215 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified Eurotiales sp
Mesic Module #1 Fungi denovo48721 0.108 -0.215 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Fungi denovo60686 0.108 -0.215 unidentified unidentified unidentified unidentified unidentified Basal lineages
Mesic Module #1 Fungi denovo67347 0.108 -0.215 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo75497 0.108 -0.215 Basidiomycota Agaricomycetes Agaricales Amanitaceae Amanita Amanita australis
Mesic Module #1 Bacteria denovo319029 0.092 -0.215 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo34880 0.092 -0.215 Basidiomycota Agaricomycetes Russulales Russulaceae Lactarius Lactarius clarkeae
Mesic Module #1 Bacteria denovo494968 0.083 -0.215 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo14413 0.083 -0.215 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Rhodocollybia Rhodocollybia sp
Mesic Module #1 Fungi denovo18726 0.083 -0.215 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo41506 0.083 -0.215 Ascomycota Sordariomycetes Xylariales Xylariaceae Hypoxylon Hypoxylon sp SUT104
Mesic Module #1 Fungi denovo52896 0.083 -0.215 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo69344 0.083 -0.215 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Bacteria denovo394151 0.075 -0.215 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo22181 0.075 -0.215 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae unidentified Chaetosphaeriaceae sp
Mesic Module #1 Fungi denovo37518 0.075 -0.215 Ascomycota Leotiomycetes Helotiales Vibrisseaceae Phialocephala Phialocephala sp 8
Mesic Module #1 Fungi denovo43015 0.075 -0.215 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Fungi denovo64011 0.075 -0.215 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo68427 0.075 -0.215 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma haastii
Mesic Module #1 Fungi denovo56208 0.067 -0.215 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp GK_2010
Mesic Module #1 Fungi denovo57172 0.067 -0.215 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo71854 0.067 -0.215 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp np0805F
Mesic Module #1 Bacteria denovo304249 0.058 -0.215 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo6330 0.058 -0.215 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Mesic Module #1 Fungi denovo9817 0.058 -0.215 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Fungi denovo16991 0.025 -0.215 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae unidentified Psathyrellaceae sp
Mesic Module #1 Fungi denovo5318 0.025 -0.215 Ascomycota Sordariomycetes Hypocreales Hypocreaceae unidentified Hypocreaceae sp
Mesic Module #1 Bacteria denovo313210 0.167 -0.215 Verrucomicrobia Opitutae [Cerasicoccales] [Cerasicoccaceae]
Mesic Module #1 Fungi denovo19472 1.358 -0.214 Ascomycota Leotiomycetes Geoglossales Geoglossaceae Thuemenidium Thuemenidium atropurpureum
Mesic Module #1 Bacteria denovo71938 0.383 -0.214 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Mesic Module #1 Bacteria denovo304906 1.133 -0.214 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Fungi denovo53131 0.708 -0.214 Basidiomycota Agaricomycetes Agaricales Inocybaceae Astrosporina Astrosporina subclavata
Mesic Module #1 Bacteria denovo423308 0.525 -0.214 TM7 TM7-1
Mesic Module #1 Fungi denovo7703 18.183 -0.214 Ascomycota Leotiomycetes Helotiales Helotiaceae Phaeohelotium Phaeohelotium succineoguttulatum
Mesic Module #1 Fungi denovo43679 1.267 -0.214 Ascomycota Sordariomycetes Coniochaetales unidentified unidentified Coniochaetales sp
Mesic Module #1 Fungi denovo67065 0.600 -0.214 Ascomycota Leotiomycetes Helotiales Vibrisseaceae Phialocephala Phialocephala sp Fk69
Mesic Module #1 Fungi denovo16819 0.167 -0.214 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo8190 2.675 -0.214 Basidiomycota Agaricomycetes Boletales Sclerodermataceae Scleroderma Scleroderma sp
Mesic Module #1 Fungi denovo32680 0.225 -0.214 Basidiomycota Agaricomycetes Boletales Boletaceae Tylopilus Tylopilus formosus
Mesic Module #1 Fungi denovo51126 1.100 -0.214 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Lepiotaceae sp PA356
Mesic Module #1 Fungi denovo43346 1.058 -0.214 Basidiomycota Agaricomycetes Russulales Russulaceae Russula Russula sp
Mesic Module #1 Fungi denovo23563 0.858 -0.214 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Mesic Module #1 Fungi denovo54322 0.233 -0.214 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota cf atrodisca ecv3164
Mesic Module #1 Fungi denovo72004 0.142 -0.214 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Mesic Module #1 Bacteria denovo418463 0.092 -0.214 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo15139 1.567 -0.214 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo48789 0.817 -0.213 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Geomyces Geomyces sp CZ_2011a
Mesic Module #1 Fungi denovo42455 0.117 -0.213 No blast hit
Mesic Module #1 Bacteria denovo133144 0.042 -0.213 Actinobacteria MB-A2-108 0319-7L14
Mesic Module #1 Fungi denovo4217 0.300 -0.213 Ascomycota Sordariomycetes Xylariales Xylariaceae Stromatoneurospora Stromatoneurospora phoenix
Mesic Module #1 Bacteria denovo449488 0.025 -0.213 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo55559 0.108 -0.213 Basidiomycota Agaricomycetes Agaricales Inocybaceae Astrosporina Astrosporina subclavata
Mesic Module #1 Bacteria denovo32840 0.050 -0.213 Unassigned
Mesic Module #1 Fungi denovo19819 2.525 -0.213 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Mesic Module #1 Bacteria denovo212292 0.567 -0.213 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo35870 0.075 -0.213 Ascomycota Sordariomycetes Hypocreales Hypocreaceae Hypomyces Hypomyces cervinigenus
Mesic Module #1 Fungi denovo6518 0.442 -0.213 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo5700 0.600 -0.213 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo68374 0.142 -0.213 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Verrucaria Verrucaria squamulosa
Mesic Module #1 Fungi denovo39914 0.425 -0.213 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo37251 0.092 -0.213 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo482041 0.217 -0.213 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo74206 0.208 -0.212 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo234456 0.167 -0.212 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Bacteria denovo263121 0.392 -0.212 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Mesic Module #1 Bacteria denovo142358 0.733 -0.212 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo3361 0.167 -0.212 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena sp 07110219b
Mesic Module #1 Bacteria denovo423703 0.192 -0.212 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Hyphomicrobium
Mesic Module #1 Fungi denovo17768 1.683 -0.212 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified Sebacinales sp
Mesic Module #1 Fungi denovo10230 0.133 -0.212 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo470872 0.283 -0.212 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo477461 0.383 -0.211 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo223045 6.125 -0.211 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo2170 0.258 -0.211 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp
Mesic Module #1 Fungi denovo23700 0.750 -0.211 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp TSR60_5
Mesic Module #1 Bacteria denovo35749 0.100 -0.211 OD1 ZB2
Mesic Module #1 Fungi denovo61599 0.417 -0.211 Ascomycota Sordariomycetes Hypocreales Nectriaceae Cylindrium Cylindrium sp
Mesic Module #1 Fungi denovo3855 1.608 -0.211 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Geomyces Geomyces sp UFMGCB 5981
Mesic Module #1 Fungi denovo58403 1.433 -0.211 unidentified unidentified unidentified unidentified unidentified fungal sp APA_2013
Mesic Module #1 Fungi denovo44442 0.250 -0.211 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Helotiales
Mesic Module #1 Fungi denovo35655 0.900 -0.210 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo51608 0.108 -0.210 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Mesic Module #1 Fungi denovo10057 0.558 -0.210 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Marasmius Marasmius sp NW_2008m
Mesic Module #1 Fungi denovo73993 0.200 -0.210 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium sp
Mesic Module #1 Bacteria denovo29434 0.150 -0.210 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo43760 2.892 -0.210 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo197723 0.142 -0.210 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo33139 0.592 -0.210 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo35092 1.325 -0.210 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Pseudotomentella Pseudotomentella larsenii
Mesic Module #1 Fungi denovo12869 0.158 -0.210 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Mesic Module #1 Fungi denovo15848 0.125 -0.209 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Bacteria denovo389173 0.683 -0.209 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo243450 0.175 -0.209 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo29733 0.117 -0.209 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Mesic Module #1 Bacteria denovo100578 0.300 -0.209 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Bacteria denovo354641 0.525 -0.209 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Mesic Module #1 Fungi denovo106 0.158 -0.209 Ascomycota Eurotiomycetes Pyrenulales Pyrenulaceae Pyrenula Pyrenula thelemorpha
Mesic Module #1 Bacteria denovo88524 0.175 -0.209 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Fungi denovo58159 2.275 -0.209 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella hyalina
Mesic Module #1 Fungi denovo29111 1.592 -0.209 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Brevicellicium Brevicellicium exile
Mesic Module #1 Fungi denovo71954 0.200 -0.209 Ascomycota Lecanoromycetes Ostropales unidentified unidentified Ostropales sp
Mesic Module #1 Fungi denovo26389 0.083 -0.209 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula cresolica
Mesic Module #1 Fungi denovo55548 18.450 -0.209 Basidiomycota Agaricomycetes Hymenochaetales Repetobasidiaceae Rickenella Rickenella sp
Mesic Module #1 Fungi denovo65675 0.333 -0.209 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo9636 0.108 -0.209 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Fungi denovo22029 18.275 -0.209 Basidiomycota Agaricomycetes Russulales Russulaceae Russula Russula sp
Mesic Module #1 Fungi denovo52078 2.967 -0.209 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella lateritia
Mesic Module #1 Fungi denovo56657 2.650 -0.209 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Rasamsonia Rasamsonia byssochlamydoides
Mesic Module #1 Fungi denovo33755 0.600 -0.209 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora modesta
Mesic Module #1 Fungi denovo61335 0.258 -0.209 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo6681 0.175 -0.209 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus sp ADK2905
Mesic Module #1 Fungi denovo53572 0.142 -0.209 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltricia Coltricia cinnamomea
Mesic Module #1 Fungi denovo26714 0.125 -0.209 Ascomycota Saccharomycetes Saccharomycetales Dipodascaceae Basidioascus Basidioascus undulatus
Mesic Module #1 Fungi denovo29542 0.092 -0.209 Basidiomycota Agaricomycetes Atheliales unidentified unidentified Atheliales sp
Mesic Module #1 Fungi denovo19366 0.083 -0.209 Ascomycota Eurotiomycetes Ascosphaerales Ascosphaeraceae Ascosphaera Ascosphaera acerosa
Mesic Module #1 Fungi denovo15251 2.942 -0.208 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Bacteria denovo259323 0.542 -0.208 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo32073 0.183 -0.208 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola verrucosa
Mesic Module #1 Fungi denovo53148 0.592 -0.208 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Bacteria denovo469851 0.183 -0.208 TM7 TM7-1
Mesic Module #1 Fungi denovo33317 0.108 -0.208 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo459892 0.175 -0.208 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Mesic Module #1 Fungi denovo62765 0.258 -0.208 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo289100 0.217 -0.208 Acidobacteria [Chloracidobacteria] RB41
Mesic Module #1 Fungi denovo45077 0.125 -0.207 Glomeromycota Glomeromycetes Archaeosporales Ambisporaceae Ambispora Ambispora leptoticha
Mesic Module #1 Bacteria denovo264975 0.392 -0.207 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo97757 0.567 -0.207 Actinobacteria Actinobacteria Actinomycetales Actinospicaceae
Mesic Module #1 Bacteria denovo116384 0.100 -0.207 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo19216 0.108 -0.207 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo58062 0.592 -0.207 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo15989 14.608 -0.206 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified Russulaceae sp
Mesic Module #1 Fungi denovo72100 0.242 -0.206 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo11248 0.150 -0.206 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus magnus
Mesic Module #1 Bacteria denovo171865 0.233 -0.206 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo448176 1.692 -0.206 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo29918 0.175 -0.205 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia fungicola
Mesic Module #1 Bacteria denovo2992 0.442 -0.205 Unassigned
Mesic Module #1 Bacteria denovo150797 0.425 -0.205 Actinobacteria Actinobacteria Actinomycetales Actinospicaceae
Mesic Module #1 Fungi denovo6959 0.092 -0.205 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Talaromyces Talaromyces purpureus
Mesic Module #1 Fungi denovo218 0.108 -0.205 Ascomycota Sordariomycetes Xylariales Xylariaceae Podosordaria Podosordaria jugoyasan
Mesic Module #1 Fungi denovo25346 0.600 -0.205 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sublunatum
Mesic Module #1 Fungi denovo56795 0.392 -0.205 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chloridium Chloridium sp GHJ_3
Mesic Module #1 Fungi denovo73523 0.217 -0.205 Ascomycota Pezizomycetes Pezizales unidentified unidentified Pezizales sp
Mesic Module #1 Fungi denovo69518 2.508 -0.205 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified Russulaceae sp
Mesic Module #1 Fungi denovo38111 0.775 -0.205 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Devriesia Devriesia sp
Mesic Module #1 Fungi denovo37527 0.083 -0.204 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Fungi denovo17979 2.617 -0.204 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo35755 0.292 -0.204 Chloroflexi Ktedonobacteria JG30-KF-AS9
Mesic Module #1 Bacteria denovo315534 0.617 -0.204 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo13653 0.300 -0.204 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo58572 0.692 -0.204 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Bacteria denovo349035 0.067 -0.204 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Fungi denovo57259 0.517 -0.204 Basidiomycota Agaricomycetes Agaricales Cortinariaceae unidentified Cortinariaceae sp 2 CG_2012
Mesic Module #1 Fungi denovo50802 0.058 -0.204 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified uncultured Sebacina
Mesic Module #1 Bacteria denovo258052 0.217 -0.203 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Mesic Module #1 Fungi denovo67733 3.167 -0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae Echinoderma Echinoderma echinacea
Mesic Module #1 Fungi denovo61180 0.092 -0.203 Ascomycota Eurotiomycetes Chaetothyriales Chaetothyriaceae Cyphellophora Cyphellophora laciniata
Mesic Module #1 Fungi denovo57779 0.083 -0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Mesic Module #1 Fungi denovo55431 0.133 -0.203 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Humicola Humicola nigrescens
Mesic Module #1 Fungi denovo15278 0.283 -0.203 Ascomycota Sordariomycetes Hypocreales Hypocreaceae unidentified Hypocreaceae sp
Mesic Module #1 Bacteria denovo163054 0.917 -0.203 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo48965 0.117 -0.203 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella elongata
Mesic Module #1 Bacteria denovo440442 0.342 -0.203 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo105305 0.250 -0.203 Unassigned
Mesic Module #1 Fungi denovo44069 10.108 -0.203 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo22003 0.208 -0.202 Ascomycota Sordariomycetes Sordariales Incertae sedis Diplogelasinospora Diplogelasinospora sp
Mesic Module #1 Fungi denovo24315 0.158 -0.202 Basidiomycota Agaricomycetes Agaricales Mycenaceae Mycena Mycena albidoaquosa
Mesic Module #1 Bacteria denovo325352 0.500 -0.202 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Fungi denovo37274 0.258 -0.202 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Leptosphaeria Leptosphaeria sp
Mesic Module #1 Fungi denovo37498 0.092 -0.202 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Mesic Module #1 Bacteria denovo223169 0.050 -0.202 Acidobacteria Acidobacteria-6 iii1-15 RB40
Mesic Module #1 Bacteria denovo167954 0.042 -0.202 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Bacteria denovo120187 0.092 -0.202 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo350834 0.175 -0.202 WPS-2
Mesic Module #1 Bacteria denovo445550 0.525 -0.202 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Mesic Module #1 Bacteria denovo156750 0.275 -0.202 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo257932 0.258 -0.202 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae Beijerinckia
Mesic Module #1 Bacteria denovo23536 0.175 -0.202 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo53709 0.108 -0.202 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo27425 0.383 -0.201 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Mesic Module #1 Fungi denovo37874 0.158 -0.201 Basidiomycota Agaricomycetes Cantharellales unidentified unidentified Cantharellales sp
Mesic Module #1 Fungi denovo21742 1.567 -0.201 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae unidentified Sebacinaceae sp
Mesic Module #1 Bacteria denovo141634 0.708 -0.201 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Bacteria denovo170104 0.300 -0.200 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo279394 1.450 -0.200 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Fungi denovo32182 0.267 -0.200 Ascomycota Sordariomycetes Hypocreales Nectriaceae Neonectria Neonectria radicicola
Mesic Module #1 Fungi denovo29846 0.158 -0.200 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo191055 0.308 -0.200 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo42633 0.075 -0.200 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo5414 0.108 -0.200 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo17166 1.258 -0.200 Ascomycota Leotiomycetes Geoglossales Geoglossaceae Glutinoglossum Glutinoglossum glutinosum
Mesic Module #1 Bacteria denovo315373 2.467 -0.200 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Mesic Module #1 Fungi denovo30486 0.517 -0.199 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo45899 0.133 -0.199 Ascomycota Lecanoromycetes Ostropales Stictidaceae Stictis Stictis sp
Mesic Module #1 Bacteria denovo18827 0.092 -0.199 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo5283 0.333 -0.199 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified Russulaceae sp
Mesic Module #1 Bacteria denovo202512 0.417 -0.199 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Bacteria denovo309485 0.917 -0.199 WPS-2
Mesic Module #1 Fungi denovo40839 0.067 -0.199 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo55462 0.800 -0.199 Ascomycota Incertae sedis Incertae sedis Incertae sedis Sporendonema Sporendonema purpurascens
Mesic Module #1 Fungi denovo22659 4.550 -0.199 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae Clavulina Clavulina sp
Mesic Module #1 Fungi denovo6575 0.317 -0.199 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo25787 0.117 -0.199 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae
Mesic Module #1 Fungi denovo68845 0.108 -0.199 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Trichosporon Trichosporon vanderwaltii
Mesic Module #1 Fungi denovo43429 0.067 -0.199 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Elaphocordyceps Elaphocordyceps jezoensis



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo13530 0.192 -0.199 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo82148 0.133 -0.198 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Bacteria denovo274028 0.208 -0.198 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Sediminibacterium
Mesic Module #1 Bacteria denovo337515 0.250 -0.198 Acidobacteria Sva0725 Sva0725
Mesic Module #1 Fungi denovo51631 0.133 -0.198 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Westerdykella Westerdykella reniformis
Mesic Module #1 Bacteria denovo42668 0.133 -0.197 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo369513 0.083 -0.197 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Mesic Module #1 Bacteria denovo291988 0.375 -0.197 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo62712 0.100 -0.197 Basidiomycota Agaricomycetes Polyporales Meruliaceae Bjerkandera Bjerkandera sp
Mesic Module #1 Fungi denovo74260 0.525 -0.197 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe agordina
Mesic Module #1 Fungi denovo27883 0.083 -0.197 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Bacteria denovo125443 1.242 -0.197 Armatimonadetes [Fimbriimonadia] [Fimbriimonadales] [Fimbriimonadaceae]
Mesic Module #1 Fungi denovo65319 0.250 -0.197 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo264208 0.108 -0.197 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Bacteria denovo405475 0.167 -0.197 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Mesic Module #1 Fungi denovo14828 1.575 -0.197 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo812 0.258 -0.197 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo67203 41.508 -0.197 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo235181 0.592 -0.197 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Mesic Module #1 Fungi denovo47840 0.100 -0.196 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Leohumicola Leohumicola verrucosa
Mesic Module #1 Bacteria denovo27853 0.467 -0.196 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo3372 0.175 -0.196 Ascomycota Pezizomycetes Pezizales unidentified unidentified uncultured Pezizales
Mesic Module #1 Fungi denovo5601 2.617 -0.196 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Bacteria denovo97449 0.092 -0.196 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo30021 0.525 -0.196 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo309070 0.442 -0.196 TM7 SC3
Mesic Module #1 Bacteria denovo284345 0.517 -0.196 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo61686 0.383 -0.195 Ascomycota Dothideomycetes Capnodiales Capnodiaceae Capnodium Capnodium sp
Mesic Module #1 Fungi denovo46104 1.825 -0.195 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo156035 0.583 -0.195 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Mesic Module #1 Bacteria denovo147090 0.258 -0.195 Bacteroidetes Sphingobacteriia Sphingobacteriales
Mesic Module #1 Fungi denovo12189 2.117 -0.195 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified uncultured Chaetothyriales
Mesic Module #1 Fungi denovo36779 3.517 -0.195 Basidiomycota Agaricomycetes Russulales Russulaceae Lactifluus Lactifluus sp
Mesic Module #1 Fungi denovo3508 0.467 -0.195 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Mesic Module #1 Bacteria denovo40941 0.100 -0.195 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Fungi denovo34695 0.142 -0.195 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo37394 0.217 -0.195 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp
Mesic Module #1 Fungi denovo64539 0.100 -0.194 Basidiomycota Tremellomycetes Tremellales Incertae sedis Tremella Tremella sp
Mesic Module #1 Fungi denovo68767 1.608 -0.194 unidentified unidentified unidentified unidentified unidentified fungal sp TRN508
Mesic Module #1 Fungi denovo1878 0.092 -0.194 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe nitidiuscula
Mesic Module #1 Bacteria denovo320263 0.075 -0.194 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo60056 0.075 -0.194 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo206220 0.033 -0.194 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo3032 0.133 -0.194 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Fungi denovo36937 1.283 -0.194 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp M_Cre1_1
Mesic Module #1 Fungi denovo57593 0.517 -0.194 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Pseudocercospora Pseudocercospora cornicola
Mesic Module #1 Fungi denovo54851 0.117 -0.194 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified Russulaceae sp
Mesic Module #1 Bacteria denovo38572 0.283 -0.194 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Mesic Module #1 Fungi denovo63554 2.333 -0.194 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo41191 0.150 -0.193 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Fungi denovo33630 0.367 -0.193 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusicolla Fusicolla violacea
Mesic Module #1 Bacteria denovo399415 0.242 -0.193 TM7
Mesic Module #1 Bacteria denovo428778 0.217 -0.193 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo59347 0.183 -0.193 Ascomycota Sordariomycetes Sordariales Sordariaceae unidentified Sordariaceae sp
Mesic Module #1 Bacteria denovo390720 0.142 -0.193 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo50059 0.117 -0.193 Ascomycota Incertae sedis Incertae sedis Incertae sedis Spegazzinia Spegazzinia sp
Mesic Module #1 Fungi denovo11876 0.758 -0.193 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo21783 0.417 -0.193 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Fungi denovo12787 0.267 -0.193 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Sclerostagonospora Sclerostagonospora sp CBS 118224
Mesic Module #1 Fungi denovo45563 0.142 -0.193 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Fungi denovo36112 0.117 -0.193 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala encephalarti
Mesic Module #1 Fungi denovo54959 11.750 -0.193 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Mesic Module #1 Bacteria denovo447915 0.642 -0.193 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Bacteria denovo295046 0.075 -0.193 Proteobacteria Gammaproteobacteria Legionellales Coxiellaceae
Mesic Module #1 Fungi denovo10641 0.217 -0.193 Ascomycota Pezizomycetes Pezizales Tuberaceae unidentified Tuberaceae sp
Mesic Module #1 Fungi denovo54864 0.183 -0.193 Zygomycota Incertae sedis Endogonales unidentified unidentified Endogonales sp
Mesic Module #1 Fungi denovo73887 0.517 -0.193 Basidiomycota Agaricomycetes Corticiales Corticiaceae unidentified uncultured Corticiaceae
Mesic Module #1 Fungi denovo25220 1.342 -0.193 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo16668 0.725 -0.193 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae Gymnoascus Gymnoascus reesii
Mesic Module #1 Bacteria denovo456107 0.267 -0.192 Acidobacteria Acidobacteriia Acidobacteriales Acidobacteriaceae
Mesic Module #1 Fungi denovo3793 0.625 -0.192 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius archeri
Mesic Module #1 Fungi denovo47109 0.550 -0.192 Basidiomycota Agaricomycetes Russulales Russulaceae Lactarius Lactarius clarkeae
Mesic Module #1 Fungi denovo5016 0.167 -0.192 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo39023 0.158 -0.192 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Hydropunctaria Hydropunctaria maura
Mesic Module #1 Fungi denovo53157 0.142 -0.192 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium sp BCC 14080
Mesic Module #1 Bacteria denovo147018 3.383 -0.192 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo152758 0.050 -0.192 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Mesic Module #1 Fungi denovo18384 0.033 -0.192 Basidiomycota Agaricomycetes Russulales Stephanosporaceae Lindtneria Lindtneria sp
Mesic Module #1 Bacteria denovo308825 0.017 -0.192 Unassigned
Mesic Module #1 Bacteria denovo372867 0.017 -0.192 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Bacteria denovo413026 0.017 -0.192 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Mesic Module #1 Fungi denovo1804 0.017 -0.192 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe rufula
Mesic Module #1 Fungi denovo24531 0.017 -0.192 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Mesic Module #1 Fungi denovo2571 1.517 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavulinopsis Clavulinopsis sp
Mesic Module #1 Fungi denovo37728 1.442 -0.192 Basidiomycota Agaricomycetes Russulales Russulaceae Russula Russula sp
Mesic Module #1 Fungi denovo32886 1.042 -0.192 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo28208 0.483 -0.192 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo62175 0.367 -0.192 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp Mori B3
Mesic Module #1 Fungi denovo58223 0.350 -0.192 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae Sebacina Sebacina sp
Mesic Module #1 Fungi denovo43273 0.342 -0.192 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella lateritia
Mesic Module #1 Fungi denovo63649 0.317 -0.192 Ascomycota Lecanoromycetes Ostropales unidentified unidentified Ostropales sp
Mesic Module #1 Fungi denovo45301 0.258 -0.192 Basidiomycota Agaricomycetes Boletales Sclerodermataceae Scleroderma Scleroderma sp
Mesic Module #1 Fungi denovo38100 0.200 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae Ramariopsis Ramariopsis sp
Mesic Module #1 Fungi denovo58328 0.192 -0.192 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Mesic Module #1 Fungi denovo59122 0.175 -0.192 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp E10718Z
Mesic Module #1 Fungi denovo73618 0.167 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavulinopsis Clavulinopsis sp
Mesic Module #1 Fungi denovo61166 0.158 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae unidentified Clavariaceae sp
Mesic Module #1 Fungi denovo12495 0.133 -0.192 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Mesic Module #1 Fungi denovo52990 0.125 -0.192 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Mesic Module #1 Fungi denovo66177 0.108 -0.192 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo55573 0.100 -0.192 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Mesic Module #1 Fungi denovo58370 0.100 -0.192 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Fungi denovo31355 0.092 -0.192 Basidiomycota Agaricomycetes Cantharellales Clavulinaceae Clavulina Clavulina sp
Mesic Module #1 Fungi denovo50849 0.092 -0.192 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Mesic Module #1 Fungi denovo73497 0.092 -0.192 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo52167 0.083 -0.192 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Mesic Module #1 Fungi denovo47374 0.075 -0.192 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Mesic Module #1 Bacteria denovo92177 0.067 -0.192 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Mesic Module #1 Fungi denovo17736 0.067 -0.192 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Amaurodon Amaurodon sp
Mesic Module #1 Fungi denovo23994 0.067 -0.192 unidentified unidentified unidentified unidentified unidentified zygomycete sp olrim272
Mesic Module #1 Fungi denovo62273 0.067 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavaria Clavaria fragilis
Mesic Module #1 Bacteria denovo380623 0.033 -0.192 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Mesic Module #1 Fungi denovo39941 0.025 -0.192 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Mesic Module #1 Fungi denovo55870 0.025 -0.192 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavulinopsis Clavulinopsis sp
Mesic Module #1 Fungi denovo69911 0.025 -0.192 Ascomycota Sordariomycetes Incertae sedis Annulatascaceae Conlarium Conlarium sp
Mesic Module #1 Bacteria denovo201938 0.142 -0.192 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Mesic Module #1 Fungi denovo29758 0.892 -0.192 Basidiomycota Agaricomycetes Russulales Russulaceae unidentified Russulaceae sp
Mesic Module #1 Fungi denovo26727 0.125 -0.192 Basidiomycota Agaricomycetes Boletales Rhizopogonaceae Rhizopogon Rhizopogon albidus
Mesic Module #1 Fungi denovo44351 0.058 -0.192 unidentified unidentified unidentified unidentified unidentified uncultured basal lineage fungus
Mesic Module #1 Bacteria denovo243176 1.075 -0.192 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Mesic Module #1 Fungi denovo26577 0.475 -0.192 Basidiomycota Agaricomycetes Corticiales Corticiaceae Marchandiomyces Marchandiomyces marsonii
Mesic Module #1 Bacteria denovo217611 0.483 -0.192 Gemmatimonadetes Gemmatimonadetes Ellin5290
Mesic Module #1 Bacteria denovo323163 0.283 -0.192 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo17439 0.133 -0.192 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Mesic Module #1 Fungi denovo11078 0.467 -0.192 Basidiomycota Agaricomycetes Hymenochaetales Hymenochaetaceae Coltricia Coltricia sp
Mesic Module #1 Fungi denovo57831 0.417 -0.191 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Mesic Module #1 Bacteria denovo387176 0.358 -0.191 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Mesic Module #1 Fungi denovo66681 0.150 -0.191 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp 2 T_785
Mesic Module #1 Fungi denovo56632 0.233 -0.191 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Teratosphaeria Teratosphaeria sp CPC 13917
Mesic Module #1 Fungi denovo75345 2.575 -0.191 Basidiomycota Agaricomycetes Agaricales Clavariaceae Clavulinopsis Clavulinopsis sp
Mesic Module #1 Fungi denovo48901 0.408 -0.191 Basidiomycota Agaricomycetes Hymenochaetales Schizoporaceae Lagarobasidium Lagarobasidium calongei
Mesic Module #1 Bacteria denovo174288 0.283 -0.191 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo414873 0.208 -0.191 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Fungi denovo6956 0.100 -0.191 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo43792 1.542 -0.190 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella sp
Mesic Module #1 Fungi denovo46883 0.200 -0.190 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Fungi denovo71711 0.083 -0.190 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Bacteria denovo71590 0.383 -0.190 Actinobacteria Thermoleophilia Gaiellales
Mesic Module #1 Fungi denovo28102 0.108 -0.190 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Mesic Module #1 Fungi denovo613 0.108 -0.190 Basidiomycota Agaricomycetes Trechisporales unidentified unidentified Trechisporales sp
Mesic Module #1 Bacteria denovo85496 0.042 -0.190 Bacteroidetes Flavobacteriia Flavobacteriales [Weeksellaceae] Chryseobacterium
Mesic Module #1 Fungi denovo65750 0.200 -0.190 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo47238 0.117 -0.190 Ascomycota Incertae sedis Incertae sedis Incertae sedis Pseudopenidiella Pseudopenidiella piceae
Mesic Module #1 Bacteria denovo245291 0.058 -0.190 Gemmatimonadetes Gemmatimonadetes
Mesic Module #1 Fungi denovo75107 1.117 -0.190 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia sp
Mesic Module #1 Bacteria denovo228618 0.067 -0.190 Proteobacteria Betaproteobacteria SC-I-84
Mesic Module #1 Fungi denovo66865 0.067 -0.190 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Mesic Module #1 Fungi denovo71211 0.067 -0.190 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Rhodocollybia Rhodocollybia butyracea
Mesic Module #1 Bacteria denovo59162 0.042 -0.190 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Fungi denovo41611 0.258 -0.190 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo52116 0.117 -0.190 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron sp
Mesic Module #1 Fungi denovo10116 0.633 -0.190 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum triplex
Mesic Module #1 Fungi denovo34610 0.342 -0.190 Ascomycota Eurotiomycetes Onygenales Arthrodermataceae Trichophyton Trichophyton onychocola
Mesic Module #1 Fungi denovo9795 0.333 -0.190 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo51478 0.175 -0.190 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp OUCMBI101098
Mesic Module #1 Fungi denovo70519 0.083 -0.190 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp OUCMBI101098
Mesic Module #1 Bacteria denovo473927 0.042 -0.189 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo37538 5.358 -0.189 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Mesic Module #1 Fungi denovo48934 1.725 -0.189 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Gymnopus Gymnopus sp
Mesic Module #1 Fungi denovo21450 0.642 -0.189 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius picoides
Mesic Module #1 Fungi denovo59560 0.083 -0.189 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae Oidiodendron Oidiodendron griseum
Mesic Module #1 Fungi denovo31038 1.400 -0.189 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Fungi denovo22250 1.258 -0.188 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Fungi denovo46997 0.200 -0.188 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo21167 0.558 -0.188 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo69114 0.250 -0.188 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Spiromastix Spiromastix warcupii
Mesic Module #1 Bacteria denovo295637 0.117 -0.188 Gemmatimonadetes Gemmatimonadetes N1423WL
Mesic Module #1 Fungi denovo23960 0.300 -0.188 Ascomycota Sordariomycetes Hypocreales Hypocreaceae unidentified Hypocreaceae sp
Mesic Module #1 Fungi denovo19261 2.792 -0.188 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo429996 0.267 -0.188 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo53768 0.533 -0.187 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala bergeri
Mesic Module #1 Fungi denovo45564 0.183 -0.187 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae unidentified Hyaloscyphaceae sp
Mesic Module #1 Fungi denovo32263 0.150 -0.187 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora chaetospira
Mesic Module #1 Fungi denovo25525 0.267 -0.187 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp XSCH17
Mesic Module #1 Fungi denovo37531 4.267 -0.187 Basidiomycota Agaricomycetes Agaricales Amanitaceae Amanita Amanita sp Kerala01
Mesic Module #1 Fungi denovo45297 3.350 -0.187 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius rotundisporus
Mesic Module #1 Bacteria denovo112059 0.417 -0.187 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo102428 0.250 -0.186 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Mesic Module #1 Bacteria denovo312408 0.108 -0.186 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo30065 0.117 -0.186 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp MS533
Mesic Module #1 Bacteria denovo280821 0.517 -0.186 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo9856 0.392 -0.186 Basidiomycota Agaricomycetes Boletales Sclerodermataceae Scleroderma Scleroderma septentrionale
Mesic Module #1 Fungi denovo24442 0.108 -0.186 Basidiomycota Agaricomycetes Agaricales Inocybaceae Inocybe Inocybe sp Gates20060805
Mesic Module #1 Fungi denovo14855 0.642 -0.186 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Mesic Module #1 Fungi denovo3632 0.858 -0.186 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Mesic Module #1 Fungi denovo27181 1.608 -0.186 Basidiomycota Agaricomycetes Auriculariales Incertae sedis Auricularia Auricularia sp
Mesic Module #1 Fungi denovo18797 0.358 -0.186 Basidiomycota Agaricomycetes Sebacinales unidentified unidentified Sebacinales sp
Mesic Module #1 Bacteria denovo134506 0.175 -0.185 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Mesic Module #1 Fungi denovo71455 0.442 -0.185 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo34660 2.683 -0.185 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Mesic Module #1 Bacteria denovo211669 0.117 -0.185 Acidobacteria Acidobacteria-6 iii1-15
Mesic Module #1 Fungi denovo3688 0.258 -0.185 Ascomycota Leotiomycetes Geoglossales Geoglossaceae Sarcoleotia Sarcoleotia turficola
Mesic Module #1 Bacteria denovo474884 0.117 -0.185 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Mesic Module #1 Fungi denovo48930 0.258 -0.185 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Mesic Module #1 Fungi denovo27479 0.383 -0.185 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Mesic Module #1 Fungi denovo23844 6.692 -0.185 Ascomycota Leotiomycetes Helotiales Helotiaceae Hymenoscyphus Hymenoscyphus lasiopodius
Mesic Module #1 Fungi denovo15995 1.425 -0.185 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Cortinarius Cortinarius sp
Mesic Module #1 Fungi denovo64444 1.550 -0.184 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Mesic Module #1 Bacteria denovo364462 0.167 -0.184 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Fungi denovo38101 0.233 -0.184 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo25038 1.808 -0.184 Basidiomycota Agaricomycetes Agaricales Agaricaceae Leucoagaricus Leucoagaricus leucothites
Mesic Module #1 Fungi denovo7573 1.183 -0.184 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Marasmius Marasmius scorodonius
Mesic Module #1 Bacteria denovo355501 0.100 -0.184 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Mesic Module #1 Bacteria denovo385083 0.217 -0.184 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Mesic Module #1 Bacteria denovo300859 0.192 -0.183 Acidobacteria DA052 Ellin6513
Mesic Module #1 Fungi denovo49281 0.308 -0.183 Basidiomycota Tremellomycetes Cystofilobasidiales Incertae sedis Syzygospora Syzygospora sp
Mesic Module #1 Bacteria denovo375584 0.708 -0.183 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Mesic Module #1 Fungi denovo10169 0.367 -0.183 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Fungi denovo49524 28.700 -0.183 Basidiomycota Agaricomycetes Trechisporales Hydnodontaceae Trechispora Trechispora sp
Mesic Module #1 Bacteria denovo158619 0.325 -0.183 Actinobacteria Thermoleophilia Solirubrobacterales
Mesic Module #1 Fungi denovo30333 3.850 -0.183 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae Tomentella Tomentella sp PDD 94246
Mesic Module #1 Bacteria denovo86119 0.467 -0.183 Gemmatimonadetes Gemmatimonadetes Ellin5290



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Mesic Module #1 Fungi denovo48438 15.783 -0.183 Ascomycota Dothideomycetes Capnodiales Teratosphaeriaceae Readeriella Readeriella angustia
Mesic Module #1 Fungi denovo26489 0.175 -0.183 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo1285 3.158 -0.182 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Mesic Module #1 Fungi denovo3960 1.075 -0.182 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp 1 T_778
Mesic Module #1 Bacteria denovo160091 0.425 -0.182 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Mesic Module #1 Bacteria denovo219668 0.217 -0.182 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Mesic Module #1 Bacteria denovo157589 0.142 -0.182 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Bacteria denovo467524 0.150 -0.182 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Mesic Module #1 Bacteria denovo85135 0.542 -0.182 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo69257 3.650 -0.182 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo15080 1.633 -0.182 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Helicoma Helicoma olivaceum
Mesic Module #1 Fungi denovo3666 0.208 -0.182 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Mesic Module #1 Fungi denovo68738 3.533 -0.182 Basidiomycota Agaricomycetes Corticiales Incertae sedis Dendrominia Dendrominia ericae
Mesic Module #1 Fungi denovo35348 0.125 -0.181 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Mesic Module #1 Fungi denovo69249 5.000 -0.181 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia sp BRO_2013
Mesic Module #1 Bacteria denovo472653 0.308 -0.181 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Mesic Module #1 Bacteria denovo284672 0.275 -0.181 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Mesic Module #1 Bacteria denovo263236 0.042 -0.181 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo33595 0.317 -0.181 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Mesic Module #1 Fungi denovo41952 0.067 -0.181 Basidiomycota Agaricomycetes Agaricales Cortinariaceae Dermocybe Dermocybe alienata
Mesic Module #1 Fungi denovo62827 0.433 -0.181 Basidiomycota Agaricomycetes Agaricales Agaricaceae Leucoagaricus Leucoagaricus pyrrhophaeus
Mesic Module #1 Fungi denovo49829 0.150 -0.181 Basidiomycota Agaricomycetes Boletales unidentified unidentified uncultured Boletaceae
Mesic Module #1 Fungi denovo23694 0.117 -0.181 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Mesic Module #1 Fungi denovo18835 0.133 -0.181 Ascomycota Leotiomycetes Helotiales Phacidiaceae Phacidium Phacidium lacerum
Mesic Module #1 Bacteria denovo428751 0.108 -0.181 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Burkholderia
Mesic Module #1 Bacteria denovo181310 0.592 -0.181 Planctomycetes Phycisphaerae WD2101
Mesic Module #1 Fungi denovo52310 0.092 -0.181 Basidiomycota Agaricomycetes Cantharellales Hydnaceae Sistotrema Sistotrema sp
Mesic Module #1 Fungi denovo48978 0.083 -0.181 Glomeromycota Glomeromycetes unidentified unidentified unidentified Glomeromycetes sp
Mesic Module #1 Bacteria denovo324082 0.067 -0.181 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Mesic Module #1 Bacteria denovo211548 0.058 -0.181 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Candidatus Xiphinematobacter
Mesic Module #1 Fungi denovo13956 0.233 -0.181 Ascomycota Leotiomycetes Helotiales unidentified unidentified uncultured Hyaloscyphaceae
Mesic Module #1 Bacteria denovo455600 0.117 -0.181 Bacteroidetes Sphingobacteriia Sphingobacteriales
Mesic Module #1 Fungi denovo37595 0.075 -0.181 Ascomycota Sordariomycetes Hypocreales Hypocreaceae unidentified uncultured Trichoderma
Mesic Module #1 Bacteria denovo439938 0.108 -0.181 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Bacteria denovo305764 0.067 -0.181 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Mesic Module #1 Fungi denovo73299 0.067 -0.181 Basidiomycota Agaricomycetes Agaricales Tricholomataceae Resupinatus Resupinatus applicatus
Mesic Module #1 Fungi denovo22143 0.417 -0.181 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Fungi denovo24218 0.125 -0.181 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Coniochaeta Coniochaeta sp
Mesic Module #1 Fungi denovo2152 0.142 -0.180 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Mesic Module #1 Bacteria denovo106043 0.742 -0.180 Unassigned
Mesic Module #1 Fungi denovo18263 0.083 -0.180 Ascomycota Leotiomycetes Helotiales unidentified unidentified Helotiales sp
Mesic Module #1 Bacteria denovo209798 1.167 -0.180 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Mesic Module #1 Bacteria denovo356469 0.150 -0.180 Actinobacteria Actinobacteria Actinomycetales
Mesic Module #1 Fungi denovo28158 0.333 -0.180 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Mesic Module #1 Fungi denovo18107 0.208 -0.179 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Mesic Module #1 Fungi denovo30675 94.742 -0.179 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Mesic Module #1 Fungi denovo14326 0.533 -0.179 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Mesic Module #1 Fungi denovo38138 0.300 -0.179 Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Cryptococcus Cryptococcus terricola
Mesic Module #1 Bacteria denovo391619 0.083 -0.179 Armatimonadetes Armatimonadia FW68
Mesic Module #1 Bacteria denovo124024 0.600 -0.179 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Mesic Module #1 Bacteria denovo255798 0.225 -0.179 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo110180 26.100 0.865 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo253848 32.767 0.812 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo398620 16.633 0.803 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo128633 32.025 0.797 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo355436 42.017 0.797 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo226957 18.550 0.797 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus obscurus
Xeric Module #2 Bacteria denovo331954 7.433 0.778 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo34688 7.375 0.769 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo279696 9.542 0.763 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Balneimonas
Xeric Module #2 Bacteria denovo225693 23.967 0.757 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Skermanella
Xeric Module #2 Bacteria denovo472810 4.500 0.744 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo78685 10.200 0.722 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo450557 2.858 0.720 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo311291 5.517 0.719 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo505118 5.283 0.716 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo144686 3.817 0.713 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo155682 2.242 0.711 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo282901 20.258 0.710 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo26494 48.850 0.709 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo9686 23.408 0.703 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Balneimonas
Xeric Module #2 Bacteria denovo467560 3.558 0.703 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Fungi denovo23629 43.950 0.701 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Alternaria Alternaria triticimaculans
Xeric Module #2 Bacteria denovo476505 5.658 0.694 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo393332 1.800 0.694 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo191828 9.792 0.693 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo283073 1.042 0.692 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo175698 2.033 0.690 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo140877 3.492 0.689 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Friedmanniella
Xeric Module #2 Bacteria denovo417315 2.108 0.687 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo428627 4.975 0.685 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo2738 6.608 0.684 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo94450 2.917 0.683 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo467276 11.000 0.682 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo268801 0.908 0.682 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Skermanella
Xeric Module #2 Bacteria denovo349134 5.392 0.676 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo267482 1.608 0.676 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Bacteria denovo180774 3.225 0.671 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo134998 1.033 0.670 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo418485 1.575 0.662 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo121265 4.308 0.661 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Bacteria denovo428337 10.992 0.661 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Fungi denovo47098 9.842 0.661 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo257069 5.558 0.660 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo5721 1.283 0.660 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo463970 3.983 0.660 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo44436 16.900 0.660 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo16442 9.983 0.659 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo64354 2.017 0.658 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
Xeric Module #2 Bacteria denovo5234 42.833 0.657 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo194336 0.808 0.656 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo461642 1.942 0.654 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo293150 14.150 0.653 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo421125 2.367 0.649 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo6672 21.342 0.648 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium tricinctum
Xeric Module #2 Fungi denovo71664 110.350 0.645 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Xeric Module #2 Bacteria denovo142940 1.033 0.645 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo118860 5.233 0.641 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo350281 23.850 0.640 Gemmatimonadetes Gemm-1
Xeric Module #2 Bacteria denovo75020 3.517 0.639 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo499736 6.717 0.639 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo43589 5.733 0.639 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo372965 7.250 0.638 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Fungi denovo72829 44.733 0.638 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Fungi denovo58395 6.175 0.637 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo661 59.733 0.635 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo23120 10.467 0.634 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma melanocyclum
Xeric Module #2 Bacteria denovo36387 24.125 0.633 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo22269 4.358 0.632 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo459604 1.200 0.631 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo61704 9.358 0.629 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo315593 1.933 0.628 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo51193 5.550 0.626 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Xeric Module #2 Bacteria denovo327606 2.717 0.624 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo455404 1.325 0.623 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo60210 2.367 0.623 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia minima
Xeric Module #2 Bacteria denovo307045 2.508 0.622 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo4003 12.267 0.622 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum pectinatum
Xeric Module #2 Fungi denovo18231 4.717 0.622 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo220510 3.167 0.620 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Fungi denovo38943 12.225 0.619 Ascomycota Leotiomycetes Helotiales Helotiaceae Articulospora Articulospora proliferata
Xeric Module #2 Bacteria denovo113641 0.500 0.619 Unassigned
Xeric Module #2 Bacteria denovo352474 2.608 0.618 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Skermanella
Xeric Module #2 Fungi denovo54342 32.100 0.618 Ascomycota Dothideomycetes Pleosporales Montagnulaceae Paraconiothyrium Paraconiothyrium sp
Xeric Module #2 Bacteria denovo385237 18.900 0.617 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo2861 1.200 0.617 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae Nitrospira
Xeric Module #2 Bacteria denovo370419 3.417 0.616 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo511220 1.050 0.613 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo3206 17.383 0.612 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella wolfii
Xeric Module #2 Fungi denovo42894 47.133 0.612 Basidiomycota Agaricomycetes Agaricales Agaricaceae Bovista Bovista furfuracea
Xeric Module #2 Fungi denovo64044 1.700 0.611 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Emmonsia Emmonsia crescens
Xeric Module #2 Bacteria denovo343314 0.717 0.611 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo454183 3.408 0.610 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidisoma
Xeric Module #2 Bacteria denovo295892 0.892 0.609 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo252274 0.667 0.609 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo420141 2.300 0.608 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae Microlunatus
Xeric Module #2 Bacteria denovo134632 1.417 0.607 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo172367 3.333 0.607 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo10840 0.850 0.606 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo122508 0.942 0.606 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo5156 1.617 0.605 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo61408 1.483 0.605 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo58347 22.058 0.604 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo204663 3.675 0.603 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo388762 1.575 0.602 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo21691 7.283 0.602 Ascomycota Dothideomycetes Dothideales Dothioraceae Aureobasidium Aureobasidium pullulans
Xeric Module #2 Fungi denovo32986 2.633 0.602 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae Pestalotiopsis Pestalotiopsis sp E_000535668
Xeric Module #2 Fungi denovo24647 3.450 0.602 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo346233 22.700 0.602 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Bacteria denovo479100 1.458 0.600 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo276046 3.542 0.599 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo195630 1.525 0.599 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo11732 33.258 0.599 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo450245 3.175 0.599 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo47358 101.867 0.599 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma macrostoma
Xeric Module #2 Bacteria denovo338574 1.583 0.598 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo245628 0.767 0.598 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo50193 1.592 0.598 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo132159 1.217 0.597 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo185073 1.867 0.597 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo29152 16.108 0.596 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo1595 97.917 0.595 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium chlamydosporum
Xeric Module #2 Bacteria denovo361555 0.833 0.595 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo331915 0.658 0.593 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo207280 0.975 0.593 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo392343 7.725 0.592 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo49326 1.025 0.592 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo183936 14.092 0.591 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo192556 1.842 0.590 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo124634 11.750 0.588 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo184141 3.392 0.587 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo57695 8.967 0.586 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Bacteria denovo285554 1.708 0.586 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo199032 3.358 0.585 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo303212 3.542 0.585 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo8792 17.575 0.585 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo59104 4.425 0.585 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella sp
Xeric Module #2 Bacteria denovo430023 0.600 0.584 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo183826 6.192 0.584 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo19458 0.350 0.584 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo24877 0.483 0.583 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo12924 8.492 0.582 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003c
Xeric Module #2 Fungi denovo39157 0.875 0.582 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Bacteria denovo36967 0.958 0.582 Proteobacteria Betaproteobacteria Burkholderiales
Xeric Module #2 Fungi denovo34926 6.217 0.582 Ascomycota Dothideomycetes Dothideales Dothioraceae Aureobasidium Aureobasidium pullulans
Xeric Module #2 Bacteria denovo323254 1.558 0.582 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo41438 12.150 0.581 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Modestobacter
Xeric Module #2 Bacteria denovo366884 16.217 0.581 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo8277 26.433 0.580 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo192765 2.458 0.580 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo319687 6.075 0.580 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo69808 0.550 0.579 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo40531 56.500 0.578 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo472436 0.475 0.577 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo239895 0.292 0.577 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Fungi denovo66916 5.108 0.576 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo273326 2.050 0.576 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo382595 1.783 0.575 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo284055 0.333 0.572 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo191250 0.842 0.571 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo173125 0.808 0.569 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo430336 1.000 0.569 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo101461 1.242 0.568 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo105089 1.200 0.567 Proteobacteria Gammaproteobacteria Chromatiales
Xeric Module #2 Bacteria denovo227291 1.483 0.567 FBP
Xeric Module #2 Fungi denovo41858 33.275 0.567 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo43649 12.675 0.564 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo21504 1.217 0.563 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo77344 0.750 0.563 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Rhodocytophaga
Xeric Module #2 Bacteria denovo367655 1.400 0.563 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Fungi denovo21213 0.758 0.563 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium sp
Xeric Module #2 Bacteria denovo199226 0.433 0.562 Actinobacteria Actinobacteria Actinomycetales Cellulomonadaceae Cellulomonas
Xeric Module #2 Bacteria denovo341900 72.675 0.562 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo127843 1.367 0.562 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium ochraceum
Xeric Module #2 Bacteria denovo96577 4.892 0.561 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo51307 2.175 0.560 Ascomycota Sordariomycetes Sordariales Chaetomiaceae unidentified Chaetomiaceae sp
Xeric Module #2 Bacteria denovo458820 1.633 0.560 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo84528 0.308 0.559 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo340256 2.675 0.559 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo281911 1.458 0.559 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo106612 1.233 0.559 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo273571 1.650 0.558 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo261726 0.408 0.557 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo316618 0.558 0.557 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo332551 3.308 0.557 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Fungi denovo6060 2.283 0.556 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo3723 0.958 0.556 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo138076 0.958 0.556 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo486601 5.617 0.555 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo253699 4.158 0.555 Chloroflexi Thermomicrobia Sphaerobacterales
Xeric Module #2 Bacteria denovo89128 0.467 0.555 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo423415 3.175 0.555 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo18817 4.742 0.555 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Capronia Capronia peltigerae
Xeric Module #2 Bacteria denovo55899 1.233 0.554 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo271276 3.242 0.554 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo146753 0.467 0.554 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo312827 2.433 0.554 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo470102 7.575 0.553 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo184363 1.483 0.553 Chloroflexi Chloroflexi Chloroflexales Chloroflexaceae
Xeric Module #2 Bacteria denovo83112 0.758 0.552 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo17653 1.950 0.552 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo403809 0.825 0.552 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo209056 6.883 0.552 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Bacteria denovo212609 2.058 0.552 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo442464 0.958 0.551 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo385222 0.742 0.551 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo327989 1.383 0.550 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo393949 1.558 0.549 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Fungi denovo8495 1.425 0.548 Basidiomycota Agaricomycetes Agaricales Agaricaceae Calvatia Calvatia candida
Xeric Module #2 Bacteria denovo252797 3.658 0.548 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo434853 2.975 0.548 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo46567 2.992 0.548 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo19783 7.892 0.547 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Ophiocordyceps Ophiocordyceps myrmecophila
Xeric Module #2 Bacteria denovo49190 3.475 0.547 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo54433 3.592 0.546 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo17882 9.467 0.545 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo96108 0.275 0.545 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo484070 0.317 0.545 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Fungi denovo13231 1.458 0.545 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Fungi denovo35334 1.242 0.545 Basidiomycota Tremellomycetes unidentified unidentified unidentified uncultured Cryptococcus
Xeric Module #2 Fungi denovo50368 1.817 0.544 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo169805 2.667 0.544 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo447867 0.942 0.543 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo510926 1.917 0.543 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo325286 0.842 0.543 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo123151 0.725 0.543 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo425287 1.100 0.543 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae
Xeric Module #2 Fungi denovo54166 5.308 0.542 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Fungi denovo23511 75.383 0.542 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo10503 45.392 0.542 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum quadrifidum
Xeric Module #2 Bacteria denovo449460 3.208 0.541 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo350102 0.292 0.541 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo173875 1.117 0.541 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo5512 2.958 0.541 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Aspergillus Aspergillus felis
Xeric Module #2 Bacteria denovo105308 4.142 0.540 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo489736 0.467 0.540 Chloroflexi C0119
Xeric Module #2 Bacteria denovo363294 69.325 0.540 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo92920 0.467 0.539 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo451257 15.750 0.539 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo260651 0.408 0.539 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo32817 0.433 0.538 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo18411 18.350 0.538 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo40906 5.650 0.538 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo35025 0.808 0.538 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo477033 1.150 0.537 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo284251 2.250 0.537 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo62256 7.108 0.536 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp
Xeric Module #2 Bacteria denovo137100 1.250 0.535 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo471696 0.508 0.534 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo361459 0.358 0.534 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo14808 2.342 0.534 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma sp KH_2011b
Xeric Module #2 Bacteria denovo59535 1.917 0.533 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo9862 2.392 0.533 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Ophiocordyceps Ophiocordyceps myrmecophila
Xeric Module #2 Bacteria denovo124004 0.633 0.533 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo484586 1.842 0.532 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo20090 0.625 0.532 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo237678 0.650 0.532 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo263864 1.392 0.532 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo61357 1.092 0.532 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella epicladia
Xeric Module #2 Bacteria denovo81460 1.100 0.532 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo291548 6.833 0.532 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo436722 0.458 0.532 Chloroflexi
Xeric Module #2 Fungi denovo45661 3.058 0.531 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo207014 0.917 0.531 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo49127 2.842 0.531 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo436160 1.317 0.530 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Xeric Module #2 Fungi denovo19017 1.667 0.530 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Bacteria denovo484922 0.325 0.530 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo175718 0.625 0.530 Chloroflexi
Xeric Module #2 Bacteria denovo52185 0.608 0.530 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo34845 176.983 0.530 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo87604 0.708 0.530 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo281256 1.892 0.530 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo273926 2.933 0.529 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae Methylobacterium
Xeric Module #2 Bacteria denovo329575 0.458 0.528 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo423867 0.500 0.528 Proteobacteria Gammaproteobacteria Chromatiales Chromatiaceae
Xeric Module #2 Bacteria denovo400357 0.383 0.527 Chloroflexi Chloroflexi Chloroflexales FFCH7168
Xeric Module #2 Bacteria denovo402191 0.325 0.527 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo477455 0.517 0.527 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo165156 0.333 0.527 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo194537 1.533 0.526 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo53799 126.742 0.526 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo222899 0.333 0.526 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Rhodocytophaga
Xeric Module #2 Bacteria denovo277066 0.350 0.525 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Fungi denovo42784 14.433 0.524 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo271910 0.833 0.524 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo23508 3.583 0.524 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Bacteria denovo328310 1.792 0.524 Actinobacteria Acidimicrobiia Acidimicrobiales C111
Xeric Module #2 Fungi denovo62388 23.350 0.523 Basidiomycota Agaricomycetes Agaricales Agaricaceae Disciseda Disciseda bovista
Xeric Module #2 Bacteria denovo446300 0.900 0.523 Chloroflexi Chloroflexi Chloroflexales FFCH7168
Xeric Module #2 Bacteria denovo113558 2.917 0.523 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Modestobacter
Xeric Module #2 Bacteria denovo510209 5.867 0.523 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Bacteria denovo11863 2.692 0.522 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo46045 2.075 0.522 Ascomycota Leotiomycetes Helotiales Helotiaceae Articulospora Articulospora proliferata
Xeric Module #2 Fungi denovo32375 1.200 0.522 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo188979 0.650 0.522 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo183593 0.875 0.521 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo396120 0.583 0.521 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo446718 1.017 0.520 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo468831 1.008 0.520 Actinobacteria Nitriliruptoria Nitriliruptorales Nitriliruptoraceae
Xeric Module #2 Bacteria denovo272330 2.458 0.519 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo417284 2.067 0.519 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo54553 23.992 0.518 Ascomycota Sordariomycetes Hypocreales Incertae sedis Myrothecium Myrothecium sp NF_08
Xeric Module #2 Bacteria denovo24703 0.867 0.518 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo289493 1.133 0.517 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo503865 0.992 0.517 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo160825 0.850 0.516 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo174100 3.975 0.516 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo25739 8.517 0.516 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo432325 0.650 0.516 Chloroflexi TK10
Xeric Module #2 Fungi denovo29266 2.825 0.516 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo39458 2.200 0.516 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo499530 3.175 0.516 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo362257 1.008 0.516 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo448282 0.625 0.516 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo2355 0.492 0.515 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo82719 5.050 0.515 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo42631 25.650 0.514 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Fungi denovo68765 2.017 0.514 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo37626 1.808 0.514 Basidiomycota Tremellomycetes Tremellales Incertae sedis Bullera Bullera coprosmae
Xeric Module #2 Bacteria denovo74765 0.825 0.514 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo381530 3.858 0.514 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo253277 3.100 0.514 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae Nitrospira
Xeric Module #2 Bacteria denovo130509 0.408 0.514 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo294408 0.417 0.513 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo494248 0.592 0.513 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo61336 14.800 0.513 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae unidentified Phaeosphaeriaceae sp
Xeric Module #2 Bacteria denovo308975 1.917 0.512 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Balneimonas
Xeric Module #2 Bacteria denovo44419 0.367 0.512 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo215455 0.750 0.512 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo364167 1.175 0.512 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo393928 1.367 0.511 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo389042 0.217 0.511 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo367080 2.058 0.511 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo432275 0.983 0.511 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo32016 0.742 0.511 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo477071 0.425 0.510 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo32021 2.233 0.509 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo422965 2.100 0.509 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo508001 1.100 0.509 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo42134 5.908 0.509 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Modestobacter
Xeric Module #2 Bacteria denovo465638 0.192 0.509 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo493376 0.633 0.509 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo344074 0.633 0.509 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo399861 0.400 0.509 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo167270 4.983 0.508 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo301568 2.850 0.508 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo79485 0.475 0.508 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo61553 2.608 0.508 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo152544 0.267 0.507 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo260976 6.417 0.507 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo274777 1.850 0.507 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Bacteria denovo425581 1.233 0.507 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo281484 0.908 0.507 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae] Candidatus Entotheonella
Xeric Module #2 Fungi denovo27650 8.092 0.506 Basidiomycota Agaricomycetes Agaricales Agaricaceae Bovista Bovista promontorii
Xeric Module #2 Bacteria denovo67713 2.367 0.506 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo201242 1.458 0.506 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo82899 0.483 0.506 Unassigned
Xeric Module #2 Fungi denovo19789 16.567 0.506 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo450201 0.283 0.505 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Fungi denovo47308 2.925 0.504 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo354120 0.575 0.504 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo392071 1.992 0.504 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo134669 0.892 0.504 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo2355 3.408 0.504 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo14058 14.533 0.504 Basidiomycota Agaricomycetes Agaricales Agaricaceae Chlorophyllum Chlorophyllum sp A8
Xeric Module #2 Bacteria denovo162095 0.433 0.504 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo286904 1.042 0.503 Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Lautropia
Xeric Module #2 Fungi denovo12265 3.883 0.502 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo457204 2.492 0.502 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae
Xeric Module #2 Bacteria denovo230907 1.175 0.502 Chloroflexi TK10
Xeric Module #2 Bacteria denovo314269 0.708 0.502 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo94212 0.425 0.501 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo96982 0.700 0.501 Actinobacteria Thermoleophilia Solirubrobacterales



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo391074 0.325 0.501 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo326885 23.192 0.501 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo91511 0.250 0.501 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo308221 2.342 0.500 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo138067 3.108 0.500 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo7782 17.567 0.500 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo62932 0.400 0.500 Unassigned
Xeric Module #2 Bacteria denovo211255 0.892 0.499 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Bacteria denovo221945 0.467 0.499 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo33401 0.992 0.499 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Bacteria denovo427530 2.225 0.499 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo62840 0.867 0.498 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo44980 9.275 0.498 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo58891 1.267 0.498 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo358557 0.275 0.498 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo45046 27.983 0.498 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Cordyceps Cordyceps bassiana
Xeric Module #2 Bacteria denovo315770 0.750 0.498 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Fungi denovo9865 2.033 0.497 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo127165 0.708 0.497 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo49443 6.675 0.496 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Bacteria denovo331234 1.833 0.496 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo66621 2.592 0.496 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp NVM25
Xeric Module #2 Bacteria denovo46325 2.117 0.496 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo497248 1.308 0.496 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo38927 2.300 0.496 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified uncultured Ceratobasidiaceae
Xeric Module #2 Fungi denovo69827 2.675 0.495 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo76224 1.050 0.495 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo123612 1.017 0.494 Chloroflexi
Xeric Module #2 Bacteria denovo51842 8.625 0.494 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Fungi denovo70945 1.883 0.494 No blast hit
Xeric Module #2 Bacteria denovo159761 0.750 0.494 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo338905 0.442 0.493 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo43002 0.375 0.493 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo151666 0.817 0.493 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo103136 0.483 0.493 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo356702 0.617 0.493 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Skermanella
Xeric Module #2 Fungi denovo8704 3.208 0.492 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces acuminatus
Xeric Module #2 Bacteria denovo273265 2.633 0.492 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo12591 3.383 0.492 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo64405 0.517 0.492 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo327296 2.975 0.492 Actinobacteria Actinobacteria Actinomycetales Streptosporangiaceae Nonomuraea
Xeric Module #2 Fungi denovo69232 2.783 0.491 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Westerdykella Westerdykella sp WQ63
Xeric Module #2 Bacteria denovo132469 0.358 0.491 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo281085 0.508 0.491 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo18557 0.325 0.491 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Balneimonas
Xeric Module #2 Bacteria denovo262584 0.233 0.491 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo309541 1.833 0.491 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo34546 0.625 0.490 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo12129 1.617 0.490 Ascomycota Dothideomycetes Pleosporales Incertae sedis Letendraea Letendraea sp
Xeric Module #2 Bacteria denovo285206 1.708 0.490 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Fungi denovo35690 1.658 0.490 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia australiensis
Xeric Module #2 Fungi denovo4105 2.592 0.490 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp genotype 414
Xeric Module #2 Bacteria denovo323258 0.792 0.490 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo43624 1.917 0.489 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella sp
Xeric Module #2 Bacteria denovo191347 0.325 0.489 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo33909 0.250 0.489 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo300 2.042 0.489 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo63873 4.692 0.488 Ascomycota Eurotiomycetes Mycocaliciales Mycocaliciaceae Mycocalicium Mycocalicium albonigrum
Xeric Module #2 Bacteria denovo83719 1.608 0.488 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo47543 4.400 0.488 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp
Xeric Module #2 Bacteria denovo49678 1.192 0.488 Armatimonadetes OPB50
Xeric Module #2 Fungi denovo1057 4.283 0.488 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Coniothyrium Coniothyrium sidae
Xeric Module #2 Fungi denovo72442 141.075 0.486 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo417734 0.758 0.486 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo269494 0.408 0.486 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo302831 0.508 0.486 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo271779 6.167 0.485 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo316781 0.317 0.485 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo480453 0.325 0.484 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo68542 0.408 0.484 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo350772 2.433 0.484 Proteobacteria Alphaproteobacteria Rhizobiales Xanthobacteraceae Labrys
Xeric Module #2 Bacteria denovo212958 1.650 0.483 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo110864 0.275 0.483 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo425681 1.033 0.483 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo305182 0.642 0.483 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo340841 0.408 0.483 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Skermanella
Xeric Module #2 Fungi denovo11897 16.833 0.483 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo245188 0.383 0.483 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo188403 0.183 0.483 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo287242 0.442 0.483 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo495272 0.458 0.483 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo406713 0.375 0.483 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo151573 0.558 0.482 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo83231 0.475 0.482 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo75296 0.675 0.482 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma sp KH_2011b
Xeric Module #2 Bacteria denovo485138 0.433 0.482 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo12814 6.500 0.481 Basidiomycota Tremellomycetes unidentified unidentified unidentified Tremellomycetes sp
Xeric Module #2 Bacteria denovo288486 0.683 0.481 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo332837 0.408 0.481 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo74413 6.633 0.481 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo299876 0.800 0.481 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo46528 0.292 0.481 No blast hit
Xeric Module #2 Bacteria denovo35660 0.908 0.481 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo74832 1.750 0.481 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo13730 36.050 0.481 Ascomycota Incertae sedis Incertae sedis Incertae sedis Sympodiella Sympodiella acicola
Xeric Module #2 Bacteria denovo330542 1.650 0.481 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo44822 5.842 0.481 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo360861 0.492 0.480 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo352013 0.158 0.480 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo242874 1.092 0.479 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Bacteria denovo373153 0.800 0.479 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo510816 0.367 0.479 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo14924 0.608 0.478 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo140162 0.217 0.478 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo29444 0.567 0.478 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo234271 1.983 0.478 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo370572 9.333 0.478 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo351213 0.758 0.478 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo50216 1.092 0.477 Basidiomycota Wallemiomycetes unidentified unidentified unidentified Wallemiomycetes sp
Xeric Module #2 Bacteria denovo93103 0.333 0.477 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo259990 8.758 0.477 Firmicutes Bacilli Bacillales
Xeric Module #2 Bacteria denovo499949 1.067 0.477 Chloroflexi SAR202
Xeric Module #2 Bacteria denovo360529 0.250 0.477 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo218922 26.883 0.476 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo224190 0.217 0.475 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo15935 1.050 0.475 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo429268 0.592 0.475 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo188408 1.850 0.475 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo149540 0.208 0.475 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo356460 0.625 0.475 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo470164 0.533 0.475 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo123395 0.283 0.474 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo362575 0.358 0.474 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo409386 1.017 0.474 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo344519 1.433 0.474 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo64809 0.292 0.474 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo190943 3.642 0.474 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo254879 0.317 0.474 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo268642 0.658 0.474 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo312319 28.367 0.473 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
Xeric Module #2 Fungi denovo66141 3.283 0.473 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Embellisia Embellisia planifunda
Xeric Module #2 Bacteria denovo135736 0.392 0.473 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo272637 1.283 0.473 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo303551 0.267 0.473 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo388026 0.275 0.472 Chloroflexi Thermomicrobia Sphaerobacterales
Xeric Module #2 Bacteria denovo430949 0.758 0.472 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo357745 4.375 0.472 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo460684 0.308 0.472 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo49158 0.542 0.472 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo34644 3.233 0.472 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo504768 3.508 0.471 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo71109 5.767 0.471 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae Lentzea
Xeric Module #2 Bacteria denovo111700 0.792 0.471 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo31911 2.217 0.471 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Fungi denovo60771 0.308 0.471 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma chamaecyparidis
Xeric Module #2 Fungi denovo20416 1.283 0.470 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo190135 1.817 0.470 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo3043 3.692 0.470 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo241501 0.692 0.470 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo43533 0.700 0.470 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Xeric Module #2 Bacteria denovo316946 1.017 0.470 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo176103 5.142 0.469 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter
Xeric Module #2 Bacteria denovo97737 0.617 0.469 Proteobacteria Betaproteobacteria Burkholderiales
Xeric Module #2 Bacteria denovo48614 0.442 0.469 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo421819 0.333 0.469 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo431177 5.500 0.468 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Xeric Module #2 Bacteria denovo45240 3.808 0.468 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo126492 1.425 0.468 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo77631 0.358 0.467 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo64978 0.242 0.467 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo441317 0.325 0.467 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo22418 4.208 0.467 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo501757 0.558 0.467 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo15612 3.750 0.466 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora dimorpha
Xeric Module #2 Bacteria denovo313937 1.442 0.466 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo486090 0.400 0.466 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo457421 1.733 0.466 Proteobacteria Gammaproteobacteria Chromatiales Chromatiaceae
Xeric Module #2 Fungi denovo75065 1.567 0.466 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo451361 0.367 0.466 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo36255 11.450 0.465 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo286727 6.325 0.465 Gemmatimonadetes Gemm-1
Xeric Module #2 Fungi denovo70534 6.617 0.465 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo324615 4.567 0.465 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo407752 0.600 0.465 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo258229 0.725 0.465 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo11661 3.642 0.464 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron alboluteum
Xeric Module #2 Bacteria denovo462648 0.408 0.463 Chloroflexi C0119
Xeric Module #2 Bacteria denovo28604 0.975 0.463 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo407141 0.300 0.463 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo189020 3.092 0.463 Cyanobacteria Nostocophycideae Nostocales Scytonemataceae
Xeric Module #2 Bacteria denovo509101 0.292 0.462 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo320072 0.217 0.462 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo394236 2.142 0.462 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo493916 0.242 0.462 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo497660 14.558 0.462 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo230324 4.550 0.462 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo11312 0.533 0.462 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula armeniaca
Xeric Module #2 Bacteria denovo279150 1.608 0.462 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Chthoniobacter
Xeric Module #2 Bacteria denovo454216 0.458 0.461 Proteobacteria Betaproteobacteria
Xeric Module #2 Fungi denovo147 0.475 0.461 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo368816 0.800 0.461 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo114243 0.492 0.461 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo66451 0.967 0.461 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo18517 0.358 0.461 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo1512 3.575 0.461 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo428836 0.458 0.460 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo55551 0.500 0.460 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo170250 0.283 0.460 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo73928 10.767 0.460 Ascomycota Dothideomycetes Pleosporales Sporormiaceae unidentified Sporormiaceae sp
Xeric Module #2 Bacteria denovo190829 0.317 0.460 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo39534 0.825 0.460 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo306831 0.717 0.460 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo479675 0.175 0.459 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo117479 0.608 0.459 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae Nitrospira
Xeric Module #2 Bacteria denovo417825 0.508 0.459 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo288523 0.358 0.459 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo52685 2.142 0.459 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo434962 1.117 0.459 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo17207 1.483 0.459 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo478654 0.433 0.458 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo209076 0.208 0.458 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo21373 3.400 0.458 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo62255 17.383 0.458 Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Cryptococcus Cryptococcus albidus
Xeric Module #2 Bacteria denovo236834 0.225 0.457 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo58642 1.400 0.457 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium sp
Xeric Module #2 Bacteria denovo397521 0.758 0.457 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo322612 1.325 0.456 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo121746 0.850 0.456 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo186037 0.133 0.456 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo90604 0.183 0.456 Actinobacteria Thermoleophilia Gaiellales
Xeric Module #2 Bacteria denovo306173 0.242 0.455 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo296742 0.408 0.455 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Fungi denovo19287 23.917 0.455 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium medusarum
Xeric Module #2 Bacteria denovo111599 0.525 0.454 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo102414 2.775 0.454 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo400518 0.333 0.454 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo148736 0.592 0.454 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo324786 0.433 0.454 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo14616 22.417 0.454 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lycoperdon Lycoperdon utriforme
Xeric Module #2 Bacteria denovo375297 0.383 0.453 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Rhodocytophaga
Xeric Module #2 Fungi denovo65232 2.425 0.453 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo44569 2.942 0.453 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo83189 14.500 0.453 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo408194 0.450 0.453 k__Bacteria
Xeric Module #2 Bacteria denovo386972 0.217 0.452 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo2320 0.267 0.452 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo284761 1.767 0.452 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Pedomicrobium
Xeric Module #2 Fungi denovo7449 21.800 0.452 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium cupreum
Xeric Module #2 Fungi denovo59639 2.833 0.452 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo505390 1.125 0.452 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo273337 0.658 0.451 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo457547 0.383 0.451 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Fungi denovo43338 0.208 0.451 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Xeric Module #2 Bacteria denovo43779 0.517 0.451 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo500542 0.733 0.450 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo466975 0.733 0.450 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo290149 0.392 0.450 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo7170 2.158 0.450 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus dimennae
Xeric Module #2 Bacteria denovo455155 0.183 0.450 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo5239 0.183 0.450 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo449904 0.775 0.450 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo164549 4.800 0.450 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo169265 0.275 0.450 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo437718 0.550 0.450 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo22568 2.842 0.450 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo201186 0.850 0.449 Proteobacteria Deltaproteobacteria Myxococcales Myxococcaceae Myxococcus
Xeric Module #2 Fungi denovo52879 0.183 0.449 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lycoperdon Lycoperdon caudatum
Xeric Module #2 Bacteria denovo199420 1.967 0.449 Chloroflexi TK10 B07_WMSP1 FFCH4570
Xeric Module #2 Bacteria denovo96856 1.858 0.449 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo176035 0.958 0.449 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo72521 8.092 0.449 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Xeric Module #2 Fungi denovo19394 7.625 0.448 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Fungi denovo68096 4.883 0.448 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo21480 3.417 0.448 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp
Xeric Module #2 Bacteria denovo278109 0.550 0.448 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo130435 0.358 0.448 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo477589 0.342 0.448 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo103007 0.233 0.448 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo496896 0.500 0.448 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo500660 0.325 0.448 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo65816 1.175 0.448 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo45163 11.517 0.447 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Bacteria denovo17975 3.167 0.447 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo129472 0.283 0.447 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo453222 0.167 0.447 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo363064 3.400 0.447 Cyanobacteria Nostocophycideae
Xeric Module #2 Bacteria denovo171518 1.083 0.447 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo97244 5.242 0.447 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo376442 1.808 0.446 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo393167 0.492 0.446 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo146486 0.508 0.446 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo71345 0.925 0.446 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo424099 0.475 0.445 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo40694 0.350 0.445 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo332674 0.667 0.445 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo292666 12.058 0.445 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo341712 0.400 0.444 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo417209 0.858 0.444 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Fungi denovo16290 10.958 0.444 Ascomycota Sordariomycetes Coniochaetales unidentified unidentified Coniochaetales sp
Xeric Module #2 Bacteria denovo3568 0.642 0.444 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo186839 0.142 0.444 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo171595 0.667 0.443 Proteobacteria Deltaproteobacteria Myxococcales Myxococcaceae Myxococcus
Xeric Module #2 Fungi denovo55261 0.225 0.443 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo181125 1.867 0.443 Chloroflexi SHA-26
Xeric Module #2 Fungi denovo52142 0.300 0.443 Ascomycota Incertae sedis Incertae sedis Incertae sedis Hemibeltrania Hemibeltrania sp
Xeric Module #2 Bacteria denovo226943 0.383 0.443 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo20682 0.425 0.443 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo22283 9.175 0.442 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron zuffianum
Xeric Module #2 Bacteria denovo472015 0.200 0.442 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo56141 0.633 0.442 Ascomycota Dothideomycetes Dothideales Dothioraceae Aureobasidium Aureobasidium pullulans
Xeric Module #2 Bacteria denovo97072 0.500 0.442 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo323543 0.867 0.442 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo256749 0.583 0.442 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo215482 0.992 0.442 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo446214 0.192 0.441 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo184732 0.183 0.441 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo52826 0.167 0.441 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo359822 1.008 0.441 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo86043 0.442 0.441 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo411937 7.517 0.441 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Xeric Module #2 Fungi denovo27711 2.317 0.441 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo20459 30.592 0.440 Zygomycota Incertae sedis Mortierellales Mortierellaceae unidentified uncultured Mortierella
Xeric Module #2 Bacteria denovo315635 0.467 0.440 Actinobacteria Nitriliruptoria Euzebyales Euzebyaceae Euzebya
Xeric Module #2 Bacteria denovo299660 0.475 0.440 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Bacteria denovo8929 0.225 0.440 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo324661 2.342 0.440 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo374716 4.825 0.440 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo298544 0.175 0.439 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Fungi denovo58203 1.583 0.439 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo37119 0.550 0.439 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo172570 2.217 0.439 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo126291 0.158 0.439 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo377616 0.250 0.439 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo52885 13.100 0.439 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium globosum
Xeric Module #2 Bacteria denovo100487 0.242 0.438 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo318249 0.558 0.438 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo13564 37.600 0.438 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae unidentified Amphisphaeriaceae sp
Xeric Module #2 Bacteria denovo227783 0.842 0.437 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo362310 0.675 0.437 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo174025 0.767 0.437 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo378372 0.775 0.437 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo436421 14.400 0.437 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo49865 2.233 0.437 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo385577 0.183 0.437 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo72909 0.125 0.437 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo335208 6.475 0.437 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium ochraceum
Xeric Module #2 Bacteria denovo131409 0.817 0.437 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo254536 0.317 0.437 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo420794 0.642 0.436 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo124033 1.617 0.436 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo23497 0.917 0.436 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Fungi denovo6383 6.017 0.436 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo437228 0.283 0.436 Proteobacteria Deltaproteobacteria Myxococcales Myxococcaceae Myxococcus
Xeric Module #2 Bacteria denovo183668 0.617 0.435 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Bacteria denovo291549 3.683 0.435 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo348902 1.217 0.435 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo404042 0.225 0.434 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo21880 0.658 0.434 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp r305
Xeric Module #2 Bacteria denovo369676 0.217 0.434 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo69132 3.492 0.434 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp E_000535712
Xeric Module #2 Bacteria denovo171002 0.417 0.434 Unassigned
Xeric Module #2 Fungi denovo73229 7.642 0.434 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Phaeosphaeria Phaeosphaeria sp
Xeric Module #2 Bacteria denovo372923 5.058 0.434 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo63609 0.317 0.433 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia flanaganii
Xeric Module #2 Bacteria denovo163259 0.375 0.433 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo75999 1.117 0.433 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo24752 0.750 0.433 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo264897 0.225 0.433 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo9427 0.392 0.433 Ascomycota Dothideomycetes Dothideales Dothioraceae Aureobasidium Aureobasidium pullulans
Xeric Module #2 Bacteria denovo85714 0.408 0.433 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo129765 0.742 0.433 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo222458 0.858 0.432 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo4389 3.500 0.432 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo365330 0.408 0.432 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo27735 1.167 0.432 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo181764 0.275 0.432 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo7733 12.967 0.432 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo206412 0.858 0.432 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo21203 0.308 0.431 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo354159 0.350 0.431 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo262478 0.500 0.431 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Xeric Module #2 Bacteria denovo409568 3.208 0.431 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Fungi denovo27808 1.800 0.431 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp E9000c
Xeric Module #2 Bacteria denovo470297 0.950 0.431 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae
Xeric Module #2 Bacteria denovo463278 0.450 0.431 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo329486 0.967 0.431 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo135737 0.550 0.431 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Bacteria denovo223331 0.483 0.430 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo116046 0.800 0.430 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo19326 0.325 0.430 Basidiomycota Agaricomycetes Agaricales Lycoperdaceae unidentified Lycoperdaceae sp
Xeric Module #2 Fungi denovo72657 0.692 0.430 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Xeric Module #2 Bacteria denovo463353 2.992 0.430 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo55644 0.892 0.430 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo52102 4.283 0.429 Ascomycota Sordariomycetes Xylariales Incertae sedis Microdochium Microdochium bolleyi
Xeric Module #2 Bacteria denovo245632 0.592 0.429 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae Saccharothrix
Xeric Module #2 Bacteria denovo143587 4.808 0.429 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo150769 1.167 0.429 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo482973 0.083 0.429 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo138043 0.942 0.428 Chloroflexi C0119
Xeric Module #2 Bacteria denovo481849 0.467 0.428 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo73417 4.125 0.428 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo208889 0.200 0.428 Unassigned
Xeric Module #2 Bacteria denovo174515 1.033 0.428 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo177345 0.317 0.428 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo55275 28.125 0.427 Basidiomycota unidentified unidentified unidentified unidentified uncultured Rhizoctonia
Xeric Module #2 Fungi denovo22926 2.417 0.427 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo10132 0.217 0.427 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo461901 0.575 0.427 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo125697 0.425 0.427 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo226828 0.283 0.427 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo258624 0.967 0.426 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo187638 0.242 0.426 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo42156 3.467 0.426 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusicolla Fusicolla acetilerea
Xeric Module #2 Bacteria denovo75279 0.167 0.426 Chloroflexi
Xeric Module #2 Fungi denovo41264 3.017 0.426 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp
Xeric Module #2 Bacteria denovo362227 4.367 0.426 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo123388 0.575 0.426 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo75884 0.433 0.425 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Fungi denovo74564 0.967 0.425 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus laurentii
Xeric Module #2 Bacteria denovo479162 1.725 0.425 Cyanobacteria Nostocophycideae Nostocales Nostocaceae Nostoc
Xeric Module #2 Bacteria denovo484289 0.925 0.425 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo239293 3.092 0.425 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo165259 0.258 0.425 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo228287 0.217 0.425 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo46939 4.608 0.424 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo434998 2.275 0.424 Actinobacteria Actinobacteria Actinomycetales Streptosporangiaceae Streptosporangium
Xeric Module #2 Bacteria denovo388212 3.542 0.424 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo22829 0.408 0.424 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo248279 0.483 0.423 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo42393 2.467 0.423 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Bacteria denovo52044 1.708 0.423 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo436572 2.575 0.423 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Fungi denovo64272 10.967 0.423 Ascomycota Dothideomycetes Botryosphaeriales Botryosphaeriaceae Botryosphaeria Botryosphaeria sp
Xeric Module #2 Fungi denovo2328 0.100 0.423 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo19288 7.800 0.423 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Ophiocordyceps Ophiocordyceps myrmecophila
Xeric Module #2 Bacteria denovo453041 2.508 0.423 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Xeric Module #2 Bacteria denovo234396 0.542 0.422 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo372662 0.133 0.422 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo34702 1.058 0.421 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusarium Fusarium sp NRRL 43726
Xeric Module #2 Bacteria denovo165166 0.358 0.421 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo10442 2.375 0.421 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Bacteria denovo121951 0.375 0.421 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo395451 0.208 0.421 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo232385 0.392 0.421 Gemmatimonadetes Gemm-5
Xeric Module #2 Fungi denovo4039 5.783 0.421 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo327050 0.192 0.421 Gemmatimonadetes Gemm-5
Xeric Module #2 Fungi denovo45370 6.583 0.421 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Bacteria denovo444494 0.108 0.421 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo1930 0.150 0.421 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo40217 2.700 0.420 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola
Xeric Module #2 Bacteria denovo85719 0.333 0.420 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo116941 1.908 0.420 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo357383 0.117 0.420 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo25630 0.183 0.420 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo2701 1.533 0.420 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Fungi denovo22800 0.442 0.420 Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Cryptococcus Cryptococcus oeirensis
Xeric Module #2 Bacteria denovo140231 0.275 0.420 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo66216 3.075 0.420 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo43835 0.458 0.420 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Bacteria denovo76465 2.008 0.420 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo505724 0.175 0.420 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo41098 5.050 0.420 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo21688 3.317 0.420 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo161913 0.375 0.419 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo69510 0.500 0.419 Basidiomycota Agaricomycetes Agaricales Agaricaceae Mycenastrum Mycenastrum corium
Xeric Module #2 Bacteria denovo317360 1.033 0.419 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo453819 1.917 0.419 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo76523 8.017 0.419 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo415563 0.750 0.419 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Gemmatimonadaceae Gemmatimonas
Xeric Module #2 Bacteria denovo372814 1.325 0.419 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo227380 0.217 0.419 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo42022 0.358 0.419 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo65503 0.267 0.419 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo475578 0.400 0.419 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo285297 0.283 0.419 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo229728 7.933 0.419 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo453144 0.358 0.418 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo13516 0.800 0.418 Ascomycota Sordariomycetes Diaporthales Diaporthaceae Diaporthe Diaporthe ambigua
Xeric Module #2 Fungi denovo44979 0.333 0.418 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo501061 0.150 0.418 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo369963 1.008 0.418 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo67422 21.417 0.418 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma byssisedum
Xeric Module #2 Bacteria denovo483081 0.867 0.418 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo341633 0.375 0.418 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo56078 0.350 0.417 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo257583 0.333 0.417 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo396659 2.242 0.417 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo305697 0.233 0.417 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo213025 0.175 0.416 Acidobacteria [Chloracidobacteria] DS-100
Xeric Module #2 Bacteria denovo380297 0.692 0.416 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo164205 0.492 0.416 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo498206 0.567 0.416 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo470151 0.250 0.416 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo148266 0.200 0.416 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo353584 0.192 0.415 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo288796 0.658 0.415 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo53438 2.150 0.415 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Ophiocordyceps Ophiocordyceps myrmecophila
Xeric Module #2 Bacteria denovo333912 0.442 0.415 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo330559 0.100 0.415 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo68126 1.025 0.415 Ascomycota Dothideomycetes Botryosphaeriales Incertae sedis Camarosporium Camarosporium sp
Xeric Module #2 Bacteria denovo392102 0.217 0.415 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo49537 6.517 0.415 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella epigama
Xeric Module #2 Bacteria denovo49800 0.225 0.415 Unassigned
Xeric Module #2 Bacteria denovo408374 0.183 0.414 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo293682 1.225 0.414 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo49757 1.617 0.414 Ascomycota Sordariomycetes Xylariales Incertae sedis Monosporascus Monosporascus ibericus
Xeric Module #2 Bacteria denovo195917 0.867 0.414 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo451094 0.708 0.414 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo6419 1.825 0.414 Chytridiomycota Monoblepharidomycetes unidentified unidentified unidentified Monoblepharidomycetes sp
Xeric Module #2 Bacteria denovo151776 0.425 0.414 Chloroflexi [Thermobacula] [Thermobaculales] [Thermobaculaceae] Thermobaculum
Xeric Module #2 Bacteria denovo284994 0.425 0.413 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo339414 0.392 0.413 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo510049 0.550 0.413 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo424880 0.308 0.413 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo297896 0.500 0.413 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo34121 0.283 0.413 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Fungi denovo41835 2.817 0.413 Ascomycota Eurotiomycetes Onygenales Onygenaceae Amauroascus Amauroascus oblatus
Xeric Module #2 Bacteria denovo175368 0.817 0.413 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo501629 0.617 0.412 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo67302 0.350 0.412 Ascomycota Sordariomycetes Incertae sedis Incertae sedis Papulaspora Papulaspora sp Kw207/12
Xeric Module #2 Bacteria denovo217138 6.500 0.412 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo14119 0.550 0.412 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo41976 0.292 0.412 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo409208 3.217 0.411 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo375011 0.425 0.411 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo313023 5.483 0.411 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo293369 0.475 0.411 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides
Xeric Module #2 Fungi denovo43817 10.083 0.411 Ascomycota Dothideomycetes Pleosporales Testudinaceae Lepidosphaeria Lepidosphaeria nicotiae
Xeric Module #2 Bacteria denovo355733 0.333 0.411 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Fungi denovo53957 0.883 0.411 Ascomycota Eurotiomycetes Pyrenulales Massariaceae Massaria Massaria conspurcata
Xeric Module #2 Bacteria denovo160832 0.158 0.411 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo268885 1.350 0.410 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo3915 0.825 0.410 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo446851 9.025 0.410 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo196919 0.658 0.410 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo136391 0.192 0.410 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo342931 0.667 0.410 Chloroflexi Chloroflexi Chloroflexales FFCH7168
Xeric Module #2 Bacteria denovo455079 0.342 0.409 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo70740 0.192 0.409 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo178473 0.117 0.409 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Bacteria denovo100836 0.542 0.409 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo256740 0.467 0.409 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo171459 0.233 0.409 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo284528 0.133 0.409 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo34898 2.017 0.409 Gemmatimonadetes Gemm-1
Xeric Module #2 Bacteria denovo288750 0.400 0.409 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo11716 0.417 0.409 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo283736 0.225 0.409 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo262731 0.642 0.409 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo206017 0.217 0.409 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo197424 0.567 0.408 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Xeric Module #2 Bacteria denovo310701 0.158 0.408 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo238393 0.267 0.408 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo53045 6.233 0.408 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo475217 0.167 0.408 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo5670 0.225 0.408 Unassigned
Xeric Module #2 Bacteria denovo318655 0.333 0.408 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Rhodovibrio
Xeric Module #2 Bacteria denovo363756 0.142 0.407 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo61714 0.842 0.407 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo427682 0.317 0.407 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo18592 1.408 0.407 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo75529 0.450 0.407 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo84048 0.358 0.407 Firmicutes Bacilli Bacillales Paenibacillaceae Ammoniphilus
Xeric Module #2 Fungi denovo49165 0.583 0.407 Basidiomycota Tremellomycetes Tremellales Incertae sedis Dioszegia Dioszegia takashimae
Xeric Module #2 Bacteria denovo335590 0.275 0.407 Unassigned
Xeric Module #2 Bacteria denovo366741 0.358 0.407 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo132309 1.092 0.406 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo159485 0.433 0.406 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Fungi denovo22208 0.575 0.406 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo455493 8.142 0.406 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo277862 0.158 0.406 Actinobacteria Nitriliruptoria Euzebyales Euzebyaceae Euzebya
Xeric Module #2 Bacteria denovo497053 0.467 0.406 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo418201 0.367 0.406 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo198910 0.308 0.406 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo158689 0.258 0.406 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo506694 1.625 0.405 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo6272 0.325 0.405 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo198134 0.917 0.405 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo427434 0.450 0.405 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo6521 0.292 0.405 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo224717 0.192 0.405 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo343104 5.433 0.404 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Aeromicrobium
Xeric Module #2 Bacteria denovo384080 0.300 0.404 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo343534 1.133 0.404 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo494648 0.358 0.404 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo179469 0.625 0.404 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo91891 2.258 0.404 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo142709 1.883 0.404 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Bacteria denovo146184 1.008 0.404 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Fungi denovo64332 0.833 0.404 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma brumale
Xeric Module #2 Fungi denovo2224 19.767 0.403 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Pyrenochaetopsis Pyrenochaetopsis microspora
Xeric Module #2 Bacteria denovo89514 0.117 0.403 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo41385 1.258 0.403 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo78636 0.508 0.403 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo359925 0.675 0.403 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Rhodocytophaga
Xeric Module #2 Fungi denovo26680 0.150 0.403 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo54323 0.367 0.403 Chytridiomycota Chytridiomycetes Olpidiales Olpidiaceae Olpidium Olpidium brassicae
Xeric Module #2 Fungi denovo63261 0.242 0.403 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo119630 0.317 0.403 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo309705 0.783 0.403 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae Chelatococcus
Xeric Module #2 Bacteria denovo304754 0.342 0.403 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo19214 2.633 0.402 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo481034 0.358 0.402 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo157214 0.525 0.402 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo58285 0.425 0.401 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo358198 0.192 0.401 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo23597 4.875 0.401 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp
Xeric Module #2 Bacteria denovo497970 0.917 0.401 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo73326 1.292 0.401 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo289905 0.200 0.401 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Xeric Module #2 Bacteria denovo106669 0.175 0.401 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo260425 0.250 0.400 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo150412 1.050 0.400 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo381476 0.658 0.400 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo318170 0.117 0.400 Chloroflexi Anaerolineae Caldilineales Caldilineaceae Caldilinea
Xeric Module #2 Fungi denovo61119 38.842 0.400 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo85960 0.233 0.400 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo19940 1.508 0.400 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Paecilomyces Paecilomyces marquandii
Xeric Module #2 Bacteria denovo365805 0.400 0.400 Actinobacteria Actinobacteria Actinomycetales Kineosporiaceae Kineococcus
Xeric Module #2 Bacteria denovo16965 0.867 0.399 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo32698 0.183 0.399 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo397118 0.375 0.399 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo17863 32.350 0.399 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cercophora Cercophora sp
Xeric Module #2 Bacteria denovo183961 0.158 0.399 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo28553 0.167 0.399 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo327356 1.000 0.399 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo72562 3.708 0.399 Ascomycota Dothideomycetes Pleosporales Montagnulaceae Paraconiothyrium Paraconiothyrium sp LVPEIH4323_11
Xeric Module #2 Bacteria denovo126074 0.225 0.399 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo389012 0.483 0.399 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo229439 1.842 0.399 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo9573 8.217 0.398 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo110209 0.725 0.398 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo387365 4.058 0.398 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo4147 0.700 0.398 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo7563 0.258 0.398 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo214515 0.225 0.398 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo256151 0.200 0.398 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo201674 0.767 0.397 Chloroflexi C0119
Xeric Module #2 Bacteria denovo219068 0.208 0.397 Actinobacteria MB-A2-108
Xeric Module #2 Fungi denovo20898 0.450 0.397 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo8567 1.525 0.397 Ascomycota Eurotiomycetes Onygenales unidentified unidentified Onygenales sp
Xeric Module #2 Fungi denovo21086 1.642 0.397 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo165961 0.117 0.397 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo63102 0.592 0.397 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo12378 11.117 0.397 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo509894 1.533 0.397 Planctomycetes Phycisphaerae WD2101



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo107300 0.533 0.396 Chloroflexi S085
Xeric Module #2 Bacteria denovo416025 0.617 0.396 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo450438 0.392 0.396 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo288793 5.817 0.396 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo225618 0.292 0.396 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo256887 0.375 0.396 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo55484 0.225 0.396 Basidiomycota Wallemiomycetes unidentified unidentified unidentified Wallemiomycetes sp
Xeric Module #2 Bacteria denovo495660 0.125 0.396 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo323515 0.700 0.395 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium ochraceum
Xeric Module #2 Fungi denovo16235 1.125 0.395 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo320743 8.475 0.395 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo411359 0.417 0.395 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo305519 1.875 0.395 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo99888 1.400 0.395 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo322435 1.475 0.394 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo355684 0.158 0.394 [Thermi] Deinococci Deinococcales Trueperaceae
Xeric Module #2 Bacteria denovo257714 2.325 0.394 Cyanobacteria Chloroplast Chlorophyta
Xeric Module #2 Bacteria denovo172391 0.150 0.394 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo69066 0.275 0.394 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo227244 0.708 0.394 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo209501 0.375 0.394 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo49463 3.258 0.394 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Fungi denovo25631 0.142 0.393 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Xeric Module #2 Fungi denovo47847 0.258 0.393 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo141673 0.208 0.393 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo272089 0.400 0.393 Proteobacteria Betaproteobacteria SC-I-84
Xeric Module #2 Fungi denovo12006 0.492 0.393 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum campestre
Xeric Module #2 Bacteria denovo220649 0.150 0.393 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo23464 22.658 0.393 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cercophora Cercophora sp
Xeric Module #2 Bacteria denovo157527 0.175 0.392 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo487229 0.108 0.392 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo64349 1.900 0.392 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo50022 0.167 0.392 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus meristosporus
Xeric Module #2 Fungi denovo26313 2.042 0.392 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo318357 0.775 0.392 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo455052 1.417 0.391 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Actinoplanes
Xeric Module #2 Bacteria denovo265312 0.117 0.391 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo328993 0.400 0.391 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Xeric Module #2 Fungi denovo8492 0.675 0.391 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo51235 0.150 0.391 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo89391 0.192 0.391 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo50284 10.908 0.391 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo231456 1.158 0.390 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo5620 2.250 0.390 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Fungi denovo36126 0.408 0.390 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo480696 1.925 0.390 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo216180 2.017 0.390 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Xeric Module #2 Fungi denovo1210 0.308 0.390 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus devoniensis
Xeric Module #2 Fungi denovo51790 1.392 0.390 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo446282 0.717 0.390 Chloroflexi C0119
Xeric Module #2 Bacteria denovo275409 0.308 0.389 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo21682 0.200 0.389 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo38388 0.433 0.389 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Bacteria denovo235946 0.142 0.389 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo103758 0.108 0.389 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Fungi denovo44515 8.442 0.389 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo467207 0.167 0.389 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Fungi denovo66201 0.167 0.389 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo74825 0.625 0.389 Ascomycota Eurotiomycetes Onygenales unidentified unidentified Onygenales sp
Xeric Module #2 Bacteria denovo144834 0.292 0.389 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo426730 0.833 0.389 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo45744 0.800 0.388 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo311138 0.367 0.388 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo428537 0.492 0.388 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo99473 1.750 0.388 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo418603 0.092 0.388 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Fungi denovo57800 0.275 0.388 unidentified unidentified unidentified unidentified unidentified fungal sp SL_57
Xeric Module #2 Fungi denovo19695 1.092 0.388 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron sp UAMH 10258
Xeric Module #2 Bacteria denovo490638 0.150 0.387 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo88588 0.158 0.387 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo200219 0.242 0.387 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo265395 0.392 0.387 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo503645 0.117 0.387 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo32228 0.608 0.386 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo360248 0.125 0.386 Gemmatimonadetes
Xeric Module #2 Bacteria denovo420452 0.117 0.386 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo74700 2.458 0.386 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo413626 0.942 0.386 Chloroflexi C0119
Xeric Module #2 Bacteria denovo157083 3.092 0.386 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo30536 1.100 0.386 Ascomycota Eurotiomycetes Pyrenulales Pyrenulaceae Pyrenula Pyrenula mamillana
Xeric Module #2 Bacteria denovo4327 0.300 0.386 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo469920 0.158 0.386 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo26932 2.533 0.386 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo17242 4.258 0.386 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo412100 0.750 0.386 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo442665 0.292 0.386 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Bacteria denovo501572 0.208 0.386 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo49253 0.808 0.386 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo283362 1.058 0.386 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae
Xeric Module #2 Bacteria denovo496768 0.450 0.385 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo47019 1.442 0.385 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo261447 0.250 0.385 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo32045 0.217 0.385 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo505828 0.383 0.385 Chloroflexi
Xeric Module #2 Bacteria denovo78283 0.100 0.385 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo151235 6.808 0.385 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo319083 0.375 0.385 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo41222 0.850 0.385 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo237241 0.267 0.385 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo12736 0.758 0.385 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Bacteria denovo226206 1.917 0.385 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo53506 4.033 0.384 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo272126 1.775 0.384 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo190594 1.458 0.384 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Actinomycetospora
Xeric Module #2 Bacteria denovo24219 4.225 0.384 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Fungi denovo7066 2.600 0.384 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Sclerostagonospora Sclerostagonospora phragmiticola
Xeric Module #2 Bacteria denovo336686 1.592 0.383 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo15543 0.192 0.383 Acidobacteria [Chloracidobacteria] PK29
Xeric Module #2 Bacteria denovo489917 0.375 0.383 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo308669 0.108 0.383 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo39636 0.417 0.383 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo181315 0.350 0.383 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo102811 0.117 0.383 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo1553 1.100 0.383 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo470627 0.925 0.382 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo159611 0.858 0.382 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo149778 0.450 0.382 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo297995 0.200 0.382 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo449479 0.217 0.382 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo421098 0.542 0.382 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Fungi denovo30524 19.533 0.382 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Coniochaeta Coniochaeta canina
Xeric Module #2 Bacteria denovo371637 4.133 0.382 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo46293 0.108 0.381 Actinobacteria MB-A2-108
Xeric Module #2 Fungi denovo68827 1.725 0.381 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo304565 0.625 0.381 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo485594 0.342 0.381 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo178572 0.308 0.381 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Fungi denovo26532 1.967 0.381 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo505389 0.650 0.381 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo441904 0.300 0.380 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Fungi denovo63291 0.800 0.380 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo119542 21.383 0.380 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo282739 0.067 0.380 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Fungi denovo59543 0.817 0.380 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo96088 0.108 0.380 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo355849 0.133 0.380 Chloroflexi TK10
Xeric Module #2 Bacteria denovo462081 0.217 0.380 Actinobacteria Actinobacteria Actinomycetales Promicromonosporaceae Xylanimicrobium
Xeric Module #2 Fungi denovo55821 0.083 0.380 No blast hit
Xeric Module #2 Bacteria denovo409227 0.158 0.380 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo257048 0.125 0.380 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo97900 0.108 0.380 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo2721 1.350 0.380 Basidiomycota Agaricomycetes Agaricales Bolbitiaceae Conocybe Conocybe brachypodii
Xeric Module #2 Fungi denovo67410 0.142 0.380 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma fimbriatum
Xeric Module #2 Bacteria denovo111212 1.067 0.380 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo141164 2.267 0.380 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia halophobica
Xeric Module #2 Bacteria denovo181508 0.192 0.379 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo72600 0.292 0.379 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium hirsutum
Xeric Module #2 Fungi denovo63211 0.250 0.379 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella camargensis
Xeric Module #2 Bacteria denovo405137 0.317 0.379 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo309542 0.358 0.379 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo431060 0.225 0.379 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo406112 0.275 0.379 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo64597 1.467 0.379 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo42435 0.583 0.379 unidentified unidentified unidentified unidentified unidentified fungal sp TRN436
Xeric Module #2 Bacteria denovo27577 1.017 0.379 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo389129 8.783 0.379 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo461817 0.175 0.379 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo89658 1.000 0.379 Unassigned
Xeric Module #2 Bacteria denovo177987 0.167 0.379 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo388875 0.242 0.378 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo106181 0.333 0.378 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo31836 0.317 0.378 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma sp KH_2011b
Xeric Module #2 Bacteria denovo411592 0.125 0.378 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo353948 0.417 0.378 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo183406 0.217 0.378 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo5052 1.433 0.378 Ascomycota Sordariomycetes Hypocreales Bionectriaceae Clonostachys Clonostachys rosea f. catenulata
Xeric Module #2 Fungi denovo60768 1.433 0.378 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum kotlabae
Xeric Module #2 Bacteria denovo47116 0.317 0.377 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo46924 6.192 0.377 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo72023 6.350 0.377 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo484534 0.317 0.377 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Xeric Module #2 Bacteria denovo378961 0.233 0.377 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo70254 0.250 0.377 Gemmatimonadetes Gemmatimonadetes Ellin5290
Xeric Module #2 Bacteria denovo10645 0.358 0.377 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo432518 0.667 0.377 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo489965 4.558 0.377 Armatimonadetes OPB50
Xeric Module #2 Fungi denovo40123 0.767 0.377 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo357353 0.658 0.376 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo205684 1.717 0.376 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Bacteria denovo468144 0.417 0.376 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo261335 0.450 0.376 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
Xeric Module #2 Bacteria denovo49305 0.500 0.376 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo921 1.792 0.376 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Xeric Module #2 Bacteria denovo67183 0.125 0.376 Unassigned
Xeric Module #2 Bacteria denovo392640 0.750 0.376 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo65171 0.450 0.376 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo298522 0.450 0.376 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo197387 0.333 0.376 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo340555 0.550 0.376 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo142725 0.225 0.375 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo424669 1.242 0.375 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo16463 10.417 0.375 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Xeric Module #2 Bacteria denovo277832 2.458 0.375 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides
Xeric Module #2 Bacteria denovo192605 54.408 0.375 Actinobacteria Actinobacteria Actinomycetales Kineosporiaceae
Xeric Module #2 Bacteria denovo463148 0.600 0.375 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo509912 1.125 0.375 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo321388 3.817 0.375 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo9403 0.375 0.375 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo459027 1.567 0.375 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo64288 1.408 0.375 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium dichromosporum
Xeric Module #2 Fungi denovo42725 1.725 0.374 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo77008 0.475 0.374 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo391320 0.192 0.374 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo436518 0.083 0.374 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo42497 0.458 0.374 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo14 1.233 0.374 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp MSX 47445
Xeric Module #2 Bacteria denovo455195 0.133 0.374 Unassigned
Xeric Module #2 Bacteria denovo449441 0.283 0.374 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo464207 0.308 0.374 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo461718 0.333 0.373 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo42754 0.217 0.373 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo71145 0.358 0.373 Actinobacteria MB-A2-108 0319-7L14



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo506396 0.392 0.373 Gemmatimonadetes Gemm-1
Xeric Module #2 Bacteria denovo76163 0.367 0.373 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo371846 0.133 0.373 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo33000 0.333 0.373 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo248635 0.275 0.373 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo69496 0.542 0.373 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo262732 0.192 0.373 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo238770 0.342 0.373 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo5473 2.408 0.372 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo65994 0.125 0.372 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo464990 0.225 0.372 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo76643 0.133 0.372 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo366512 0.342 0.372 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo413466 0.225 0.372 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Fungi denovo25264 1.742 0.371 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo136606 0.200 0.371 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo262085 0.367 0.371 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo45622 8.492 0.371 Basidiomycota Microbotryomycetes Microbotryales Microbotryaceae Sphacelotheca Sphacelotheca cf koordersiana JAG 55
Xeric Module #2 Fungi denovo32883 0.167 0.371 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp
Xeric Module #2 Fungi denovo22068 0.433 0.371 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp CHTAM23
Xeric Module #2 Bacteria denovo510297 0.358 0.371 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo22024 0.150 0.371 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo252191 0.325 0.371 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo416189 0.133 0.371 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo142693 0.125 0.371 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo357184 0.100 0.371 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo181426 1.508 0.371 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo310873 0.083 0.371 Chloroflexi C0119
Xeric Module #2 Bacteria denovo75952 0.308 0.370 Cyanobacteria Nostocophycideae Nostocales Nostocaceae
Xeric Module #2 Bacteria denovo253412 0.117 0.370 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo288073 0.133 0.370 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus obscurus
Xeric Module #2 Bacteria denovo425131 0.342 0.370 Chloroflexi C0119
Xeric Module #2 Bacteria denovo380728 0.117 0.370 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo291654 0.258 0.370 Chloroflexi C0119
Xeric Module #2 Bacteria denovo462075 0.808 0.370 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo43011 5.325 0.370 Ascomycota Incertae sedis Incertae sedis Incertae sedis Wojnowicia Wojnowicia viburni
Xeric Module #2 Fungi denovo36621 0.850 0.370 Ascomycota Eurotiomycetes Onygenales Onygenaceae unidentified Onygenaceae sp
Xeric Module #2 Bacteria denovo495522 1.475 0.370 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo42933 1.225 0.369 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Coprinellus Coprinellus micaceus
Xeric Module #2 Bacteria denovo260265 0.125 0.369 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo433756 0.850 0.369 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo119511 0.375 0.369 Chloroflexi S085
Xeric Module #2 Bacteria denovo165410 0.117 0.369 Actinobacteria Thermoleophilia Gaiellales
Xeric Module #2 Bacteria denovo62721 1.508 0.369 Actinobacteria Actinobacteria Actinomycetales Promicromonosporaceae Xylanimicrobium
Xeric Module #2 Bacteria denovo193127 1.283 0.369 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo249376 0.258 0.369 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo17754 3.183 0.369 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo18330 0.125 0.369 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo480243 0.150 0.368 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo320766 1.025 0.368 Chloroflexi TK17
Xeric Module #2 Fungi denovo59860 0.850 0.368 Chytridiomycota Monoblepharidomycetes unidentified unidentified unidentified Monoblepharidomycetes sp
Xeric Module #2 Bacteria denovo106554 0.292 0.368 Chloroflexi TK10
Xeric Module #2 Bacteria denovo327095 0.192 0.368 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo27907 0.283 0.368 Ascomycota Dothideomycetes Pleosporales Incertae sedis Dictyosporium Dictyosporium toruloides
Xeric Module #2 Fungi denovo47684 0.308 0.368 Basidiomycota Agaricostilbomycetes unidentified unidentified unidentified uncultured Agaricostilbomycetidae
Xeric Module #2 Bacteria denovo465631 0.508 0.368 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae Haliangium
Xeric Module #2 Bacteria denovo168569 1.450 0.368 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo336952 0.125 0.368 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo20818 1.108 0.368 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp BI20
Xeric Module #2 Bacteria denovo321194 0.458 0.368 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo348059 0.658 0.367 Proteobacteria Betaproteobacteria
Xeric Module #2 Fungi denovo29891 1.525 0.367 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Xeric Module #2 Bacteria denovo445666 0.475 0.367 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo44532 1.425 0.367 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo43196 1.783 0.367 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo258282 0.217 0.367 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo68338 0.317 0.367 Cyanobacteria Nostocophycideae Nostocales Nostocaceae Nostoc
Xeric Module #2 Fungi denovo13734 0.183 0.367 Basidiomycota Agaricostilbomycetes Agaricostilbales Chionosphaeraceae Kurtzmanomyces Kurtzmanomyces sp CBS 12707
Xeric Module #2 Bacteria denovo325338 0.308 0.367 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Microbispora rosea
Xeric Module #2 Bacteria denovo240995 0.183 0.366 FBP
Xeric Module #2 Bacteria denovo125308 0.183 0.366 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo136197 0.267 0.366 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo27457 0.225 0.366 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo410397 0.367 0.366 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo495318 1.150 0.366 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo402926 0.433 0.366 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo306302 1.325 0.366 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium ochraceum
Xeric Module #2 Bacteria denovo4949 0.742 0.366 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo35480 0.292 0.366 Ascomycota Leotiomycetes Helotiales Incertae sedis Dactylaria Dactylaria ampulliformis
Xeric Module #2 Fungi denovo3512 2.850 0.365 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified uncultured Nectriaceae
Xeric Module #2 Bacteria denovo147766 0.467 0.365 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo380287 0.158 0.365 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo460777 0.683 0.365 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo49718 19.633 0.365 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo433429 1.342 0.365 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo262530 6.292 0.365 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo237583 0.683 0.365 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo498539 0.758 0.365 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo71937 1.058 0.365 Chytridiomycota Chytridiomycetes Olpidiales Olpidiaceae Olpidium Olpidium brassicae
Xeric Module #2 Bacteria denovo382283 2.033 0.364 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Dactylosporangium
Xeric Module #2 Bacteria denovo234349 0.192 0.364 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo316301 0.067 0.364 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo55677 0.092 0.364 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo274712 2.000 0.364 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo462479 0.108 0.364 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo504907 0.158 0.364 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo309305 0.342 0.364 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo64387 0.083 0.364 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo282914 0.317 0.364 Cyanobacteria
Xeric Module #2 Bacteria denovo409770 0.817 0.364 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo470732 0.408 0.364 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo92931 1.258 0.364 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo155833 0.075 0.364 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo473443 0.775 0.364 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo395989 0.450 0.364 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo69894 0.208 0.364 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo16673 5.025 0.364 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo203319 0.442 0.364 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo149596 0.308 0.364 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo33107 1.908 0.364 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo17501 0.083 0.363 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Dactylosporangium
Xeric Module #2 Fungi denovo14054 1.125 0.363 Ascomycota Sordariomycetes Incertae sedis Plectosphaerellaceae Lectera Lectera longa
Xeric Module #2 Bacteria denovo449944 0.625 0.363 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Bacteria denovo25941 0.592 0.363 Actinobacteria Actinobacteria Actinomycetales Glycomycetaceae Glycomyces
Xeric Module #2 Bacteria denovo212788 0.400 0.363 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo467119 0.242 0.363 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo25186 5.867 0.363 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo422629 0.275 0.363 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo500994 0.192 0.363 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Xeric Module #2 Bacteria denovo505307 0.442 0.363 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo492502 0.583 0.363 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo16636 2.317 0.363 unidentified unidentified unidentified unidentified unidentified fungal sp TRN436
Xeric Module #2 Bacteria denovo179635 0.125 0.363 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo4280 0.192 0.362 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo29061 0.783 0.362 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo385299 0.442 0.362 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo398026 0.525 0.362 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Roseococcus
Xeric Module #2 Bacteria denovo415361 2.625 0.362 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo33707 0.483 0.362 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces kniepii
Xeric Module #2 Bacteria denovo223797 0.667 0.362 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo242964 0.150 0.362 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo324795 0.067 0.361 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo275065 0.333 0.361 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae
Xeric Module #2 Fungi denovo28762 1.108 0.361 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo41503 0.150 0.361 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo46480 0.258 0.361 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo10348 12.067 0.361 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo398984 0.283 0.361 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo3053 0.358 0.361 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo417441 0.175 0.361 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo284724 1.658 0.360 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo148288 0.175 0.360 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo91427 0.400 0.360 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo36893 0.900 0.360 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Fungi denovo22533 6.525 0.360 Ascomycota Dothideomycetes Pleosporales Montagnulaceae unidentified Montagnulaceae sp
Xeric Module #2 Bacteria denovo143261 1.458 0.360 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo451048 0.158 0.360 Chloroflexi C0119
Xeric Module #2 Bacteria denovo437005 0.075 0.360 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo118457 0.733 0.360 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo137562 0.483 0.360 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo275713 2.133 0.360 Chloroflexi Thermomicrobia Ellin6537
Xeric Module #2 Bacteria denovo19477 0.400 0.360 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo106220 0.417 0.360 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo62984 1.850 0.359 Zygomycota Incertae sedis Mucorales Rhizopodaceae Rhizopus Rhizopus microsporus var. oligosporus
Xeric Module #2 Fungi denovo58730 19.508 0.359 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo23047 1.300 0.359 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Fungi denovo64268 0.150 0.359 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Leptosphaeria Leptosphaeria bellynckii
Xeric Module #2 Bacteria denovo70709 0.992 0.359 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo62383 0.933 0.359 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Beauveria Beauveria felina
Xeric Module #2 Fungi denovo38799 0.083 0.359 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp JP44MY27
Xeric Module #2 Bacteria denovo488099 0.067 0.359 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo451230 0.117 0.359 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo171082 0.100 0.359 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo210940 0.100 0.359 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo258069 0.083 0.359 Unassigned
Xeric Module #2 Fungi denovo53352 0.125 0.358 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo310749 0.117 0.358 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo470520 0.117 0.358 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo135026 0.092 0.358 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo499158 0.092 0.358 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo31222 0.317 0.358 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo11236 0.433 0.358 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Fungi denovo6991 0.200 0.358 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp MA 4950
Xeric Module #2 Fungi denovo1819 0.175 0.358 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo66045 3.850 0.358 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo30270 0.542 0.358 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo19367 0.408 0.358 Ascomycota Leotiomycetes Rhytismatales Rhytismataceae Lophodermium Lophodermium implicatum
Xeric Module #2 Fungi denovo58583 0.650 0.358 Ascomycota Sordariomycetes Xylariales Incertae sedis Monosporascus Monosporascus ibericus
Xeric Module #2 Bacteria denovo311668 0.517 0.358 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Bacteria denovo415721 0.950 0.358 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo34821 0.333 0.358 Proteobacteria Gammaproteobacteria Alteromonadales 211ds20
Xeric Module #2 Fungi denovo74557 0.617 0.358 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp EA
Xeric Module #2 Bacteria denovo279289 1.992 0.358 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo14796 0.267 0.358 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo48393 1.525 0.358 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo271804 4.608 0.358 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo11446 0.167 0.358 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo410849 0.117 0.357 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo375945 6.958 0.357 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Bacteria denovo130956 0.550 0.357 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo66690 13.625 0.357 Ascomycota Pezizomycetes Pezizales Ascobolaceae Ascobolus Ascobolus sp
Xeric Module #2 Bacteria denovo436561 0.642 0.357 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo349564 1.025 0.357 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo89383 0.633 0.357 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo74293 17.367 0.357 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo329773 0.158 0.357 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo355224 0.700 0.357 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo304931 0.308 0.357 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo57252 3.292 0.356 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Virgisporangium
Xeric Module #2 Bacteria denovo97631 0.733 0.356 Actinobacteria Nitriliruptoria Euzebyales Euzebyaceae Euzebya
Xeric Module #2 Bacteria denovo22192 0.175 0.356 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Fungi denovo65210 0.342 0.356 Ascomycota Dothideomycetes unidentified unidentified unidentified uncultured Dothideomycetes
Xeric Module #2 Bacteria denovo172779 0.167 0.356 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo31916 0.325 0.356 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo14858 0.983 0.356 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Xeric Module #2 Fungi denovo15797 1.192 0.356 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Spiromastix Spiromastix sp VN9_2_2
Xeric Module #2 Bacteria denovo94281 0.533 0.356 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo172708 0.392 0.356 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo30237 0.267 0.356 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo7734 0.175 0.356 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Fungi denovo2818 3.133 0.356 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Fungi denovo1390 1.475 0.356 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo20439 0.325 0.356 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo439810 0.100 0.355 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo52086 0.067 0.355 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo339406 0.525 0.355 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo460738 0.083 0.355 Nitrospirae Nitrospira Nitrospirales 0319-6A21
Xeric Module #2 Fungi denovo27496 12.692 0.355 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Bacteria denovo439263 0.183 0.355 Cyanobacteria Oscillatoriophycideae Chroococcales Xenococcaceae
Xeric Module #2 Fungi denovo11396 0.192 0.355 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo139317 0.492 0.355 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Fungi denovo14068 0.667 0.355 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Coniothyrium Coniothyrium nitidae
Xeric Module #2 Fungi denovo50939 9.458 0.355 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala sp
Xeric Module #2 Fungi denovo46450 0.450 0.355 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo423721 0.408 0.355 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo372161 0.167 0.355 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo494600 0.200 0.355 Chloroflexi Chloroflexi Chloroflexales FFCH7168
Xeric Module #2 Bacteria denovo461794 0.450 0.354 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Fungi denovo46238 8.167 0.354 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Paecilomyces Paecilomyces marquandii
Xeric Module #2 Bacteria denovo46331 0.433 0.354 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
Xeric Module #2 Fungi denovo46633 0.183 0.354 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Fungi denovo5999 1.783 0.354 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp
Xeric Module #2 Bacteria denovo213762 0.150 0.354 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo44928 0.483 0.354 Cyanobacteria Synechococcophycideae Pseudanabaenales Pseudanabaenaceae Leptolyngbya
Xeric Module #2 Bacteria denovo350422 0.167 0.354 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo145744 0.167 0.354 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo109100 0.375 0.353 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo308654 0.150 0.353 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo49256 0.150 0.353 Ascomycota Pezizomycetes Pezizales Sarcosomataceae Donadinia Donadinia lusitanica
Xeric Module #2 Fungi denovo10689 1.867 0.353 Ascomycota Lichinomycetes Lichinales Lichinaceae Lempholemma Lempholemma polyanthes
Xeric Module #2 Bacteria denovo22515 8.217 0.353 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo71691 1.683 0.353 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Bacteria denovo44863 0.142 0.353 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo66664 0.467 0.353 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia polymorpha
Xeric Module #2 Bacteria denovo175939 1.367 0.353 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo282677 1.167 0.352 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo26996 0.283 0.352 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo470199 0.292 0.352 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo310178 0.758 0.352 Chloroflexi Gitt-GS-136
Xeric Module #2 Fungi denovo47305 3.775 0.352 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Trichosporon Trichosporon guehoae
Xeric Module #2 Bacteria denovo114898 1.683 0.352 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo50449 0.142 0.352 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo421028 0.108 0.351 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Luteimonas
Xeric Module #2 Bacteria denovo57372 0.408 0.351 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo65857 4.708 0.351 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo454603 0.517 0.351 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo40141 5.858 0.351 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces westraliensis
Xeric Module #2 Bacteria denovo85615 0.200 0.351 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo485717 0.217 0.351 Chloroflexi Anaerolineae envOPS12
Xeric Module #2 Fungi denovo62369 0.325 0.351 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo306754 0.433 0.350 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo410222 0.100 0.350 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo53872 0.358 0.350 Proteobacteria Betaproteobacteria Nitrosomonadales Nitrosomonadaceae
Xeric Module #2 Bacteria denovo306724 0.217 0.350 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Actinomycetospora
Xeric Module #2 Bacteria denovo223353 0.275 0.350 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Fungi denovo68495 0.825 0.350 Ascomycota Sordariomycetes Hypocreales Incertae sedis Geosmithia Geosmithia sp
Xeric Module #2 Bacteria denovo507665 2.692 0.350 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo293394 0.833 0.350 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo38068 1.325 0.349 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo19955 0.300 0.349 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo303255 1.150 0.349 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo392498 0.342 0.349 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo65643 0.150 0.349 Glomeromycota Glomeromycetes unidentified unidentified unidentified Glomeromycetes sp
Xeric Module #2 Bacteria denovo155051 0.417 0.349 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo22759 3.167 0.349 Ascomycota Dothideomycetes Pleosporales Didymosphaeriaceae Didymosphaeria Didymosphaeria sp
Xeric Module #2 Bacteria denovo318990 0.575 0.349 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo45197 1.075 0.349 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo82939 0.142 0.349 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo218439 0.642 0.349 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo281992 0.183 0.349 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo146270 0.225 0.349 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo321245 0.483 0.349 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo40029 0.358 0.349 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp
Xeric Module #2 Bacteria denovo353344 0.050 0.349 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo320252 0.075 0.349 Actinobacteria MB-A2-108
Xeric Module #2 Fungi denovo63622 0.150 0.348 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo268530 0.492 0.348 Actinobacteria Actinobacteria Actinomycetales Sporichthyaceae
Xeric Module #2 Bacteria denovo184534 0.275 0.348 Chloroflexi Thermomicrobia
Xeric Module #2 Bacteria denovo430638 0.075 0.348 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo466496 0.092 0.348 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo98976 1.133 0.348 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo30281 2.575 0.348 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo10502 1.300 0.347 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Fungi denovo56909 3.333 0.347 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo228804 0.342 0.347 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo27416 1.725 0.347 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo8402 0.192 0.347 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo151568 0.292 0.347 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo262870 5.567 0.347 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo23904 5.075 0.347 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia minimoides
Xeric Module #2 Bacteria denovo353128 0.100 0.347 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo60207 1.650 0.347 Chytridiomycota Chytridiomycetes Chytridiales Chytridiaceae Phlyctochytrium Phlyctochytrium reinboldtiae
Xeric Module #2 Bacteria denovo197820 0.258 0.347 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo162852 0.125 0.347 Unassigned
Xeric Module #2 Bacteria denovo482422 0.092 0.347 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo61120 2.633 0.347 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora austrohemisphaerica
Xeric Module #2 Bacteria denovo136878 0.225 0.346 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo505775 0.858 0.346 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo311273 0.692 0.346 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo264750 2.933 0.346 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo407365 2.008 0.346 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo27020 0.175 0.346 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo118130 0.675 0.346 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo12125 0.150 0.346 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo10751 0.217 0.346 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo36855 0.492 0.346 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo70424 0.467 0.346 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo81133 0.425 0.346 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo137247 0.250 0.346 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Xeric Module #2 Bacteria denovo255223 0.133 0.346 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo111032 0.358 0.346 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo24272 0.083 0.346 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo170998 0.233 0.346 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo198423 0.067 0.346 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo85483 0.350 0.345 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo483655 0.208 0.345 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo250955 0.217 0.345 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo326979 0.400 0.345 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Bacteria denovo262605 0.233 0.345 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo36773 3.933 0.345 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Xeric Module #2 Bacteria denovo63236 0.433 0.345 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo450894 0.117 0.345 Unassigned
Xeric Module #2 Bacteria denovo492529 0.167 0.345 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo177812 0.283 0.345 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae JG37-AG-70
Xeric Module #2 Bacteria denovo351195 0.517 0.344 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Bacteria denovo253247 0.225 0.344 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo101749 0.342 0.344 Proteobacteria Betaproteobacteria Nitrosomonadales Nitrosomonadaceae Nitrosovibrio tenuis
Xeric Module #2 Bacteria denovo377776 0.300 0.344 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo70668 5.025 0.344 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala sp
Xeric Module #2 Bacteria denovo498609 0.125 0.344 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo237220 0.083 0.344 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo51858 0.392 0.344 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo419754 0.208 0.344 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo50779 0.800 0.344 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo180198 0.317 0.344 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo456592 0.225 0.344 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo163812 1.608 0.344 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Xeric Module #2 Fungi denovo41932 0.933 0.344 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo353452 3.125 0.344 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo4957 0.275 0.343 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo170400 0.225 0.343 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo326455 0.242 0.343 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo339187 0.392 0.343 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Bacteria denovo68515 0.408 0.343 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Fungi denovo74958 13.342 0.343 Ascomycota Pezizomycetes Pezizales Tuberaceae Dingleya Dingleya sp
Xeric Module #2 Bacteria denovo137450 0.075 0.343 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo31314 1.950 0.343 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides
Xeric Module #2 Bacteria denovo46899 0.367 0.343 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo339397 0.433 0.343 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo52684 0.825 0.343 Ascomycota Sordariomycetes Sordariales Incertae sedis Madurella Madurella fahalii
Xeric Module #2 Bacteria denovo480188 0.742 0.343 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo48788 2.342 0.342 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo34937 0.192 0.342 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo380306 0.642 0.342 Chloroflexi TK10 AKYG885 5B-12
Xeric Module #2 Bacteria denovo350649 0.167 0.342 Chloroflexi C0119
Xeric Module #2 Bacteria denovo99507 1.233 0.342 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo74409 0.308 0.342 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo54420 0.142 0.342 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Xeric Module #2 Fungi denovo20023 1.008 0.342 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo146371 0.150 0.342 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo334604 0.175 0.342 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo44622 0.250 0.342 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo32463 1.033 0.342 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Fungi denovo25315 1.550 0.342 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo181016 0.875 0.341 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Microcoleus
Xeric Module #2 Fungi denovo4978 3.692 0.341 Ascomycota Dothideomycetes Dothideales Dothioraceae Hormonema Hormonema sp
Xeric Module #2 Bacteria denovo105571 0.408 0.341 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo366798 0.158 0.341 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo20378 0.350 0.341 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo285434 1.017 0.341 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo179611 0.258 0.341 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Ramlibacter
Xeric Module #2 Bacteria denovo229069 0.150 0.341 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo727 0.350 0.341 Ascomycota Lichinomycetes Lichinales Peltulaceae Peltula Peltula auriculata
Xeric Module #2 Bacteria denovo333609 15.475 0.341 Chloroflexi TK10 B07_WMSP1 FFCH4570
Xeric Module #2 Fungi denovo14541 0.667 0.341 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo190825 0.425 0.340 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Azospirillum
Xeric Module #2 Bacteria denovo357799 0.150 0.340 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo109200 0.442 0.340 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo70197 1.725 0.340 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Bacteria denovo14038 4.308 0.340 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo288390 2.625 0.340 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo53381 0.067 0.340 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo371767 0.292 0.340 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo161825 0.258 0.340 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo340942 0.233 0.340 Chloroflexi
Xeric Module #2 Bacteria denovo431022 0.242 0.340 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Fungi denovo66960 2.092 0.340 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia typharum
Xeric Module #2 Bacteria denovo304283 0.950 0.339 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo12659 3.033 0.339 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo36528 0.450 0.339 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo1977 3.658 0.339 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Xeric Module #2 Bacteria denovo260967 0.158 0.339 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo75469 4.742 0.339 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo8070 0.275 0.339 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo801 0.200 0.339 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo462778 0.117 0.339 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo83650 0.900 0.339 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo183924 0.483 0.339 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo137725 0.058 0.339 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo150643 0.292 0.339 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo31733 0.317 0.339 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Fungi denovo46219 15.825 0.339 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Xeric Module #2 Bacteria denovo298922 0.142 0.339 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo133978 0.175 0.339 Chloroflexi
Xeric Module #2 Bacteria denovo40594 0.275 0.338 Chloroflexi C0119
Xeric Module #2 Bacteria denovo300498 0.058 0.338 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo91933 0.483 0.338 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo102121 0.175 0.338 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Fungi denovo63046 0.842 0.338 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo695 9.333 0.338 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp
Xeric Module #2 Bacteria denovo441463 0.550 0.338 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Azohydromonas
Xeric Module #2 Bacteria denovo131726 0.075 0.338 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Fungi denovo72021 0.192 0.338 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo398452 0.792 0.338 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo436297 0.117 0.338 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo30424 1.292 0.338 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta lycopersici
Xeric Module #2 Bacteria denovo210441 0.100 0.338 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo16356 0.167 0.338 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo308209 0.775 0.338 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo307441 0.350 0.337 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo251178 0.258 0.337 Chloroflexi S085
Xeric Module #2 Fungi denovo67401 3.317 0.337 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo47477 2.133 0.337 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis sp
Xeric Module #2 Fungi denovo16129 1.267 0.337 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Fungi denovo69721 0.517 0.337 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo60106 3.200 0.337 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo130173 0.492 0.337 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo410839 0.342 0.337 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo60496 0.342 0.337 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae Nitrospira
Xeric Module #2 Bacteria denovo330828 0.325 0.337 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Bacteria denovo213323 0.650 0.337 WS2 SHA-109
Xeric Module #2 Fungi denovo14241 50.850 0.336 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Humicola Humicola nigrescens
Xeric Module #2 Fungi denovo48132 1.025 0.336 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo381635 0.175 0.336 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo93226 0.350 0.336 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo226773 0.158 0.336 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo144991 0.142 0.336 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo428075 0.342 0.336 Bacteroidetes Sphingobacteriia Sphingobacteriales
Xeric Module #2 Fungi denovo75316 1.942 0.336 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo55 0.175 0.336 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo142450 0.233 0.336 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Fungi denovo59249 4.325 0.336 Ascomycota Dothideomycetes Botryosphaeriales unidentified unidentified Botryosphaeriales sp
Xeric Module #2 Bacteria denovo371810 1.258 0.336 Chloroflexi TK10 B07_WMSP1 FFCH4570
Xeric Module #2 Bacteria denovo462702 3.042 0.336 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo35551 0.367 0.336 Ascomycota Eurotiomycetes Onygenales Onygenaceae unidentified Onygenaceae sp
Xeric Module #2 Bacteria denovo12314 0.167 0.336 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo60033 0.950 0.336 Ascomycota Sordariomycetes Hypocreales Incertae sedis unidentified Hypocreales sp
Xeric Module #2 Fungi denovo19024 0.367 0.336 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola
Xeric Module #2 Bacteria denovo184248 0.350 0.335 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Bacteria denovo5417 0.125 0.335 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo13206 0.675 0.335 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp
Xeric Module #2 Bacteria denovo354316 0.442 0.335 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo149141 0.942 0.335 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Fungi denovo72075 6.417 0.335 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo341894 0.108 0.335 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo379790 0.400 0.335 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo352018 1.433 0.335 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo164389 2.483 0.335 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo351241 1.000 0.334 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo206226 0.717 0.334 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo97771 0.158 0.334 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Xeric Module #2 Bacteria denovo370700 5.050 0.334 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Fungi denovo31286 1.742 0.334 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Pyrenochaetopsis Pyrenochaetopsis sp
Xeric Module #2 Fungi denovo70492 0.075 0.334 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma macrostoma
Xeric Module #2 Bacteria denovo299355 0.617 0.334 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo301258 0.608 0.334 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo364952 0.283 0.334 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo279757 2.150 0.334 Unassigned
Xeric Module #2 Fungi denovo62677 1.292 0.334 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo169946 0.467 0.334 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Xeric Module #2 Bacteria denovo402936 0.200 0.334 Gemmatimonadetes Gemmatimonadetes C114
Xeric Module #2 Fungi denovo52432 7.167 0.334 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo289115 0.650 0.334 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo1987 0.333 0.333 Ascomycota Dothideomycetes Hysteriales Hysteriaceae Hysterium Hysterium pulicare
Xeric Module #2 Bacteria denovo46710 0.325 0.333 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo15785 0.542 0.333 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo224833 0.150 0.333 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo146038 0.492 0.333 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo267966 0.117 0.332 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo48555 7.708 0.332 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae Gymnoascoideus Gymnoascoideus sp 14PA14
Xeric Module #2 Bacteria denovo96370 0.158 0.332 Unassigned
Xeric Module #2 Bacteria denovo181546 0.142 0.332 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo9876 0.358 0.332 Basidiomycota Wallemiomycetes unidentified unidentified unidentified Wallemiomycetes sp
Xeric Module #2 Bacteria denovo165471 0.092 0.332 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo183109 1.625 0.332 Proteobacteria Betaproteobacteria MND1
Xeric Module #2 Bacteria denovo168595 0.183 0.332 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo401034 0.125 0.332 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo144996 0.217 0.332 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Bacteria denovo364844 0.508 0.332 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Fungi denovo68719 0.183 0.331 Basidiomycota Agaricomycetes Agaricales Agaricaceae Bovista Bovista tomentosa
Xeric Module #2 Bacteria denovo14747 0.517 0.331 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Fungi denovo75430 13.242 0.331 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo37438 0.892 0.331 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo44493 5.975 0.331 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo197323 0.333 0.331 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo22464 9.983 0.331 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo23865 6.908 0.331 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Bacteria denovo494776 0.175 0.331 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo72946 0.425 0.331 unidentified unidentified unidentified unidentified unidentified uncultured ectomycorrhizal fungus
Xeric Module #2 Fungi denovo56402 0.775 0.331 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum minimum
Xeric Module #2 Bacteria denovo136016 1.158 0.330 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo43402 1.117 0.330 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Fungi denovo59713 0.108 0.330 Ascomycota Sordariomycetes Hypocreales Ophiocordycipitaceae Ophiocordyceps Ophiocordyceps myrmecophila
Xeric Module #2 Bacteria denovo319341 0.625 0.330 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Paracoccus
Xeric Module #2 Bacteria denovo81372 0.200 0.330 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo27910 0.375 0.330 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo48302 0.775 0.330 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo85230 0.158 0.330 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo458883 2.942 0.330 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo378135 1.250 0.330 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo190875 0.308 0.330 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo302738 0.175 0.330 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo291511 0.200 0.330 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo74056 11.033 0.330 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo395223 0.517 0.329 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo371817 0.450 0.329 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo10213 0.150 0.329 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Sporobolomyces Sporobolomyces foliicola
Xeric Module #2 Bacteria denovo69451 0.292 0.329 Cyanobacteria Synechococcophycideae Pseudanabaenales Pseudanabaenaceae Leptolyngbya
Xeric Module #2 Bacteria denovo178890 0.300 0.329 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo63388 0.258 0.329 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo474053 1.450 0.329 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo22541 0.200 0.329 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo234199 0.083 0.329 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo29222 0.167 0.329 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo11614 1.108 0.329 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo161386 1.467 0.329 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo52579 2.150 0.329 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo30847 0.692 0.329 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo148874 0.167 0.329 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo356121 1.792 0.328 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo260543 0.133 0.328 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Xeric Module #2 Bacteria denovo198525 2.458 0.328 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Fungi denovo9448 0.592 0.328 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo398203 0.208 0.328 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Fungi denovo7542 0.958 0.328 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Fungi denovo73519 0.525 0.328 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo61625 0.142 0.328 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo422 0.683 0.328 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Xeric Module #2 Bacteria denovo32026 1.133 0.328 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo62017 0.383 0.328 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia terricola
Xeric Module #2 Bacteria denovo459773 1.483 0.328 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Bacteria denovo332728 9.050 0.328 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Xeric Module #2 Bacteria denovo339977 0.717 0.327 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo238850 0.117 0.327 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo209958 0.242 0.327 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo23517 26.375 0.327 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces donkii
Xeric Module #2 Bacteria denovo351840 0.242 0.327 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo333138 0.208 0.327 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo49931 1.467 0.327 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Fungi denovo15957 0.525 0.327 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo253707 0.275 0.327 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo22585 0.133 0.327 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo128278 3.758 0.327 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo41656 0.417 0.327 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo59080 1.167 0.326 Ascomycota Sordariomycetes Incertae sedis Magnaporthaceae Gaeumannomyces Gaeumannomyces cylindrosporus
Xeric Module #2 Bacteria denovo92783 0.367 0.326 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo44046 0.375 0.326 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Fungi denovo31432 0.642 0.326 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora olivacea
Xeric Module #2 Fungi denovo42645 36.375 0.326 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Xeric Module #2 Fungi denovo27492 8.108 0.326 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella armillariicola
Xeric Module #2 Bacteria denovo503954 0.117 0.326 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo141862 0.067 0.326 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo308811 0.050 0.326 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo360766 0.058 0.326 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo34357 0.058 0.326 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo14073 0.558 0.326 Basidiomycota Wallemiomycetes Wallemiales Wallemiaceae Wallemia Wallemia sp BF036
Xeric Module #2 Fungi denovo24564 0.117 0.326 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo77491 0.067 0.326 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo45191 0.117 0.326 Basidiomycota Exobasidiomycetes Tilletiales Tilletiaceae Tilletia Tilletia ehrhartae
Xeric Module #2 Bacteria denovo24697 0.108 0.326 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Bacteria denovo447152 0.075 0.326 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo13909 0.492 0.326 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Fungi denovo29222 0.283 0.326 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo58740 0.267 0.326 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo65022 0.208 0.326 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo11879 2.375 0.326 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Fungi denovo7638 2.333 0.326 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo55073 0.525 0.326 Ascomycota Dothideomycetes Pleosporales Incertae sedis Mycocentrospora Mycocentrospora sp
Xeric Module #2 Fungi denovo65302 0.433 0.326 Ascomycota Lecanoromycetes Lecanorales Parmeliaceae Parmelia Parmelia lindmanii
Xeric Module #2 Fungi denovo20434 0.258 0.326 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Fungi denovo33984 0.192 0.326 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo15704 1.133 0.326 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo220770 0.492 0.326 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo13358 0.725 0.326 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma xerophilum
Xeric Module #2 Bacteria denovo352121 0.283 0.326 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Azohydromonas
Xeric Module #2 Bacteria denovo318402 0.283 0.325 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo428067 3.950 0.325 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo122658 0.208 0.325 Chloroflexi Chloroflexi Chloroflexales Chloroflexaceae Chloronema
Xeric Module #2 Bacteria denovo110492 1.242 0.325 Firmicutes Bacilli Bacillales
Xeric Module #2 Bacteria denovo435287 2.333 0.325 Chloroflexi Thermomicrobia
Xeric Module #2 Fungi denovo74426 10.908 0.325 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Fungi denovo41776 0.600 0.325 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo239035 0.142 0.325 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo507767 0.342 0.325 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo70349 0.183 0.325 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum floriforme
Xeric Module #2 Bacteria denovo181741 0.075 0.325 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo23677 0.775 0.325 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo372931 0.283 0.325 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura
Xeric Module #2 Bacteria denovo10054 2.300 0.325 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo449119 0.117 0.325 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo25703 1.233 0.325 Chloroflexi S085
Xeric Module #2 Bacteria denovo229045 0.242 0.325 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo226319 0.100 0.324 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo56426 0.217 0.324 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo148036 0.100 0.324 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo73491 4.217 0.324 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Verrucaria Verrucaria sp A Orange 16664
Xeric Module #2 Fungi denovo57312 1.950 0.324 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Bacteria denovo120446 0.108 0.324 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo21684 0.675 0.324 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo111278 1.125 0.324 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo6342 0.500 0.324 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo135467 0.150 0.324 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo165359 0.125 0.324 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo320729 0.808 0.324 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo22785 0.267 0.324 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo44399 15.442 0.324 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo12891 0.725 0.324 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo38537 0.867 0.323 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium purpurogenum
Xeric Module #2 Fungi denovo5942 1.200 0.323 Ascomycota Dothideomycetes Dothideales unidentified unidentified fungal endophyte WMS28
Xeric Module #2 Bacteria denovo214759 0.358 0.323 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae Haliangium
Xeric Module #2 Fungi denovo69084 7.017 0.323 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Fungi denovo8592 1.258 0.323 Ascomycota Pezizomycetes unidentified unidentified unidentified Pezizomycetes sp
Xeric Module #2 Bacteria denovo493380 0.350 0.323 Unassigned
Xeric Module #2 Bacteria denovo81266 2.458 0.323 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo10728 20.817 0.323 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo275742 0.858 0.323 Actinobacteria Thermoleophilia Solirubrobacterales



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo60360 0.167 0.323 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo36327 8.050 0.322 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo4381 0.075 0.322 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo88784 0.108 0.322 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo392053 0.092 0.322 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo302279 0.117 0.322 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo63732 0.200 0.322 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Fungi denovo62180 0.983 0.322 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo241294 0.575 0.322 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo30531 0.542 0.322 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Xeric Module #2 Fungi denovo70983 1.333 0.322 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo47705 1.983 0.322 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo274165 0.350 0.322 Cyanobacteria Oscillatoriophycideae Chroococcales Xenococcaceae Chroococcidiopsis
Xeric Module #2 Bacteria denovo300503 0.192 0.322 Proteobacteria Alphaproteobacteria Rhizobiales Aurantimonadaceae
Xeric Module #2 Bacteria denovo465014 0.167 0.322 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo64094 0.333 0.322 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Xeric Module #2 Bacteria denovo358452 0.083 0.322 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo427722 1.817 0.322 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo45249 0.192 0.321 Basidiomycota unidentified unidentified unidentified unidentified Basidiomycota sp
Xeric Module #2 Fungi denovo53732 1.942 0.321 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo21852 2.167 0.321 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium globosum
Xeric Module #2 Fungi denovo18815 0.225 0.321 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo355059 0.883 0.321 Chloroflexi Thermomicrobia Sphaerobacterales
Xeric Module #2 Bacteria denovo8898 14.183 0.321 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae
Xeric Module #2 Fungi denovo52563 8.858 0.321 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo96381 0.192 0.321 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo114462 4.092 0.321 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo337808 0.150 0.321 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Bacteria denovo64419 0.642 0.321 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Xeric Module #2 Bacteria denovo246199 0.875 0.321 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo221968 2.375 0.320 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo251692 0.175 0.320 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo433042 0.125 0.320 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo282429 0.200 0.320 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo256329 0.192 0.320 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo129559 0.133 0.320 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo32851 0.325 0.320 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo36610 1.842 0.320 Ascomycota Sordariomycetes Xylariales Incertae sedis Monosporascus Monosporascus sp 28 YS_2010
Xeric Module #2 Bacteria denovo388318 0.625 0.320 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Xeric Module #2 Fungi denovo12102 10.008 0.320 unidentified unidentified unidentified unidentified unidentified Calluna vulgaris root associated fungus
Xeric Module #2 Bacteria denovo37898 0.650 0.319 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo356402 0.433 0.319 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo267567 0.175 0.319 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo63462 1.342 0.319 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo291759 1.200 0.319 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo394624 0.850 0.319 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo15791 0.108 0.319 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo32240 0.133 0.319 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo329571 0.133 0.319 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo347924 1.083 0.319 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Bacteria denovo76110 0.175 0.319 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo215095 0.400 0.319 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo53944 0.125 0.319 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Leptosphaeria Leptosphaeria sp OUCMBI101033
Xeric Module #2 Bacteria denovo416891 0.125 0.319 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo476390 0.175 0.319 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo303506 1.533 0.319 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo457770 0.283 0.319 TM7 TM7-3
Xeric Module #2 Bacteria denovo161653 1.117 0.319 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo20012 0.458 0.319 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo418881 0.133 0.319 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo504176 0.142 0.319 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo231851 1.817 0.319 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Microbacterium
Xeric Module #2 Bacteria denovo311660 0.108 0.319 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo73634 0.058 0.319 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo124639 0.750 0.318 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo357596 0.508 0.318 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo159378 1.050 0.318 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo386548 1.342 0.318 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo52226 0.925 0.318 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Leptosphaeria Leptosphaeria sp OUCMBI101033
Xeric Module #2 Bacteria denovo478740 0.575 0.318 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo66502 2.117 0.318 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Bacteria denovo433160 0.200 0.318 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo225044 0.333 0.318 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo214716 1.175 0.318 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae Methylobacterium
Xeric Module #2 Bacteria denovo202076 0.550 0.318 Proteobacteria Betaproteobacteria MND1
Xeric Module #2 Bacteria denovo40760 30.358 0.317 Acidobacteria Solibacteres Solibacterales Solibacteraceae
Xeric Module #2 Bacteria denovo337799 0.342 0.317 Firmicutes Bacilli Bacillales Paenibacillaceae Ammoniphilus
Xeric Module #2 Fungi denovo152 1.133 0.317 Ascomycota Incertae sedis Incertae sedis Incertae sedis Scolecobasidium Scolecobasidium humicola
Xeric Module #2 Fungi denovo75776 0.433 0.317 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum coronatum
Xeric Module #2 Bacteria denovo222188 0.292 0.317 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Bacteria denovo55818 0.717 0.317 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Fungi denovo803 0.783 0.317 unidentified unidentified unidentified unidentified unidentified fungal sp SL_74
Xeric Module #2 Bacteria denovo439966 9.667 0.317 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo133476 0.117 0.317 Cyanobacteria ML635J-21
Xeric Module #2 Bacteria denovo254047 0.942 0.317 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo48017 6.400 0.317 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo155004 0.533 0.316 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo381247 0.850 0.316 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo5152 1.400 0.316 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo171930 0.167 0.316 Proteobacteria Betaproteobacteria Nitrosomonadales
Xeric Module #2 Bacteria denovo160640 0.100 0.316 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo54686 0.783 0.316 Chloroflexi S085
Xeric Module #2 Bacteria denovo29912 1.258 0.316 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo407458 6.192 0.316 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo495905 0.325 0.316 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo241630 0.058 0.316 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo59335 44.167 0.316 Ascomycota Dothideomycetes Hysteriales Gloniaceae Cenococcum Cenococcum sp
Xeric Module #2 Fungi denovo22031 2.933 0.316 Ascomycota Incertae sedis Incertae sedis Incertae sedis Ochroconis Ochroconis sp
Xeric Module #2 Bacteria denovo38440 0.167 0.315 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo367422 0.525 0.315 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo364313 0.108 0.315 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo79558 0.567 0.315 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo15423 0.283 0.315 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo70924 3.942 0.315 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella epicladia
Xeric Module #2 Fungi denovo5088 0.208 0.315 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Acanthostigma Acanthostigma perpusillum
Xeric Module #2 Bacteria denovo159823 0.158 0.315 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Bacteria denovo357614 0.075 0.315 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Fungi denovo64651 0.108 0.315 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo33995 0.700 0.315 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo54809 11.333 0.315 Basidiomycota Agaricomycetes Corticiales Corticiaceae Limonomyces Limonomyces roseipellis
Xeric Module #2 Bacteria denovo117871 0.142 0.315 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo116075 0.125 0.315 Chloroflexi TK10
Xeric Module #2 Fungi denovo43773 0.075 0.315 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo163948 0.067 0.315 Unassigned
Xeric Module #2 Bacteria denovo308335 0.050 0.315 Firmicutes Bacilli Bacillales Alicyclobacillaceae Alicyclobacillus
Xeric Module #2 Bacteria denovo21127 0.042 0.315 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo392368 0.042 0.315 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo458959 0.042 0.315 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo280893 0.275 0.315 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Xeric Module #2 Bacteria denovo63288 0.158 0.315 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo111799 0.133 0.315 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo358505 0.458 0.315 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo31004 0.117 0.315 Basidiomycota Wallemiomycetes unidentified unidentified unidentified Wallemiomycetes sp
Xeric Module #2 Fungi denovo42657 27.842 0.315 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo328791 0.050 0.315 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo408191 0.050 0.315 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo360360 0.100 0.315 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo698 0.125 0.315 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Bacteria denovo3739 0.150 0.315 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo38769 0.600 0.314 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Fungi denovo9112 0.717 0.314 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula sp YS_2011
Xeric Module #2 Bacteria denovo154413 0.192 0.314 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Fungi denovo52306 0.917 0.314 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo22873 2.400 0.314 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusicolla Fusicolla acetilerea
Xeric Module #2 Bacteria denovo503801 1.175 0.314 Acidobacteria PAUC37f
Xeric Module #2 Bacteria denovo29735 0.100 0.314 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo470419 0.308 0.314 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo496519 1.383 0.314 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo154750 0.275 0.313 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo85998 0.317 0.313 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Fungi denovo58074 0.858 0.313 Ascomycota Pezizomycetes Pezizales Pyronemataceae Scutellinia Scutellinia sp
Xeric Module #2 Bacteria denovo486216 1.425 0.313 Firmicutes Bacilli Bacillales Bacillaceae Bacillus flexus
Xeric Module #2 Bacteria denovo130036 0.708 0.313 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo318512 0.192 0.313 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo85186 0.325 0.313 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo181787 0.275 0.313 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo498797 0.167 0.313 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo65006 1.475 0.313 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo264799 0.167 0.313 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo107831 0.567 0.312 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo166564 0.750 0.312 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo25210 0.250 0.312 FBP
Xeric Module #2 Bacteria denovo500005 2.517 0.312 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo259639 0.133 0.312 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo55723 0.067 0.312 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo417507 0.683 0.312 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo163093 0.050 0.312 Unassigned
Xeric Module #2 Fungi denovo10622 2.292 0.312 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo148937 0.308 0.312 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Fungi denovo630 0.158 0.312 Basidiomycota Agaricomycetes Geastrales Geastraceae unidentified Geastraceae sp
Xeric Module #2 Bacteria denovo179706 0.117 0.312 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo300166 0.517 0.312 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo4862 1.325 0.312 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota himalayensis
Xeric Module #2 Fungi denovo16576 0.133 0.312 Ascomycota Sordariomycetes Hypocreales Cordycipitaceae Lecanicillium Lecanicillium sp ID05_F0197
Xeric Module #2 Bacteria denovo135205 0.408 0.312 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo319727 0.092 0.311 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo18809 0.183 0.311 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus sp ZRL3080
Xeric Module #2 Fungi denovo55815 0.583 0.311 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo5099 0.100 0.311 No blast hit
Xeric Module #2 Bacteria denovo92319 0.258 0.311 Chlorobi OPB56
Xeric Module #2 Fungi denovo66834 0.850 0.311 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Bacteria denovo246992 1.017 0.311 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo342240 0.325 0.311 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo439708 0.175 0.311 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo52881 0.250 0.310 Actinobacteria Actinobacteria Actinomycetales Streptosporangiaceae
Xeric Module #2 Bacteria denovo305734 0.142 0.310 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo56156 4.275 0.310 Ascomycota Pezizomycetes Pezizales Tuberaceae Dingleya Dingleya sp
Xeric Module #2 Fungi denovo8261 0.742 0.310 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo1949 7.233 0.310 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo321130 1.033 0.310 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae Agrobacterium
Xeric Module #2 Bacteria denovo248583 3.067 0.310 Chloroflexi Thermomicrobia Sphaerobacterales
Xeric Module #2 Bacteria denovo416126 0.258 0.310 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo123286 0.108 0.310 Gemmatimonadetes
Xeric Module #2 Bacteria denovo52593 0.450 0.309 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo155907 0.100 0.309 Proteobacteria Betaproteobacteria
Xeric Module #2 Fungi denovo19546 0.308 0.309 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo48234 1.000 0.309 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo264037 0.058 0.309 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo20175 1.783 0.309 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium succineum
Xeric Module #2 Bacteria denovo394836 0.767 0.309 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo404121 0.533 0.309 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Fungi denovo33656 0.400 0.309 Ascomycota Pezizomycetes Pezizales Pyronemataceae Monascella Monascella botryosa
Xeric Module #2 Bacteria denovo134802 0.200 0.309 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Fungi denovo65619 0.450 0.309 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo65984 5.758 0.309 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Fungi denovo54874 5.025 0.309 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo13848 0.717 0.309 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo401432 0.100 0.309 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo322365 0.392 0.309 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo23946 0.408 0.309 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo137359 0.100 0.309 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo68744 0.575 0.309 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo330656 0.125 0.309 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo264247 6.200 0.309 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo272871 1.508 0.309 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo69874 0.758 0.308 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Phaeosphaeria Phaeosphaeria avenaria
Xeric Module #2 Fungi denovo69062 0.250 0.308 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo238899 0.117 0.308 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo8312 0.192 0.308 Basidiomycota Ustilaginomycetes Ustilaginales Ustilaginaceae Sporisorium Sporisorium modestum
Xeric Module #2 Fungi denovo2098 6.600 0.308 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Xeric Module #2 Fungi denovo15299 0.083 0.308 Basidiomycota Agaricomycetes Polyporales unidentified unidentified Polyporales sp
Xeric Module #2 Bacteria denovo171495 0.133 0.308 Actinobacteria Acidimicrobiia Acidimicrobiales



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo59778 0.050 0.308 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma domingueziae
Xeric Module #2 Bacteria denovo134457 0.700 0.308 Proteobacteria Betaproteobacteria Burkholderiales Alcaligenaceae
Xeric Module #2 Bacteria denovo296806 1.100 0.308 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo59372 0.308 0.308 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo40368 0.508 0.308 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo270695 0.200 0.308 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo432378 0.250 0.308 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo53514 2.000 0.308 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Curvularia Curvularia sp Z10
Xeric Module #2 Bacteria denovo409907 0.283 0.308 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo411799 0.092 0.307 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo55534 0.750 0.307 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo134924 0.325 0.307 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo47089 0.292 0.307 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo194705 0.058 0.307 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo68990 0.108 0.307 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo35351 2.458 0.307 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo177946 0.050 0.307 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo239347 0.125 0.307 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo70900 0.975 0.307 Basidiomycota Agaricomycetes Auriculariales Incertae sedis Oliveonia Oliveonia pauxilla
Xeric Module #2 Fungi denovo45660 20.967 0.307 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum hungaricum
Xeric Module #2 Fungi denovo63389 0.150 0.307 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo441803 0.750 0.307 Cyanobacteria Synechococcophycideae Pseudanabaenales
Xeric Module #2 Bacteria denovo147331 0.167 0.307 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Fungi denovo26955 1.333 0.307 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo480513 0.133 0.307 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo212266 0.167 0.307 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo408005 1.650 0.307 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo347677 0.067 0.306 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo157506 0.358 0.306 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo208723 0.233 0.306 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Xeric Module #2 Bacteria denovo390495 0.100 0.306 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo35411 0.858 0.306 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo31167 0.308 0.306 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Triparticalcar Triparticalcar sp JEL 560
Xeric Module #2 Bacteria denovo415710 0.308 0.305 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo108925 1.533 0.305 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo44999 469.217 0.305 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo164125 0.092 0.305 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo59357 0.183 0.305 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo58773 0.167 0.305 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo497113 0.742 0.305 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo103033 0.325 0.305 Unassigned
Xeric Module #2 Fungi denovo32024 0.575 0.305 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo113011 0.183 0.305 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo15900 2.558 0.304 Basidiomycota Agaricomycetes Agaricales Bolbitiaceae Conocybe Conocybe siliginea
Xeric Module #2 Fungi denovo53087 12.392 0.304 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo373504 0.092 0.304 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo187255 0.533 0.304 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo159651 0.058 0.304 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo375031 0.058 0.304 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo60685 0.533 0.304 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo416633 0.483 0.304 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo33031 0.250 0.304 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium blochii
Xeric Module #2 Fungi denovo66653 0.350 0.304 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella wolfii
Xeric Module #2 Bacteria denovo327573 0.050 0.304 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo316525 0.300 0.304 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo220175 1.992 0.304 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo295944 2.883 0.304 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo238518 0.542 0.304 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo268833 1.342 0.304 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo389200 0.083 0.303 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo46654 0.108 0.303 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo316909 1.642 0.303 Proteobacteria Betaproteobacteria MND1
Xeric Module #2 Fungi denovo65951 0.167 0.303 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Fungi denovo66261 0.233 0.303 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Bacteria denovo24348 0.233 0.302 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo45063 1.525 0.302 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo68305 0.533 0.302 Firmicutes Bacilli Bacillales Planococcaceae Sporosarcina
Xeric Module #2 Bacteria denovo231680 0.225 0.302 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo3489 0.258 0.302 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Xeric Module #2 Bacteria denovo337919 2.033 0.302 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Fungi denovo41290 1.025 0.302 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo432519 0.200 0.302 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo439203 0.692 0.302 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo50666 0.167 0.302 Proteobacteria Betaproteobacteria SC-I-84
Xeric Module #2 Bacteria denovo147140 0.592 0.301 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo30339 1.275 0.301 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo422691 0.442 0.301 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Fungi denovo58013 0.958 0.301 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo17690 3.750 0.301 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo81346 1.000 0.301 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo332764 0.417 0.301 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Fungi denovo51855 1.292 0.301 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma cf cynaroidis A33
Xeric Module #2 Bacteria denovo70664 0.100 0.301 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo322291 0.233 0.301 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo120407 0.108 0.301 Actinobacteria Nitriliruptoria Euzebyales Euzebyaceae Euzebya
Xeric Module #2 Bacteria denovo43993 0.050 0.301 [Thermi] Deinococci Deinococcales Trueperaceae Truepera
Xeric Module #2 Bacteria denovo333274 0.558 0.301 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Fungi denovo26241 0.883 0.301 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Xeric Module #2 Bacteria denovo354702 0.992 0.301 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo133618 0.125 0.301 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo275922 0.267 0.301 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Bacteria denovo4925 0.167 0.301 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo1676 0.850 0.300 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae unidentified uncultured Mycosphaerellaceae
Xeric Module #2 Fungi denovo75540 0.942 0.300 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo48365 3.667 0.300 Actinobacteria Acidimicrobiia Acidimicrobiales C111
Xeric Module #2 Bacteria denovo123241 0.400 0.300 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo14441 0.575 0.300 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo405486 0.342 0.300 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo222539 0.225 0.300 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo284521 18.892 0.300 Cyanobacteria Chloroplast Streptophyta
Xeric Module #2 Bacteria denovo419881 0.667 0.300 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo872 0.067 0.300 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Balneimonas
Xeric Module #2 Bacteria denovo288765 0.142 0.300 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo63771 0.775 0.299 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Xeric Module #2 Bacteria denovo82495 1.250 0.299 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo41954 21.758 0.299 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo61854 0.492 0.299 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo33783 1.658 0.299 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp JDL_2012b
Xeric Module #2 Bacteria denovo229426 0.058 0.299 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo444857 2.575 0.299 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo482412 0.925 0.299 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo492783 0.175 0.299 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo465684 0.108 0.299 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo451098 0.350 0.299 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo336366 0.283 0.299 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo292806 0.758 0.299 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo432902 1.583 0.299 Unassigned
Xeric Module #2 Bacteria denovo500403 0.192 0.299 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] OR-59
Xeric Module #2 Bacteria denovo45955 0.392 0.298 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo212449 0.817 0.298 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo52839 1.808 0.298 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo49002 0.258 0.298 Ascomycota Incertae sedis Incertae sedis Incertae sedis Veronaea Veronaea botryosa
Xeric Module #2 Fungi denovo75329 0.542 0.298 Basidiomycota Cystobasidiomycetes Erythrobasidiales Incertae sedis Erythrobasidium Erythrobasidium hasegawianum
Xeric Module #2 Fungi denovo69014 12.108 0.298 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo336138 0.875 0.298 Proteobacteria Alphaproteobacteria Rhizobiales Phyllobacteriaceae
Xeric Module #2 Bacteria denovo459369 0.367 0.298 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Bacteria denovo83770 0.225 0.298 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo72257 0.875 0.298 Ascomycota Pezizomycetes Pezizales Pezizaceae Eremiomyces Eremiomyces echinulatis
Xeric Module #2 Bacteria denovo315361 0.233 0.298 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo289888 0.700 0.298 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo2794 0.467 0.298 Basidiomycota Tremellomycetes Tremellales Incertae sedis Tremella Tremella caloplacae
Xeric Module #2 Bacteria denovo339197 0.567 0.298 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo19043 2.017 0.298 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo95444 1.375 0.298 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo13387 0.092 0.298 Ascomycota Lecanoromycetes Teloschistales Physciaceae Rinodina Rinodina mniaraea
Xeric Module #2 Bacteria denovo163788 0.267 0.298 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo344748 0.267 0.297 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo74080 0.317 0.297 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Bacteria denovo9844 0.292 0.297 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo375205 2.017 0.297 Unassigned
Xeric Module #2 Fungi denovo29584 1.558 0.297 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo78017 0.092 0.297 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo20824 0.400 0.297 Ascomycota Pezizomycetes Pezizales unidentified unidentified Pezizales sp r225
Xeric Module #2 Fungi denovo13857 9.333 0.297 Ascomycota Eurotiomycetes Onygenales Onygenaceae Amauroascus Amauroascus oblatus
Xeric Module #2 Bacteria denovo66829 0.075 0.297 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo222773 0.567 0.297 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo49717 1.058 0.297 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo59204 0.308 0.297 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo317116 0.750 0.297 Chloroflexi TK10 B07_WMSP1 FFCH4570
Xeric Module #2 Bacteria denovo13929 0.108 0.297 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo396622 0.342 0.297 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo354251 2.683 0.297 Actinobacteria Actinobacteria Actinomycetales Cellulomonadaceae Cellulomonas xylanilytica
Xeric Module #2 Bacteria denovo91725 0.158 0.297 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo287867 0.508 0.297 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo483334 0.042 0.297 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo61513 15.250 0.297 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo30580 0.275 0.297 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo50941 0.225 0.297 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo17295 0.058 0.297 Chloroflexi C0119
Xeric Module #2 Fungi denovo6480 0.150 0.297 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo413253 2.200 0.297 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Fungi denovo74077 0.425 0.297 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo52853 0.142 0.297 Ascomycota Dothideomycetes Pleosporales Incertae sedis Stagonosporopsis Stagonosporopsis ajacis
Xeric Module #2 Bacteria denovo102173 0.092 0.297 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo304633 0.067 0.296 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo382096 0.058 0.296 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo37091 0.283 0.296 Ascomycota Eurotiomycetes Incertae sedis Incertae sedis Sarcinomyces Sarcinomyces petricola
Xeric Module #2 Bacteria denovo158310 1.083 0.296 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo28104 0.158 0.296 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia flanaganii
Xeric Module #2 Bacteria denovo401007 0.933 0.296 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo14166 0.208 0.296 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo454944 0.300 0.296 Chloroflexi C0119
Xeric Module #2 Bacteria denovo373467 0.467 0.296 Gemmatimonadetes Gemmatimonadetes Ellin5290
Xeric Module #2 Bacteria denovo496253 0.133 0.296 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo133901 0.108 0.296 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo316177 0.117 0.296 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo363383 0.892 0.296 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo65187 0.175 0.296 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo465016 0.292 0.296 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo1178 4.742 0.296 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo8894 0.800 0.295 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo232037 0.125 0.295 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo248140 0.683 0.295 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Xeric Module #2 Bacteria denovo46128 3.658 0.295 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo56482 0.117 0.295 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Fungi denovo12721 3.925 0.295 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Fungi denovo63833 4.558 0.295 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium cupreum
Xeric Module #2 Bacteria denovo165624 0.542 0.295 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo106963 0.158 0.295 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo34943 0.333 0.295 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo53546 4.958 0.295 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium apollinis
Xeric Module #2 Fungi denovo29541 0.250 0.294 Basidiomycota Agaricomycetes Boletales Boletaceae Phylloporus Phylloporus bogoriensis
Xeric Module #2 Bacteria denovo120853 0.375 0.294 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo53110 0.792 0.294 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Bacteria denovo153233 0.075 0.294 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Fungi denovo49556 9.000 0.294 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp 3 JAS_2013
Xeric Module #2 Bacteria denovo487508 0.275 0.294 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo66827 0.558 0.294 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae unidentified Spizellomycetaceae sp
Xeric Module #2 Fungi denovo71754 0.592 0.294 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo53481 0.183 0.294 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo163122 0.567 0.294 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo91255 0.500 0.294 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo173800 0.742 0.294 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo461002 0.817 0.294 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae Janthinobacterium
Xeric Module #2 Bacteria denovo297082 0.633 0.294 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Xeric Module #2 Fungi denovo59796 19.192 0.293 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Xeric Module #2 Bacteria denovo92769 0.267 0.293 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo21115 0.092 0.293 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo430649 0.133 0.293 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo450161 0.625 0.293 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo335529 5.100 0.293 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo355859 0.358 0.293 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo57096 1.267 0.293 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo205413 0.217 0.293 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo140728 0.192 0.293 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Bacteria denovo340866 0.433 0.293 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo370541 0.108 0.293 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo27054 0.333 0.293 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo416291 0.058 0.293 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo17307 0.675 0.293 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo340991 0.533 0.293 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo437448 0.225 0.293 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo153886 0.125 0.293 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Bacteria denovo439258 0.483 0.292 Chloroflexi S085
Xeric Module #2 Bacteria denovo117789 0.267 0.292 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo263966 0.675 0.292 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo27382 4.467 0.292 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo490429 0.458 0.292 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Xeric Module #2 Fungi denovo40285 1.300 0.292 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum sp TNS KH_TH09_108
Xeric Module #2 Bacteria denovo310566 0.150 0.292 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo59173 0.667 0.292 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron pseudauxarthron
Xeric Module #2 Fungi denovo51384 0.208 0.292 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Aspergillus Aspergillus monodii
Xeric Module #2 Fungi denovo19842 2.267 0.292 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Ceratobasidium Ceratobasidium sp EE_2011
Xeric Module #2 Bacteria denovo278726 0.408 0.291 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo422346 0.450 0.291 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo64242 42.158 0.291 Basidiomycota Agaricomycetes Geastrales Geastraceae unidentified Geastraceae sp
Xeric Module #2 Bacteria denovo133340 0.192 0.291 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Fungi denovo51997 3.167 0.291 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium sp MA 4597
Xeric Module #2 Bacteria denovo441730 0.208 0.291 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Devosia
Xeric Module #2 Bacteria denovo429880 0.308 0.291 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo327681 0.108 0.291 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo110270 9.208 0.291 Actinobacteria Actinobacteria Actinomycetales Sporichthyaceae
Xeric Module #2 Bacteria denovo252229 0.108 0.291 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo449720 0.267 0.291 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo6731 0.250 0.291 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus anemochorus
Xeric Module #2 Fungi denovo38609 0.225 0.291 Basidiomycota Agaricomycetes Geastrales Geastraceae unidentified Geastraceae sp
Xeric Module #2 Bacteria denovo264790 0.675 0.291 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo11133 1.675 0.291 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo16710 0.258 0.291 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo387062 0.558 0.290 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo110979 0.092 0.290 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo228496 0.075 0.290 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo479203 0.075 0.290 Chloroflexi Anaerolineae Ardenscatenales Ardenscatenaceae Ardenscatena
Xeric Module #2 Bacteria denovo113452 0.058 0.290 Cyanobacteria ML635J-21
Xeric Module #2 Bacteria denovo289760 0.050 0.290 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo207465 0.042 0.290 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo42776 0.042 0.290 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo454927 0.083 0.290 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo193555 0.050 0.290 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo273099 0.050 0.290 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo46208 1.175 0.290 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium sp
Xeric Module #2 Fungi denovo51819 0.725 0.290 Basidiomycota Agaricomycetes Agaricales Pleurotaceae Hohenbuehelia Hohenbuehelia portegna
Xeric Module #2 Fungi denovo9789 0.692 0.290 Ascomycota Sordariomycetes Microascales Microascaceae unidentified Microascaceae sp
Xeric Module #2 Fungi denovo62248 0.575 0.290 Ascomycota Lichinomycetes Lichinales Lichinaceae Lempholemma Lempholemma polyanthes
Xeric Module #2 Fungi denovo47160 0.442 0.290 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Fungi denovo32276 0.333 0.290 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo59603 0.308 0.290 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Fungi denovo54682 0.225 0.290 unidentified unidentified unidentified unidentified unidentified fungal sp SUN2
Xeric Module #2 Fungi denovo24909 0.167 0.290 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo4906 0.150 0.290 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo9273 0.150 0.290 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella thermophila
Xeric Module #2 Fungi denovo66783 0.133 0.290 Ascomycota Sordariomycetes Microascales Microascaceae Scopulariopsis Scopulariopsis sp 2468
Xeric Module #2 Bacteria denovo410782 0.117 0.290 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo44578 0.117 0.290 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo68645 0.117 0.290 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo70857 0.117 0.290 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Bacteria denovo127625 0.108 0.290 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo264706 0.108 0.290 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae
Xeric Module #2 Bacteria denovo369373 0.100 0.290 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo238724 0.075 0.290 Unassigned
Xeric Module #2 Bacteria denovo219355 0.058 0.290 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo446043 0.058 0.290 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo17392 0.058 0.290 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Fungi denovo61714 1.375 0.290 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces kniepii
Xeric Module #2 Fungi denovo12056 0.742 0.290 Ascomycota Pezizomycetes Pezizales Pyronemataceae Paurocotylis Paurocotylis pila
Xeric Module #2 Fungi denovo22966 0.425 0.290 Basidiomycota Agaricomycetes Russulales Stephanosporaceae Cristinia Cristinia sp
Xeric Module #2 Fungi denovo22907 0.375 0.290 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo357210 0.150 0.290 Unassigned
Xeric Module #2 Bacteria denovo188890 0.117 0.290 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo43728 0.117 0.290 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo61245 0.083 0.290 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus meristosporus
Xeric Module #2 Fungi denovo60231 0.658 0.290 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo126017 0.175 0.290 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo490955 0.050 0.290 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo488336 0.075 0.290 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo499952 0.300 0.290 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Fungi denovo40221 0.433 0.290 Ascomycota Dothideomycetes Pleosporales unidentified unidentified fungal endophyte WMS22
Xeric Module #2 Fungi denovo60130 0.533 0.290 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp
Xeric Module #2 Bacteria denovo10773 0.042 0.290 FBP
Xeric Module #2 Bacteria denovo61733 0.125 0.290 Acidobacteria Acidobacteria-6 CCU21
Xeric Module #2 Bacteria denovo65184 0.158 0.290 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo159323 0.083 0.290 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo79374 0.208 0.290 Chloroflexi C0119
Xeric Module #2 Bacteria denovo84884 0.492 0.290 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo61201 0.233 0.289 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo66334 0.433 0.289 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo337257 0.233 0.289 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo69912 0.133 0.289 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo19890 2.100 0.289 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo137638 0.108 0.289 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo64445 0.258 0.289 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota lilacea
Xeric Module #2 Fungi denovo65413 27.483 0.289 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Bacteria denovo223389 0.200 0.289 Armatimonadetes OPB50
Xeric Module #2 Bacteria denovo265350 0.158 0.289 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo331827 0.083 0.289 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo65325 0.442 0.289 Zygomycota Incertae sedis Mucorales Mucoraceae Actinomucor Actinomucor elegans
Xeric Module #2 Bacteria denovo304836 0.250 0.289 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo51644 0.267 0.289 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo167259 0.650 0.289 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo489731 0.275 0.288 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo258778 0.125 0.288 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo25955 0.408 0.288 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo230848 0.183 0.288 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo446858 1.742 0.288 Proteobacteria Betaproteobacteria Nitrosomonadales Nitrosomonadaceae
Xeric Module #2 Fungi denovo31257 1.025 0.288 Ascomycota Incertae sedis Incertae sedis Incertae sedis Ochroconis Ochroconis calidifluminalis
Xeric Module #2 Fungi denovo8938 0.225 0.288 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo200265 0.300 0.288 Cyanobacteria
Xeric Module #2 Bacteria denovo358409 0.192 0.288 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo44769 0.183 0.287 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo5052 0.375 0.287 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo80864 0.150 0.287 Armatimonadetes [Fimbriimonadia] [Fimbriimonadales] [Fimbriimonadaceae] Fimbriimonas
Xeric Module #2 Bacteria denovo286366 0.083 0.287 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo66820 0.308 0.287 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Fungi denovo12776 21.108 0.287 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum minimum
Xeric Module #2 Fungi denovo13113 0.200 0.287 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma brumale
Xeric Module #2 Fungi denovo14404 0.158 0.287 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo493535 0.125 0.287 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo173032 0.233 0.287 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo31089 0.092 0.287 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo8326 0.217 0.287 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo252604 0.117 0.287 Actinobacteria MB-A2-108
Xeric Module #2 Bacteria denovo400355 0.100 0.287 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo501084 0.075 0.287 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo313939 0.608 0.287 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo30048 0.208 0.287 Basidiomycota Agaricostilbomycetes Incertae sedis Incertae sedis Cystobasidiopsis Cystobasidiopsis sp RB_2009a
Xeric Module #2 Fungi denovo16353 0.250 0.286 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo491138 0.058 0.286 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo308267 0.192 0.286 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Xeric Module #2 Bacteria denovo57097 0.058 0.286 Chlorobi OPB56
Xeric Module #2 Bacteria denovo421249 0.292 0.286 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo123238 1.342 0.286 Chloroflexi Ktedonobacteria B12-WMSP1
Xeric Module #2 Bacteria denovo48491 0.042 0.286 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo498377 0.042 0.286 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo23980 2.417 0.286 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella epigama
Xeric Module #2 Bacteria denovo221684 0.150 0.286 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo147238 0.700 0.286 Actinobacteria Thermoleophilia Gaiellales
Xeric Module #2 Fungi denovo9678 0.500 0.286 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo138098 0.075 0.286 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo60821 1.025 0.286 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Bacteria denovo338413 0.058 0.286 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo14755 0.267 0.286 Basidiomycota Agaricomycetes Sebacinales Sebacinaceae Efibulobasidium Efibulobasidium albescens
Xeric Module #2 Bacteria denovo446395 0.142 0.285 Actinobacteria MB-A2-108
Xeric Module #2 Fungi denovo55610 0.133 0.285 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Polytolypa Polytolypa hystricis
Xeric Module #2 Bacteria denovo378668 0.342 0.285 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo435493 0.692 0.285 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo26314 0.158 0.285 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Fungi denovo55957 0.975 0.285 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma kotlabae
Xeric Module #2 Bacteria denovo360534 0.092 0.285 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo450554 0.117 0.285 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo109585 0.433 0.285 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo481443 0.050 0.285 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo217204 0.075 0.285 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo10158 0.783 0.284 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo498346 0.383 0.284 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo237152 0.125 0.284 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo353226 0.142 0.284 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Xeric Module #2 Bacteria denovo504521 0.142 0.284 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo336812 0.458 0.284 Chloroflexi C0119
Xeric Module #2 Bacteria denovo67555 0.158 0.284 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo412247 1.125 0.284 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae Agrobacterium
Xeric Module #2 Bacteria denovo32753 0.892 0.284 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo86446 0.133 0.284 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo4654 4.708 0.284 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala bergeri
Xeric Module #2 Bacteria denovo78709 0.217 0.284 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo322063 0.408 0.284 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo393090 0.550 0.284 Cyanobacteria Nostocophycideae Nostocales Nostocaceae
Xeric Module #2 Fungi denovo574 0.125 0.283 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo66779 10.042 0.283 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Fungi denovo56685 0.092 0.283 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo388520 0.375 0.283 Chloroflexi Chloroflexi Chloroflexales FFCH7168
Xeric Module #2 Bacteria denovo429145 0.192 0.283 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo67256 0.283 0.283 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus sp
Xeric Module #2 Bacteria denovo61176 0.217 0.283 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Devosia
Xeric Module #2 Bacteria denovo146553 0.583 0.283 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo58638 8.133 0.283 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo492720 0.158 0.283 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo102466 0.525 0.282 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Actinomycetospora
Xeric Module #2 Fungi denovo4076 0.333 0.282 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo137829 4.783 0.282 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo142363 0.092 0.282 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo19354 0.908 0.282 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp EA
Xeric Module #2 Bacteria denovo210967 0.117 0.282 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo304794 0.267 0.282 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo76486 0.350 0.282 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo21916 0.567 0.282 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Emericella Emericella nidulans
Xeric Module #2 Fungi denovo62168 0.958 0.282 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo270519 0.158 0.282 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo352608 0.675 0.282 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Fungi denovo46493 0.592 0.282 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo56069 1.475 0.282 Ascomycota Sordariomycetes Hypocreales Incertae sedis Myrothecium Myrothecium sp
Xeric Module #2 Fungi denovo70535 1.775 0.282 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala capensis
Xeric Module #2 Bacteria denovo362502 0.325 0.282 Cyanobacteria Synechococcophycideae Pseudanabaenales Pseudanabaenaceae Leptolyngbya
Xeric Module #2 Fungi denovo29102 0.275 0.282 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo421209 0.183 0.282 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo483397 0.125 0.282 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo83726 1.542 0.281 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo44245 0.500 0.281 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo2475 0.383 0.281 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo222090 0.300 0.281 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo268213 0.400 0.281 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo286993 0.167 0.281 Firmicutes Bacilli Bacillales Planococcaceae
Xeric Module #2 Bacteria denovo442879 0.275 0.281 Unassigned
Xeric Module #2 Bacteria denovo310196 0.383 0.281 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo311337 0.108 0.281 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo52119 0.575 0.281 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Bacteria denovo463859 7.508 0.281 Actinobacteria Actinobacteria Actinomycetales Frankiaceae
Xeric Module #2 Fungi denovo8073 1.842 0.281 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo19898 0.217 0.281 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo24383 2.242 0.281 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo40940 2.625 0.281 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo30084 1.883 0.281 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo357609 0.433 0.281 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo262348 7.858 0.281 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo39500 0.433 0.280 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo100949 0.233 0.280 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo450218 0.167 0.280 Actinobacteria Actinobacteria Actinomycetales Cellulomonadaceae Actinotalea
Xeric Module #2 Fungi denovo17800 0.558 0.280 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo65174 0.225 0.280 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo50854 1.158 0.279 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo381162 0.158 0.279 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo22900 2.300 0.279 Basidiomycota Agaricomycetes Agaricales Agaricaceae Agaricus Agaricus sp TL2154
Xeric Module #2 Fungi denovo49075 0.150 0.279 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota farinolens
Xeric Module #2 Bacteria denovo391925 0.325 0.279 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo47549 0.283 0.279 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo307165 0.158 0.279 OD1 SM2F11
Xeric Module #2 Bacteria denovo472640 0.050 0.279 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo321110 0.583 0.279 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo137738 0.133 0.279 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo486064 0.500 0.279 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo30304 0.117 0.279 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo478846 0.258 0.279 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo35578 0.233 0.279 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo277978 1.967 0.278 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo320268 0.158 0.278 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo187527 0.100 0.278 Chloroflexi TK10
Xeric Module #2 Fungi denovo61372 0.100 0.278 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Embellisia Embellisia planifunda
Xeric Module #2 Fungi denovo37671 0.183 0.278 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo296699 0.142 0.278 Unassigned
Xeric Module #2 Bacteria denovo380520 0.067 0.278 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo205823 0.058 0.278 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo356904 0.467 0.278 Armatimonadetes [Fimbriimonadia] [Fimbriimonadales] [Fimbriimonadaceae] Fimbriimonas
Xeric Module #2 Bacteria denovo38238 0.092 0.278 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo56718 0.075 0.278 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo15742 0.067 0.278 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo448594 0.050 0.278 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo362919 0.042 0.278 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo433482 0.042 0.278 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo509276 0.042 0.278 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Fungi denovo44935 0.400 0.278 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum sp
Xeric Module #2 Fungi denovo59989 0.958 0.278 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeococcomyces Phaeococcomyces sp
Xeric Module #2 Fungi denovo61364 0.133 0.278 Basidiomycota Ustilaginomycetes Urocystidales Glomosporiaceae Thecaphora Thecaphora alsinearum
Xeric Module #2 Bacteria denovo160291 0.050 0.278 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo325945 0.050 0.278 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo59428 0.225 0.278 Ascomycota Sordariomycetes Incertae sedis Magnaporthaceae Gaeumannomyces Gaeumannomyces cylindrosporus
Xeric Module #2 Bacteria denovo123588 0.042 0.278 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo41544 4.858 0.278 Ascomycota Dothideomycetes Pleosporales Massarinaceae Massarina Massarina sp JP_2013
Xeric Module #2 Bacteria denovo321337 0.642 0.278 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo35139 0.958 0.278 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Bacteria denovo444485 0.167 0.277 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo288902 0.350 0.277 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo211994 0.417 0.277 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo81532 0.817 0.277 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo319496 0.225 0.277 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo312069 0.458 0.277 Proteobacteria Betaproteobacteria
Xeric Module #2 Fungi denovo58921 0.208 0.277 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo27094 2.550 0.277 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Fungi denovo74302 0.267 0.277 Basidiomycota Tremellomycetes Tremellales Incertae sedis Bullera Bullera coprosmae
Xeric Module #2 Fungi denovo22684 2.383 0.277 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Trichosporon Trichosporon cutaneum
Xeric Module #2 Bacteria denovo469579 3.558 0.276 Cyanobacteria Chloroplast Stramenopiles
Xeric Module #2 Bacteria denovo283095 1.792 0.276 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo9044 1.058 0.276 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon sp CH100084
Xeric Module #2 Fungi denovo1340 0.192 0.276 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusicolla Fusicolla acetilerea
Xeric Module #2 Bacteria denovo254793 0.200 0.276 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo180384 0.150 0.276 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo169853 0.475 0.276 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo74601 0.167 0.276 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Fungi denovo48124 1.400 0.276 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Fungi denovo40048 0.175 0.276 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Xeric Module #2 Bacteria denovo314161 0.175 0.276 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Bacteria denovo344769 0.408 0.276 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo280966 0.050 0.276 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo462551 0.050 0.276 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo44185 0.567 0.276 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp MA 4905
Xeric Module #2 Bacteria denovo315928 0.058 0.276 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo457155 1.417 0.276 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo100595 0.467 0.276 Chloroflexi S085
Xeric Module #2 Fungi denovo41323 1.000 0.275 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Xeric Module #2 Bacteria denovo483258 0.225 0.275 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo231907 0.350 0.275 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo65790 0.783 0.275 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo24207 0.142 0.275 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Fungi denovo56667 2.808 0.275 Ascomycota Dothideomycetes Dothideales Dothideaceae Endoconidioma Endoconidioma populi
Xeric Module #2 Bacteria denovo349329 0.092 0.275 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo431998 1.283 0.275 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo36510 0.092 0.275 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo426556 1.158 0.275 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Bacteria denovo417066 0.125 0.275 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo249463 2.392 0.275 Proteobacteria Alphaproteobacteria Rickettsiales mitochondria
Xeric Module #2 Bacteria denovo422645 0.108 0.275 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Bacteria denovo167833 0.200 0.275 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo475084 1.217 0.275 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo17267 0.175 0.275 Basidiomycota Agaricomycetes Agaricales Pluteaceae Volvariella Volvariella strangulata
Xeric Module #2 Fungi denovo48613 1.017 0.275 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus sp
Xeric Module #2 Fungi denovo47916 1.958 0.275 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo11581 0.175 0.275 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo99834 0.383 0.275 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo89318 0.092 0.275 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo390982 1.467 0.274 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo23186 2.983 0.274 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp ECD_2008
Xeric Module #2 Bacteria denovo434136 0.267 0.274 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo32606 0.217 0.274 Basidiomycota Tremellomycetes Trichosporonales Trichosporonaceae Asterotremella Asterotremella sp
Xeric Module #2 Bacteria denovo74526 20.508 0.274 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Kribbella
Xeric Module #2 Fungi denovo35704 3.283 0.274 Ascomycota Lecanoromycetes Lecideales Lecideaceae Lecidea Lecidea cancriformis
Xeric Module #2 Fungi denovo32752 0.375 0.274 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo379240 0.350 0.274 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo297133 0.958 0.273 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo339672 0.875 0.273 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo110961 0.258 0.273 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo429846 0.575 0.273 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo161959 0.275 0.273 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo246397 0.108 0.273 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo424054 0.142 0.273 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo96530 0.150 0.273 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae
Xeric Module #2 Fungi denovo4843 4.042 0.273 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium sp
Xeric Module #2 Fungi denovo16329 0.325 0.273 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp MS_73
Xeric Module #2 Bacteria denovo7902 1.033 0.273 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Xeric Module #2 Fungi denovo26306 1.308 0.273 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Xeric Module #2 Bacteria denovo454568 0.225 0.272 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo408581 0.467 0.272 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo430258 0.242 0.272 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo112502 0.158 0.272 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo98988 0.175 0.272 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo11927 0.167 0.272 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo123792 0.383 0.272 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo447762 0.783 0.272 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo348403 0.167 0.272 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo275600 0.517 0.272 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo19062 0.058 0.272 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo38607 0.258 0.272 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo65912 0.700 0.272 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Bacteria denovo184541 0.158 0.272 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo41496 0.042 0.272 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Triparticalcar Triparticalcar sp JEL 560
Xeric Module #2 Bacteria denovo238494 0.425 0.272 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo431941 0.267 0.271 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo299486 0.175 0.271 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo343502 1.667 0.271 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo458881 6.150 0.271 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Bacteria denovo475900 0.083 0.271 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Bacteria denovo473630 0.150 0.271 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo288048 3.825 0.271 Proteobacteria Alphaproteobacteria Rhizobiales Phyllobacteriaceae Mesorhizobium
Xeric Module #2 Bacteria denovo490496 6.108 0.271 Actinobacteria Actinobacteria Actinomycetales Promicromonosporaceae Xylanimicrobium
Xeric Module #2 Fungi denovo64960 6.950 0.271 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo500019 0.608 0.271 Firmicutes Bacilli Bacillales Planococcaceae
Xeric Module #2 Bacteria denovo216023 0.217 0.271 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo22044 0.308 0.271 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo5532 0.083 0.270 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo35726 0.600 0.270 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sericeoides
Xeric Module #2 Fungi denovo16929 0.175 0.270 Zygomycota Incertae sedis Endogonales unidentified unidentified Endogonales sp
Xeric Module #2 Fungi denovo1175 3.125 0.270 Basidiomycota unidentified unidentified unidentified unidentified uncultured Rhizoctonia
Xeric Module #2 Bacteria denovo107329 0.042 0.270 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo403493 0.192 0.270 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo63659 0.292 0.270 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo307196 0.367 0.270 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo348742 0.592 0.270 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Xeric Module #2 Fungi denovo42326 3.700 0.270 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae unidentified Trichocomaceae sp
Xeric Module #2 Bacteria denovo450526 0.333 0.270 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo205651 0.058 0.270 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo17728 0.358 0.270 Chytridiomycota Chytridiomycetes Chytridiales Chytridiaceae Phlyctochytrium Phlyctochytrium reinboldtiae
Xeric Module #2 Fungi denovo47075 2.325 0.270 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo21750 0.050 0.270 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo81262 0.958 0.270 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo453648 0.117 0.270 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Fungi denovo38048 0.225 0.269 Ascomycota unidentified unidentified unidentified unidentified melanized limestone ascomycete CR_2004
Xeric Module #2 Bacteria denovo380906 0.083 0.269 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo254411 0.092 0.269 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo131123 0.233 0.269 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo355185 0.358 0.269 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo328572 2.283 0.269 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo84423 0.108 0.269 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo30705 0.408 0.269 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Fungi denovo9323 0.583 0.269 Basidiomycota Wallemiomycetes Wallemiales Wallemiaceae Wallemia Wallemia sebi
Xeric Module #2 Fungi denovo12264 2.383 0.269 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo347499 0.108 0.269 Firmicutes Bacilli Bacillales Planococcaceae Planomicrobium
Xeric Module #2 Bacteria denovo368056 0.067 0.269 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo95742 0.292 0.269 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo425003 0.075 0.269 Firmicutes Bacilli Bacillales Bacillaceae Bacillus humi
Xeric Module #2 Fungi denovo33019 0.192 0.269 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo65923 0.183 0.268 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo110 1.542 0.268 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo491378 0.058 0.268 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo495644 1.858 0.268 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo388397 0.075 0.268 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo954 0.067 0.268 Glomeromycota Glomeromycetes unidentified unidentified unidentified Glomeromycetes sp
Xeric Module #2 Bacteria denovo121375 0.150 0.268 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Xeric Module #2 Fungi denovo27114 0.183 0.268 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Penicillium Penicillium chrysogenum
Xeric Module #2 Bacteria denovo22662 0.067 0.268 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Bacteria denovo331005 0.167 0.268 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo30519 0.692 0.268 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo422937 0.225 0.268 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo58518 0.200 0.268 Chloroflexi C0119
Xeric Module #2 Bacteria denovo309154 0.375 0.267 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo29230 0.242 0.267 Ascomycota Eurotiomycetes Verrucariales Incertae sedis Agonimia Agonimia sp BGK_2011b
Xeric Module #2 Bacteria denovo263435 0.167 0.267 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo68952 0.100 0.267 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Fungi denovo17610 0.283 0.267 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo11471 0.508 0.267 Basidiomycota Ustilaginomycetes Ustilaginales Ustilaginaceae Ustilago Ustilago alcornii
Xeric Module #2 Bacteria denovo229484 1.275 0.267 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Fungi denovo64205 0.542 0.267 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo213118 0.100 0.267 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo48888 0.508 0.267 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo11889 0.650 0.266 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo117412 0.092 0.266 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo75539 3.075 0.266 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo88582 0.058 0.266 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Aeromicrobium
Xeric Module #2 Bacteria denovo336236 0.233 0.266 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo383819 0.083 0.266 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo184270 0.092 0.266 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo208155 0.075 0.266 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo454693 0.167 0.266 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Fungi denovo14824 0.192 0.266 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp MA 4950
Xeric Module #2 Bacteria denovo186649 0.408 0.266 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo123789 0.033 0.266 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Bacteria denovo312959 0.033 0.266 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo40451 0.033 0.266 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo409994 0.242 0.266 Chloroflexi C0119
Xeric Module #2 Bacteria denovo447259 3.392 0.266 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo32424 0.175 0.266 Ascomycota Lecanoromycetes Lecanorales Parmeliaceae Usnea Usnea trichodeoides
Xeric Module #2 Bacteria denovo38685 0.192 0.266 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo141693 0.042 0.266 Chloroflexi C0119
Xeric Module #2 Fungi denovo71199 1.175 0.266 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo359383 0.192 0.266 Actinobacteria Actinobacteria Actinomycetales Promicromonosporaceae
Xeric Module #2 Bacteria denovo193190 0.383 0.266 Actinobacteria Actinobacteria Actinomycetales Bogoriellaceae Georgenia
Xeric Module #2 Bacteria denovo453010 0.250 0.266 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo65067 2.292 0.266 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo485224 0.067 0.266 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo10286 0.117 0.266 Bacteroidetes [Saprospirae] [Saprospirales] Saprospiraceae
Xeric Module #2 Bacteria denovo418821 0.308 0.266 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo36655 0.183 0.265 Chloroflexi S085
Xeric Module #2 Bacteria denovo451409 0.075 0.265 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo149443 0.333 0.265 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo415436 0.150 0.265 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo194090 3.575 0.265 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo52778 0.133 0.265 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo296889 0.275 0.265 Firmicutes Bacilli Bacillales Bacillaceae Bacillus foraminis
Xeric Module #2 Bacteria denovo55088 1.033 0.265 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo250171 0.575 0.265 Chloroflexi S085
Xeric Module #2 Fungi denovo61604 0.067 0.265 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis sp KP 035
Xeric Module #2 Bacteria denovo502352 1.067 0.265 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo321935 0.075 0.265 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo309225 0.067 0.265 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae]
Xeric Module #2 Bacteria denovo43204 0.208 0.265 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo142142 0.242 0.265 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo62379 0.150 0.265 Ascomycota Incertae sedis Incertae sedis Incertae sedis Sympodiella Sympodiella acicola
Xeric Module #2 Bacteria denovo174888 0.092 0.264 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo45118 0.292 0.264 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp BI20
Xeric Module #2 Bacteria denovo271724 0.125 0.264 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo322845 1.408 0.264 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo344041 0.317 0.264 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo291904 0.133 0.264 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo2463 0.108 0.264 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo41353 0.158 0.264 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo455805 0.192 0.264 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo266986 0.200 0.264 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo380981 0.258 0.264 Nitrospirae Nitrospira Nitrospirales 0319-6A21
Xeric Module #2 Bacteria denovo241475 0.067 0.263 Nitrospirae Nitrospira Nitrospirales 0319-6A21
Xeric Module #2 Fungi denovo42874 4.367 0.263 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Ceratobasidium Ceratobasidium sp EE_2011
Xeric Module #2 Fungi denovo57030 0.217 0.263 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo265902 0.158 0.263 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo44125 0.175 0.263 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo461534 0.650 0.263 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Xeric Module #2 Bacteria denovo90914 0.092 0.263 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo46842 0.475 0.263 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo68788 0.117 0.263 Basidiomycota Ustilaginomycetes Urocystidales Urocystidaceae Urocystis Urocystis agropyri
Xeric Module #2 Fungi denovo28315 0.667 0.263 Ascomycota Leotiomycetes Helotiales Hyaloscyphaceae Lachnum Lachnum rhytismatis
Xeric Module #2 Bacteria denovo66202 0.175 0.263 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo46836 0.850 0.263 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp genotype 414
Xeric Module #2 Bacteria denovo395177 0.283 0.263 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo239436 0.108 0.263 Chloroflexi Gitt-GS-136
Xeric Module #2 Fungi denovo50855 0.633 0.263 Basidiomycota Tremellomycetes Tremellales unidentified unidentified Tremellales sp
Xeric Module #2 Bacteria denovo266627 0.142 0.263 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo179807 0.367 0.263 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo418719 0.433 0.262 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo61146 0.125 0.262 Ascomycota Pezizomycetes Pezizales unidentified unidentified Pezizales sp r225
Xeric Module #2 Fungi denovo38646 0.150 0.262 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo339984 0.267 0.262 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo57947 0.233 0.262 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo457379 1.458 0.262 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo32998 1.650 0.262 Basidiomycota Agaricomycetes Agaricales Entolomataceae Entoloma Entoloma sp
Xeric Module #2 Bacteria denovo315602 0.325 0.262 Actinobacteria Actinobacteria Actinomycetales Nocardiaceae
Xeric Module #2 Fungi denovo21893 1.775 0.262 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp
Xeric Module #2 Fungi denovo45387 1.142 0.262 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo72958 0.117 0.262 Gemmatimonadetes Gemm-1
Xeric Module #2 Bacteria denovo157690 0.617 0.262 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo314053 8.525 0.262 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo485571 0.575 0.262 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo7721 0.075 0.262 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo234980 0.492 0.262 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo57213 30.200 0.262 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo7785 0.325 0.262 Basidiomycota Tremellomycetes Tremellales Incertae sedis Bullera Bullera coprosmae
Xeric Module #2 Fungi denovo40219 0.108 0.262 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo268746 0.250 0.262 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo310512 0.075 0.262 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo276264 0.058 0.262 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo31524 8.733 0.262 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium succineum
Xeric Module #2 Fungi denovo30562 0.592 0.262 Ascomycota Incertae sedis Incertae sedis Incertae sedis Retroconis Retroconis fusiformis
Xeric Module #2 Fungi denovo73381 0.050 0.262 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo379132 0.358 0.262 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo367697 0.242 0.261 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo188888 0.150 0.261 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo420267 0.233 0.261 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo27189 0.300 0.261 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo38684 0.050 0.261 Ascomycota Eurotiomycetes Incertae sedis Incertae sedis Sarcinomyces Sarcinomyces sp MA 4705
Xeric Module #2 Fungi denovo29510 0.375 0.261 Ascomycota Pezizomycetes Pezizales Tuberaceae Labyrinthomyces Labyrinthomyces sp
Xeric Module #2 Bacteria denovo435175 0.617 0.261 Unassigned
Xeric Module #2 Bacteria denovo247743 0.208 0.261 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo295928 0.133 0.261 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo64257 2.725 0.261 Ascomycota Leotiomycetes Helotiales Incertae sedis Phacidiella Phacidiella eucalypti
Xeric Module #2 Fungi denovo19873 0.908 0.261 Ascomycota Lecanoromycetes Teloschistales Teloschistaceae unidentified Teloschistaceae sp
Xeric Module #2 Bacteria denovo284532 0.433 0.261 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Lysobacter
Xeric Module #2 Bacteria denovo296045 0.250 0.261 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo58474 0.825 0.261 Ascomycota Lecanoromycetes Lecanorales Psoraceae Psora Psora decipiens
Xeric Module #2 Bacteria denovo381682 0.508 0.261 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo61745 3.833 0.261 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo60459 0.708 0.261 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo273732 0.358 0.261 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo147930 0.258 0.261 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Cryocola
Xeric Module #2 Bacteria denovo445512 0.333 0.261 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Fungi denovo33159 3.900 0.261 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo39776 0.275 0.260 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo33870 0.108 0.260 Ascomycota Saccharomycetes Saccharomycetales Incertae sedis Candida Candida tunisiensis
Xeric Module #2 Fungi denovo9800 0.358 0.260 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Sporormiella Sporormiella sp
Xeric Module #2 Bacteria denovo176638 0.433 0.260 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo407966 0.175 0.260 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo43726 0.250 0.260 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo198857 0.283 0.260 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo3444 0.083 0.260 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo289860 2.117 0.260 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo439531 0.217 0.260 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo107456 0.167 0.260 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo71551 0.067 0.260 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo6449 0.883 0.260 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo245143 0.075 0.260 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Xeric Module #2 Bacteria denovo467380 0.708 0.260 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae Kibdelosporangium
Xeric Module #2 Bacteria denovo234014 0.175 0.259 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo401261 0.208 0.259 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo13303 0.050 0.259 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo360366 1.133 0.259 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo118372 0.133 0.259 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo19943 0.150 0.259 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Curreya Curreya sp
Xeric Module #2 Fungi denovo37010 0.442 0.259 Ascomycota Eurotiomycetes Pyrenulales Pyrenulaceae Pyrgillus Pyrgillus javanicus
Xeric Module #2 Fungi denovo16190 0.133 0.259 Ascomycota unidentified unidentified unidentified unidentified fungal contaminant of Leptosphaeria sp
Xeric Module #2 Bacteria denovo37129 0.150 0.259 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo64226 0.267 0.259 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Stagonospora Stagonospora sp TA26_24
Xeric Module #2 Bacteria denovo258783 0.325 0.259 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo81763 0.083 0.258 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo9296 0.075 0.258 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces dolichospermus
Xeric Module #2 Fungi denovo59798 0.150 0.258 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus ranarum
Xeric Module #2 Bacteria denovo401974 1.900 0.258 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo62268 0.658 0.258 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Actinoplanes
Xeric Module #2 Bacteria denovo404741 0.225 0.258 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo483073 0.042 0.258 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo3523 0.100 0.258 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Bacteria denovo217026 0.092 0.258 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo15604 0.858 0.258 Gemmatimonadetes Gemmatimonadetes N1423WL
Xeric Module #2 Bacteria denovo397921 0.267 0.258 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo8661 0.117 0.258 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo46009 0.258 0.258 Ascomycota Sordariomycetes Incertae sedis Magnaporthaceae unidentified Magnaporthaceae sp
Xeric Module #2 Fungi denovo19817 2.758 0.258 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Parasola Parasola sp
Xeric Module #2 Bacteria denovo235997 0.033 0.258 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo277686 0.042 0.258 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo421952 0.042 0.258 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo268771 0.075 0.258 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo433396 0.800 0.258 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo47759 0.225 0.258 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo160536 0.617 0.258 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo29843 0.383 0.258 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae
Xeric Module #2 Bacteria denovo413033 0.117 0.258 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo300969 0.050 0.257 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo63319 0.267 0.257 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo23987 0.483 0.257 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo414183 0.325 0.257 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo268419 0.042 0.257 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo359649 0.425 0.257 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo58596 4.242 0.257 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo477202 0.658 0.257 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo84187 0.200 0.257 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo174702 0.083 0.257 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo54021 0.217 0.257 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo252983 0.892 0.257 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo132478 0.358 0.257 Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae
Xeric Module #2 Bacteria denovo213023 0.267 0.256 Actinobacteria Acidimicrobiia Acidimicrobiales AKIW874
Xeric Module #2 Bacteria denovo400049 0.075 0.256 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo41548 0.608 0.256 Ascomycota Lecanoromycetes Teloschistales Physciaceae Rinodina Rinodina mniaraea var mniaraeiza
Xeric Module #2 Bacteria denovo95550 0.100 0.256 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo165355 0.275 0.256 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Fungi denovo66555 0.142 0.256 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Sclerostagonospora Sclerostagonospora sp CBS 118152
Xeric Module #2 Bacteria denovo477458 1.642 0.256 Gemmatimonadetes Gemmatimonadetes Ellin5290
Xeric Module #2 Bacteria denovo228214 0.267 0.256 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Pontibacter
Xeric Module #2 Bacteria denovo446131 0.183 0.256 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo311130 0.233 0.256 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo123413 0.367 0.256 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo420170 0.142 0.255 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo306336 0.075 0.255 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Fungi denovo72312 0.242 0.255 Ascomycota Sordariomycetes Incertae sedis Magnaporthaceae Gaeumannomyces Gaeumannomyces cylindrosporus
Xeric Module #2 Fungi denovo17178 15.258 0.255 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo135520 0.425 0.255 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo246641 23.892 0.255 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae Methylobacterium
Xeric Module #2 Bacteria denovo359870 0.167 0.255 Unassigned
Xeric Module #2 Bacteria denovo369255 0.458 0.255 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo406233 0.425 0.255 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo72080 0.092 0.255 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium dichromosporum
Xeric Module #2 Fungi denovo66955 0.442 0.255 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Bacteria denovo112719 0.192 0.255 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo266064 0.208 0.255 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo478174 0.950 0.255 Cyanobacteria ML635J-21
Xeric Module #2 Fungi denovo68506 1.133 0.255 Ascomycota Dothideomycetes Pleosporales Venturiaceae Fusicladium Fusicladium africanum
Xeric Module #2 Fungi denovo64596 0.075 0.255 Ascomycota Sordariomycetes Xylariales Diatrypaceae Eutypella Eutypella alsophila
Xeric Module #2 Fungi denovo68709 1.392 0.254 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Ceratobasidium Ceratobasidium sp JTO_2010a
Xeric Module #2 Bacteria denovo398923 0.642 0.254 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo214651 0.258 0.254 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Chthoniobacter
Xeric Module #2 Bacteria denovo34562 0.450 0.254 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Xeric Module #2 Fungi denovo75215 0.150 0.254 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo34243 0.767 0.254 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo56088 0.483 0.254 Chytridiomycota Chytridiomycetes Spizellomycetales unidentified unidentified Spizellomycete sp JEL355
Xeric Module #2 Bacteria denovo234902 0.458 0.254 Firmicutes Bacilli Bacillales Planococcaceae Planomicrobium
Xeric Module #2 Bacteria denovo38071 0.275 0.254 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo356353 0.858 0.254 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo3378 1.983 0.254 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo33623 1.942 0.254 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
Xeric Module #2 Bacteria denovo155132 0.033 0.254 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo323530 0.033 0.254 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo264085 0.208 0.254 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Fungi denovo25061 8.350 0.254 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo147165 0.042 0.254 Chloroflexi Anaerolineae SBR1031 A4b
Xeric Module #2 Bacteria denovo280699 0.108 0.254 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Fungi denovo68164 0.183 0.254 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo28487 20.708 0.254 Basidiomycota Agaricomycetes Corticiales unidentified unidentified Corticiales sp
Xeric Module #2 Bacteria denovo500570 0.133 0.253 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Fungi denovo5309 0.692 0.253 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo32976 0.117 0.253 Ascomycota Sordariomycetes Microascales Microascaceae unidentified Microascaceae sp
Xeric Module #2 Fungi denovo44879 3.217 0.253 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo469807 0.250 0.253 Fibrobacteres Fibrobacteria 258ds10
Xeric Module #2 Bacteria denovo311844 0.092 0.253 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo309167 0.208 0.253 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo28952 0.058 0.253 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo75259 0.400 0.253 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp CHTAM23
Xeric Module #2 Fungi denovo40650 1.050 0.253 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo280998 0.142 0.253 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo446428 0.208 0.253 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo608 0.075 0.253 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo92987 0.208 0.253 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo30379 0.367 0.253 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo173837 1.575 0.253 Acidobacteria Solibacteres Solibacterales Solibacteraceae Candidatus Solibacter
Xeric Module #2 Bacteria denovo77289 0.617 0.253 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo3356 0.308 0.253 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Bacteria denovo192051 1.600 0.253 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae
Xeric Module #2 Fungi denovo73832 0.092 0.253 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Strelitziana Strelitziana cliviae
Xeric Module #2 Fungi denovo12873 0.067 0.252 Ascomycota Incertae sedis Incertae sedis Incertae sedis Sympodiella Sympodiella acicola
Xeric Module #2 Bacteria denovo266157 0.050 0.252 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo454600 0.117 0.252 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Fungi denovo74542 1.350 0.252 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo489384 0.075 0.252 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo18495 0.950 0.252 Ascomycota Orbiliomycetes Orbiliales Orbiliaceae unidentified Orbiliaceae sp
Xeric Module #2 Bacteria denovo58503 0.792 0.252 k__Bacteria
Xeric Module #2 Bacteria denovo166177 1.292 0.252 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae
Xeric Module #2 Bacteria denovo120854 0.100 0.252 Chloroflexi S085
Xeric Module #2 Fungi denovo6192 0.983 0.252 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo17887 0.267 0.252 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo9367 0.583 0.252 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo59802 1.408 0.252 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo343321 0.508 0.252 Chloroflexi TK10 AKYG885 5B-12
Xeric Module #2 Fungi denovo45331 0.717 0.251 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Phaeothecoidea Phaeothecoidea minutispora
Xeric Module #2 Bacteria denovo312665 0.108 0.251 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo429886 0.117 0.251 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo443493 0.517 0.251 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo30494 0.183 0.251 Ascomycota Leotiomycetes Erysiphales Erysiphaceae Caespitotheca Caespitotheca forestalis
Xeric Module #2 Bacteria denovo252091 0.242 0.251 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo227481 3.633 0.251 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo56080 2.825 0.251 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo456085 0.442 0.251 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo53119 0.208 0.251 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Azospirillum
Xeric Module #2 Bacteria denovo447889 0.233 0.251 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo14604 10.467 0.251 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp Sh17
Xeric Module #2 Bacteria denovo419424 0.717 0.251 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae
Xeric Module #2 Fungi denovo8056 0.283 0.251 Ascomycota Incertae sedis Incertae sedis Incertae sedis Ochroconis Ochroconis constricta
Xeric Module #2 Fungi denovo4761 0.200 0.251 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Xeric Module #2 Bacteria denovo357907 1.950 0.251 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Devosia
Xeric Module #2 Bacteria denovo114267 0.167 0.251 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo146824 0.100 0.250 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo62282 0.192 0.250 TM7 TM7-1
Xeric Module #2 Bacteria denovo419944 0.075 0.250 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo50287 0.508 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo23114 1.583 0.250 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo55663 0.050 0.250 FBP
Xeric Module #2 Bacteria denovo129001 0.025 0.250 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Bacteria denovo145900 0.025 0.250 Actinobacteria MB-A2-108
Xeric Module #2 Bacteria denovo237052 0.025 0.250 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Xeric Module #2 Bacteria denovo248072 0.025 0.250 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo277488 0.025 0.250 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo358519 0.025 0.250 Chloroflexi [Thermobacula] [Thermobaculales] [Thermobaculaceae] Thermobaculum
Xeric Module #2 Fungi denovo28883 5.617 0.250 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Psathyrella Psathyrella purpureobadia
Xeric Module #2 Fungi denovo4278 0.233 0.250 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo70819 0.225 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo49102 0.183 0.250 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Xeric Module #2 Bacteria denovo215022 0.158 0.250 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo70967 0.150 0.250 Incertae sedis Incertae sedis Incertae sedis Incertae sedis Aporospora Aporospora terricola
Xeric Module #2 Fungi denovo70771 0.133 0.250 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo19725 0.125 0.250 No blast hit
Xeric Module #2 Bacteria denovo292828 0.100 0.250 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo385984 0.100 0.250 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Pontibacter
Xeric Module #2 Fungi denovo74841 0.092 0.250 Ascomycota Dothideomycetes Pleosporales Tetraplosphaeriaceae Polyplosphaeria Polyplosphaeria sp
Xeric Module #2 Bacteria denovo38415 0.083 0.250 Cyanobacteria ML635J-21
Xeric Module #2 Fungi denovo62871 0.083 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo75183 0.083 0.250 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Bacteria denovo435729 0.075 0.250 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Pontibacter
Xeric Module #2 Fungi denovo43949 0.075 0.250 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Coprinellus Coprinellus sp
Xeric Module #2 Bacteria denovo289393 0.067 0.250 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo22751 0.058 0.250 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp
Xeric Module #2 Fungi denovo68873 0.058 0.250 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo341468 0.042 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo354064 0.042 0.250 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo153208 0.033 0.250 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo196912 0.033 0.250 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo276963 0.033 0.250 [Thermi] Deinococci Deinococcales Trueperaceae Truepera
Xeric Module #2 Bacteria denovo342046 0.033 0.250 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo450692 0.033 0.250 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo509428 0.033 0.250 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo14452 0.033 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo39188 7.250 0.250 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Xeric Module #2 Fungi denovo52001 0.450 0.250 Ascomycota Sordariomycetes Hypocreales unidentified unidentified Hypocreales sp
Xeric Module #2 Bacteria denovo154675 0.408 0.250 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter
Xeric Module #2 Fungi denovo67448 0.350 0.250 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae unidentified Psathyrellaceae sp
Xeric Module #2 Fungi denovo31991 0.333 0.250 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Fungi denovo8928 0.333 0.250 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia typharum
Xeric Module #2 Fungi denovo42427 0.292 0.250 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo50511 0.275 0.250 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae Kraurogymnocarpa Kraurogymnocarpa trochleospora
Xeric Module #2 Fungi denovo13635 0.250 0.250 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo57806 0.250 0.250 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo29705 0.217 0.250 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo188411 0.208 0.250 Chloroflexi Anaerolineae Ardenscatenales Ardenscatenaceae Ardenscatena
Xeric Module #2 Fungi denovo9912 0.183 0.250 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo37330 0.167 0.250 Basidiomycota Tremellomycetes Cystofilobasidiales unidentified unidentified Cystofilobasidiales sp
Xeric Module #2 Fungi denovo12344 0.133 0.250 Ascomycota Eurotiomycetes Onygenales unidentified unidentified Onygenales sp
Xeric Module #2 Fungi denovo49774 0.133 0.250 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo7254 0.133 0.250 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Sporobolomyces Sporobolomyces sp TY_260
Xeric Module #2 Fungi denovo33743 0.117 0.250 Ascomycota Dothideomycetes Capnodiales unidentified unidentified uncultured Capnodiales
Xeric Module #2 Fungi denovo36949 0.117 0.250 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Fungi denovo6764 0.117 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo31934 0.108 0.250 Ascomycota Eurotiomycetes Incertae sedis Incertae sedis Sarcinomyces Sarcinomyces sp MA 4705
Xeric Module #2 Bacteria denovo216202 0.100 0.250 Actinobacteria MB-A2-108
Xeric Module #2 Bacteria denovo292691 0.100 0.250 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo30240 0.100 0.250 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo35118 0.100 0.250 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Placidium Placidium aff lacinulatum var latisporum M Prieto 1704
Xeric Module #2 Bacteria denovo240263 0.092 0.250 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo36497 0.092 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo39303 0.092 0.250 Basidiomycota Tremellomycetes Tremellales Sirobasidiaceae Sirobasidium Sirobasidium brefeldianum
Xeric Module #2 Bacteria denovo138162 0.083 0.250 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo219936 0.083 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo339980 0.083 0.250 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo359924 0.083 0.250 Unassigned
Xeric Module #2 Fungi denovo25569 0.083 0.250 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo293114 0.075 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo40576 0.075 0.250 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron alboluteum
Xeric Module #2 Bacteria denovo266671 0.067 0.250 Chlorobi SJA-28
Xeric Module #2 Fungi denovo63575 0.067 0.250 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo107565 0.058 0.250 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo61323 0.058 0.250 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo55703 0.058 0.250 Zygomycota Incertae sedis Endogonales unidentified unidentified Endogonales sp
Xeric Module #2 Bacteria denovo18479 0.050 0.250 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo222808 0.050 0.250 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo289615 0.050 0.250 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo31926 0.050 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo87092 0.050 0.250 Chloroflexi C0119
Xeric Module #2 Fungi denovo19485 0.050 0.250 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus ranarum
Xeric Module #2 Fungi denovo73101 0.050 0.250 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia typharum
Xeric Module #2 Bacteria denovo448742 0.250 0.250 Unassigned
Xeric Module #2 Bacteria denovo316890 1.033 0.250 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo51804 0.067 0.250 Unassigned
Xeric Module #2 Fungi denovo57393 0.583 0.250 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo354409 0.808 0.250 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo207556 0.233 0.250 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo498048 0.058 0.250 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo28335 0.317 0.250 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo272638 0.067 0.250 Chloroflexi Anaerolineae H39
Xeric Module #2 Bacteria denovo382867 0.033 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo412388 0.033 0.250 Chloroflexi
Xeric Module #2 Bacteria denovo12508 0.042 0.250 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo51427 0.125 0.250 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Bacteria denovo429226 2.983 0.250 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo452636 0.117 0.250 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo186494 0.625 0.250 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Fungi denovo1280 0.267 0.250 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Xeric Module #2 Bacteria denovo7777 0.092 0.249 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo309017 0.058 0.249 Gemmatimonadetes Gemm-5
Xeric Module #2 Fungi denovo58752 0.483 0.249 Ascomycota Pezizomycetes Pezizales Pyronemataceae Scutellinia Scutellinia sp
Xeric Module #2 Bacteria denovo231295 0.350 0.249 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo75856 0.100 0.249 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo496967 1.242 0.249 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo425698 0.517 0.249 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo363031 0.175 0.249 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo384095 0.100 0.249 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo49084 0.133 0.249 Chloroflexi C0119
Xeric Module #2 Bacteria denovo309402 0.092 0.249 Chloroflexi C0119
Xeric Module #2 Bacteria denovo37234 0.175 0.249 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo434171 0.050 0.249 Chloroflexi C0119
Xeric Module #2 Fungi denovo44948 0.192 0.249 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp
Xeric Module #2 Bacteria denovo160934 0.333 0.249 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo23533 5.758 0.249 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Pleospora Pleospora herbarum
Xeric Module #2 Bacteria denovo243894 0.408 0.249 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo210797 0.100 0.249 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Bacteria denovo228679 0.100 0.248 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo492513 1.200 0.248 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo228064 0.192 0.248 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo54564 0.517 0.248 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo19919 1.058 0.248 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo38954 0.175 0.248 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo462887 0.267 0.248 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo465338 1.133 0.248 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo313537 0.108 0.248 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo260686 1.150 0.248 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo210971 0.325 0.248 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Fungi denovo73735 5.158 0.248 Basidiomycota Agaricomycetes Cantharellales unidentified unidentified Cantharellales sp
Xeric Module #2 Fungi denovo18033 2.917 0.248 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Fungi denovo74 0.700 0.248 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Xeric Module #2 Bacteria denovo454177 0.183 0.248 Gemmatimonadetes Gemmatimonadetes C114
Xeric Module #2 Bacteria denovo155589 0.475 0.248 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo134414 0.517 0.248 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Fungi denovo39203 1.100 0.248 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp MS_73
Xeric Module #2 Fungi denovo36233 0.417 0.248 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Neostagonospora Neostagonospora elegiae
Xeric Module #2 Bacteria denovo388682 0.367 0.248 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Bacteria denovo177864 0.183 0.248 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo197332 0.100 0.248 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo246458 0.925 0.248 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo58043 0.267 0.248 unidentified unidentified unidentified unidentified unidentified fungal sp SUN2
Xeric Module #2 Fungi denovo884 0.108 0.248 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo13428 5.042 0.247 Ascomycota Eurotiomycetes Onygenales Onygenaceae Amauroascus Amauroascus oblatus
Xeric Module #2 Bacteria denovo153710 6.808 0.247 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo358656 1.350 0.247 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Acidisoma
Xeric Module #2 Bacteria denovo59235 0.258 0.247 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo31352 0.433 0.247 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo313471 0.183 0.247 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo442147 0.075 0.247 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo510836 0.200 0.247 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo41848 0.142 0.247 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo219455 0.325 0.247 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Xeric Module #2 Fungi denovo74389 29.633 0.247 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo184980 0.267 0.247 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo71961 0.208 0.247 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo332433 1.058 0.247 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo204599 0.183 0.247 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo413110 0.108 0.247 Actinobacteria Nitriliruptoria Euzebyales Euzebyaceae Euzebya
Xeric Module #2 Bacteria denovo350633 0.117 0.247 Bacteroidetes Sphingobacteriia Sphingobacteriales
Xeric Module #2 Bacteria denovo64996 0.492 0.246 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo425566 0.050 0.246 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo14713 0.350 0.246 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Modestobacter
Xeric Module #2 Fungi denovo4954 1.767 0.246 Ascomycota Pezizomycetes Pezizales unidentified unidentified Pezizales sp
Xeric Module #2 Bacteria denovo247022 0.067 0.246 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo165541 0.392 0.246 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo233466 0.050 0.246 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo89900 0.050 0.246 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo426793 0.042 0.246 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo475739 0.042 0.246 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo58024 0.433 0.246 unidentified unidentified unidentified unidentified unidentified fungal sp APA_2013
Xeric Module #2 Fungi denovo67999 0.242 0.246 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo25887 1.350 0.246 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo318011 1.950 0.246 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo60651 0.250 0.246 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium sp SL1131
Xeric Module #2 Fungi denovo26158 1.150 0.246 Ascomycota Pezizomycetes Pezizales Ascobolaceae Ascobolus Ascobolus sp
Xeric Module #2 Bacteria denovo122869 0.142 0.246 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo65698 0.200 0.246 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo250839 0.092 0.246 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo20217 22.775 0.246 Ascomycota Dothideomycetes Dothideales Dothioraceae Hormonema Hormonema sp F_054,258
Xeric Module #2 Bacteria denovo464565 0.158 0.246 Bacteroidetes At12OctB3
Xeric Module #2 Fungi denovo70697 0.708 0.246 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia sp
Xeric Module #2 Bacteria denovo244836 0.092 0.246 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo10144 0.267 0.246 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo21300 0.200 0.246 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo6290 0.067 0.246 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo366568 0.042 0.246 Chloroflexi TK10 AKYG885
Xeric Module #2 Fungi denovo59068 0.283 0.246 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo42179 0.567 0.246 Armatimonadetes [Fimbriimonadia] [Fimbriimonadales] [Fimbriimonadaceae] Fimbriimonas
Xeric Module #2 Bacteria denovo48173 0.050 0.246 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo39426 0.692 0.246 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo23674 4.550 0.246 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo105141 2.808 0.246 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Fungi denovo10951 0.108 0.246 Basidiomycota Wallemiomycetes Geminibasidiales Geminibasidiaceae Geminibasidium Geminibasidium hirsutum
Xeric Module #2 Fungi denovo66373 0.492 0.246 Ascomycota Leotiomycetes Helotiales Incertae sedis Chlorociboria Chlorociboria aeruginascens
Xeric Module #2 Fungi denovo18458 0.083 0.246 Incertae sedis Incertae sedis Incertae sedis Incertae sedis Aporospora Aporospora terricola
Xeric Module #2 Fungi denovo70614 0.217 0.246 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo1298 0.425 0.246 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Bacteria denovo29053 0.167 0.246 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Bacteria denovo115458 0.275 0.246 Proteobacteria Betaproteobacteria
Xeric Module #2 Fungi denovo26082 0.167 0.246 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo66391 0.267 0.246 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo318570 0.250 0.245 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo25725 0.083 0.245 Ascomycota Pezizomycetes unidentified unidentified unidentified Pezizomycetes sp
Xeric Module #2 Bacteria denovo42061 0.117 0.245 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo4742 0.583 0.245 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Fungi denovo61998 0.233 0.245 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Sporobolomyces Sporobolomyces poonsookiae
Xeric Module #2 Bacteria denovo252103 0.367 0.245 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo412093 1.125 0.245 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo140909 0.142 0.245 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Fungi denovo33732 0.108 0.245 Ascomycota Sordariomycetes Incertae sedis Incertae sedis Myrmecridium Myrmecridium banksiae
Xeric Module #2 Bacteria denovo30621 0.167 0.245 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo122636 0.792 0.245 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo147788 0.050 0.245 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo40463 1.150 0.245 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis ranzonii
Xeric Module #2 Fungi denovo9468 0.258 0.245 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo12307 0.100 0.245 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo2888 0.092 0.245 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo121019 0.100 0.245 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo1989 1.367 0.245 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Bacteria denovo328164 0.217 0.245 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Xeric Module #2 Bacteria denovo429784 0.275 0.244 Unassigned
Xeric Module #2 Fungi denovo38003 1.642 0.244 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo54746 2.017 0.244 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp IZ_1147
Xeric Module #2 Bacteria denovo445913 0.183 0.244 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo401954 0.675 0.244 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo34803 0.300 0.244 TM7 TM7-1
Xeric Module #2 Fungi denovo61945 0.767 0.244 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella sp YP_2010
Xeric Module #2 Bacteria denovo383522 0.800 0.244 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo437339 0.383 0.244 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo173803 0.108 0.244 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Bacteria denovo25750 0.483 0.244 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo61461 0.692 0.244 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo72109 0.942 0.243 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo66128 3.383 0.243 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces sp JT27724
Xeric Module #2 Fungi denovo73132 0.658 0.243 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo86330 0.092 0.243 Chloroflexi
Xeric Module #2 Bacteria denovo482129 0.250 0.243 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo50408 1.158 0.243 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Bacteria denovo372918 4.717 0.243 Chloroflexi Ktedonobacteria B12-WMSP1
Xeric Module #2 Bacteria denovo183358 0.100 0.243 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo183743 0.200 0.243 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo39470 0.533 0.243 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp MS_73
Xeric Module #2 Bacteria denovo196508 0.175 0.243 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo199618 0.067 0.243 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo7514 0.475 0.243 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota lilacea
Xeric Module #2 Bacteria denovo356871 0.133 0.243 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo34464 0.050 0.243 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp G58_78
Xeric Module #2 Bacteria denovo440168 0.117 0.243 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo51752 1.767 0.243 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo45985 0.308 0.243 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo29576 0.117 0.242 Ascomycota Sordariomycetes Xylariales Xylariaceae Coniolariella Coniolariella sp
Xeric Module #2 Bacteria denovo160669 0.350 0.242 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo292873 0.558 0.242 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo62618 3.675 0.242 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae
Xeric Module #2 Bacteria denovo479338 0.075 0.242 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Xeric Module #2 Bacteria denovo187288 0.175 0.242 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo99740 0.058 0.242 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo53159 0.050 0.242 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo443017 0.167 0.242 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo5066 0.492 0.242 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo67467 0.333 0.242 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo68142 2.208 0.242 Ascomycota Sordariomycetes Xylariales Xylariaceae Daldinia Daldinia sp
Xeric Module #2 Bacteria denovo240374 0.108 0.241 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo35105 0.742 0.241 Ascomycota Dothideomycetes Incertae sedis Myxotrichaceae unidentified uncultured Oidiodendron
Xeric Module #2 Bacteria denovo350079 3.192 0.241 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo82456 0.258 0.241 Chloroflexi Anaerolineae SBR1031 A4b
Xeric Module #2 Fungi denovo25751 1.425 0.241 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Bipolaris Bipolaris peregianensis
Xeric Module #2 Bacteria denovo21248 0.517 0.241 Bacteroidetes Sphingobacteriia Sphingobacteriales
Xeric Module #2 Bacteria denovo198126 1.683 0.241 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae Candidatus Koribacter
Xeric Module #2 Bacteria denovo93584 0.050 0.241 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo433491 0.175 0.241 Actinobacteria Thermoleophilia Gaiellales AK1AB1_02E
Xeric Module #2 Fungi denovo69997 0.200 0.241 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo29623 0.083 0.241 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo148444 0.183 0.241 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo51014 0.183 0.241 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo458470 0.583 0.241 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo229337 0.308 0.241 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Niastella
Xeric Module #2 Bacteria denovo408971 0.942 0.241 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo54225 0.758 0.241 Basidiomycota Agaricomycetes Agaricales Agaricaceae Battarrea Battarrea stevenii
Xeric Module #2 Fungi denovo40402 0.808 0.241 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces westraliensis
Xeric Module #2 Bacteria denovo281158 0.083 0.240 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Fungi denovo21574 0.258 0.240 Ascomycota Sordariomycetes Hypocreales Nectriaceae Fusicolla Fusicolla acetilerea
Xeric Module #2 Bacteria denovo116016 0.100 0.240 Armatimonadetes OPB50
Xeric Module #2 Bacteria denovo432921 0.383 0.240 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo53160 1.000 0.240 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Fungi denovo5263 8.242 0.240 Ascomycota Dothideomycetes Pleosporales Venturiaceae Venturia Venturia sp
Xeric Module #2 Fungi denovo36722 9.442 0.240 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo64024 2.783 0.240 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Fungi denovo35495 20.358 0.240 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae unidentified Chaetosphaeriaceae sp
Xeric Module #2 Fungi denovo53260 1.125 0.240 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo389891 0.608 0.240 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo263907 9.517 0.240 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Geodermatophilus
Xeric Module #2 Fungi denovo47748 3.483 0.240 Basidiomycota Pucciniomycetes Pucciniales unidentified unidentified Pucciniales sp
Xeric Module #2 Bacteria denovo129917 0.083 0.240 FBP
Xeric Module #2 Bacteria denovo490792 0.842 0.240 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo252055 0.667 0.240 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Dactylosporangium
Xeric Module #2 Bacteria denovo86793 0.183 0.240 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo151262 0.342 0.240 Actinobacteria MB-A2-108
Xeric Module #2 Bacteria denovo229922 0.425 0.239 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Ellin506
Xeric Module #2 Fungi denovo11655 5.625 0.239 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Sclerostagonospora Sclerostagonospora sp
Xeric Module #2 Bacteria denovo1581 0.125 0.239 Proteobacteria Alphaproteobacteria
Xeric Module #2 Bacteria denovo31826 0.692 0.239 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
Xeric Module #2 Bacteria denovo169035 0.183 0.239 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo443463 0.050 0.239 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo325888 0.900 0.239 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Friedmanniella
Xeric Module #2 Fungi denovo45049 5.625 0.239 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Aspergillus Aspergillus sp
Xeric Module #2 Fungi denovo11257 0.150 0.239 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo465477 0.092 0.239 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo269964 5.333 0.239 Actinobacteria Actinobacteria Actinomycetales Actinosynnemataceae Kibdelosporangium
Xeric Module #2 Fungi denovo23621 0.175 0.239 Ascomycota Dothideomycetes Pleosporales Incertae sedis Letendraea Letendraea sp
Xeric Module #2 Fungi denovo49222 1.742 0.239 Ascomycota Dothideomycetes Pleosporales Montagnulaceae Paraconiothyrium Paraconiothyrium hawaiiense
Xeric Module #2 Bacteria denovo38231 0.333 0.238 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo418793 0.242 0.238 Elusimicrobia Elusimicrobia FAC88
Xeric Module #2 Bacteria denovo467299 0.517 0.238 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo468891 0.133 0.238 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo226032 3.892 0.238 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo484170 0.067 0.238 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo188615 0.108 0.238 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo56268 0.108 0.238 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo47986 7.667 0.238 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Xeric Module #2 Bacteria denovo53032 0.058 0.238 Proteobacteria Gammaproteobacteria Chromatiales
Xeric Module #2 Bacteria denovo2794 0.033 0.238 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Fungi denovo38015 0.275 0.238 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo59698 0.050 0.238 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo3395 0.167 0.237 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Kochiomyces Kochiomyces sp JEL 371
Xeric Module #2 Bacteria denovo375466 0.183 0.237 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Bacteria denovo394197 0.117 0.237 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo47230 0.108 0.237 Basidiomycota Agaricomycetes Agaricales Lycoperdaceae unidentified Lycoperdaceae sp
Xeric Module #2 Bacteria denovo393303 0.258 0.237 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae] Candidatus Entotheonella
Xeric Module #2 Bacteria denovo368467 0.183 0.237 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Bacteria denovo397682 0.383 0.237 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo280337 0.317 0.237 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo38137 0.300 0.237 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron alboluteum
Xeric Module #2 Fungi denovo1733 0.392 0.237 Ascomycota Incertae sedis Incertae sedis Incertae sedis Hemibeltrania Hemibeltrania mitrata
Xeric Module #2 Fungi denovo50341 22.725 0.237 Ascomycota Dothideomycetes Dothideales Dothioraceae Kabatiella Kabatiella sp
Xeric Module #2 Fungi denovo42686 0.125 0.237 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo59747 0.342 0.237 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Fungi denovo11080 0.592 0.237 Ascomycota Eurotiomycetes Arachnomycetales Arachnomycetaceae unidentified Arachnomycetaceae sp
Xeric Module #2 Fungi denovo53777 1.558 0.237 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo459101 0.167 0.237 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo242071 0.875 0.237 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo260127 0.333 0.237 Actinobacteria Actinobacteria Actinomycetales Bogoriellaceae Georgenia
Xeric Module #2 Bacteria denovo167392 0.183 0.237 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo43645 24.858 0.237 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo479964 0.217 0.237 Chloroflexi Anaerolineae SBR1031 A4b
Xeric Module #2 Bacteria denovo202882 1.092 0.237 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo16634 5.525 0.237 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo429887 0.042 0.237 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Fungi denovo7639 0.042 0.237 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Fungi denovo74066 0.275 0.237 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cercophora Cercophora sp
Xeric Module #2 Bacteria denovo301426 0.133 0.237 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo19672 0.125 0.237 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo461028 0.092 0.237 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo74118 0.083 0.237 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo35839 0.058 0.237 Unassigned
Xeric Module #2 Bacteria denovo392295 0.050 0.237 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo74686 0.050 0.237 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo107575 0.092 0.236 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo45437 0.092 0.236 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium cupreum



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo437010 0.067 0.236 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Fungi denovo14428 0.067 0.236 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo135808 0.042 0.236 Chloroflexi
Xeric Module #2 Bacteria denovo15982 0.042 0.236 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo235746 0.042 0.236 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo23558 0.042 0.236 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo284909 0.033 0.236 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo323735 0.033 0.236 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo426 0.033 0.236 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo481459 0.033 0.236 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo72756 0.033 0.236 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia appendiculata
Xeric Module #2 Bacteria denovo424408 0.267 0.236 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Bacteria denovo281622 9.658 0.236 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Amycolatopsis
Xeric Module #2 Bacteria denovo47065 0.075 0.236 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo230921 0.292 0.236 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo148087 0.025 0.236 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo211130 0.025 0.236 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo25579 0.025 0.236 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo270215 0.025 0.236 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo28709 0.025 0.236 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo29214 0.025 0.236 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo301854 0.025 0.236 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo345057 0.025 0.236 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo394917 0.025 0.236 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo398443 0.025 0.236 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo480320 0.025 0.236 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae] Candidatus Entotheonella
Xeric Module #2 Bacteria denovo487594 0.025 0.236 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo73263 0.025 0.236 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo79514 0.025 0.236 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo25875 0.617 0.236 Ascomycota Sordariomycetes Xylariales Xylariaceae unidentified Xylariaceae sp
Xeric Module #2 Fungi denovo16833 0.117 0.236 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Placidium Placidium pseudorufescens
Xeric Module #2 Fungi denovo24146 0.117 0.236 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo271974 0.067 0.236 Chloroflexi TK17 mle1-48
Xeric Module #2 Bacteria denovo10035 0.075 0.236 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo455730 0.042 0.236 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo66402 0.042 0.236 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo145586 0.250 0.236 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo366233 0.142 0.236 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo55443 0.042 0.236 Chloroflexi SHA-26
Xeric Module #2 Bacteria denovo198649 0.033 0.236 Unassigned
Xeric Module #2 Bacteria denovo248152 0.033 0.236 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo370063 1.775 0.236 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo64403 0.650 0.236 Ascomycota Lecanoromycetes unidentified unidentified unidentified uncultured Lecanoromycetidae
Xeric Module #2 Fungi denovo32923 3.733 0.236 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Spiromastix Spiromastix sp MY_1
Xeric Module #2 Bacteria denovo74191 0.275 0.236 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo73367 1.983 0.236 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum sp TNS KH_AUS10_72
Xeric Module #2 Fungi denovo11419 0.125 0.236 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Triparticalcar Triparticalcar sp JEL 560
Xeric Module #2 Bacteria denovo467174 0.125 0.236 Unassigned
Xeric Module #2 Bacteria denovo417023 0.192 0.236 Chloroflexi TK17
Xeric Module #2 Bacteria denovo117484 0.358 0.236 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo113951 0.167 0.236 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo19297 0.125 0.236 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo7000 0.175 0.235 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma macrostoma
Xeric Module #2 Bacteria denovo18308 0.092 0.235 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo316642 0.125 0.235 Planctomycetes Planctomycetia Pirellulales Pirellulaceae A17
Xeric Module #2 Fungi denovo42132 0.333 0.235 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Xeric Module #2 Fungi denovo51016 0.275 0.235 unidentified unidentified unidentified unidentified unidentified Basal lineages
Xeric Module #2 Bacteria denovo186537 0.083 0.235 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo98470 0.308 0.235 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo79324 0.967 0.235 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo359944 1.633 0.235 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo21995 0.850 0.235 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo60991 0.733 0.235 Ascomycota Leotiomycetes Incertae sedis Incertae sedis Geomyces Geomyces sp CZ_2011d
Xeric Module #2 Fungi denovo20508 1.675 0.235 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp
Xeric Module #2 Fungi denovo2294 0.350 0.235 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo184357 0.092 0.235 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo481856 0.200 0.235 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo407591 0.058 0.235 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo473259 0.083 0.234 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo394119 0.075 0.234 Cyanobacteria Synechococcophycideae Pseudanabaenales Pseudanabaenaceae Leptolyngbya
Xeric Module #2 Bacteria denovo392749 0.050 0.234 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo276678 0.717 0.234 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo502467 1.833 0.234 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo26585 0.217 0.234 Basidiomycota Agaricostilbomycetes Agaricostilbales Chionosphaeraceae Kurtzmanomyces Kurtzmanomyces sp
Xeric Module #2 Fungi denovo26546 15.033 0.234 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Bacteria denovo209666 0.142 0.234 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Bacteria denovo257290 0.208 0.234 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Gemmatimonadaceae Gemmatimonas
Xeric Module #2 Fungi denovo37367 1.392 0.234 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Fungi denovo58832 11.192 0.234 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo22355 0.050 0.234 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo452868 0.050 0.234 Chloroflexi Thermomicrobia Sphaerobacterales
Xeric Module #2 Bacteria denovo420424 0.058 0.234 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo203101 0.033 0.234 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo53428 0.367 0.234 Ascomycota Dothideomycetes Pleosporales Phaeosphaeriaceae Sclerostagonospora Sclerostagonospora sp
Xeric Module #2 Bacteria denovo18164 0.250 0.234 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo104356 0.175 0.234 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo347003 0.150 0.234 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae]
Xeric Module #2 Fungi denovo19826 0.100 0.234 Ascomycota Eurotiomycetes Chaetothyriales Incertae sedis Coniosporium Coniosporium sp SL1131
Xeric Module #2 Fungi denovo39454 0.117 0.234 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Bacteria denovo406877 0.150 0.233 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Fungi denovo30244 0.492 0.233 unidentified unidentified unidentified unidentified unidentified uncultured ectomycorrhizal fungus
Xeric Module #2 Fungi denovo55495 0.275 0.233 Ascomycota Eurotiomycetes Onygenales Ajellomycetaceae Spiromastix Spiromastix sp MY_1
Xeric Module #2 Bacteria denovo401877 0.625 0.233 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo234635 0.358 0.233 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo73061 1.600 0.233 Ascomycota Leotiomycetes Helotiales Incertae sedis Xylogone Xylogone sp
Xeric Module #2 Fungi denovo15369 0.392 0.233 Ascomycota Lecanoromycetes Lecanorales Cladoniaceae Cladia Cladia schizopora
Xeric Module #2 Bacteria denovo417457 0.083 0.233 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo176602 0.200 0.233 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo70671 0.233 0.233 No blast hit
Xeric Module #2 Bacteria denovo206257 5.825 0.233 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo12332 0.308 0.233 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeococcomyces Phaeococcomyces sp
Xeric Module #2 Fungi denovo9369 0.133 0.233 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Bacteria denovo22085 0.208 0.233 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo461605 1.475 0.233 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo264269 0.200 0.233 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Bacteria denovo9059 0.592 0.232 Proteobacteria Betaproteobacteria SC-I-84
Xeric Module #2 Bacteria denovo353618 0.083 0.232 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo54792 0.717 0.232 Firmicutes Bacilli Bacillales Alicyclobacillaceae Alicyclobacillus
Xeric Module #2 Bacteria denovo501641 0.425 0.232 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo44630 0.833 0.232 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo137035 0.625 0.232 Chloroflexi TK10 B07_WMSP1
Xeric Module #2 Bacteria denovo15258 0.300 0.232 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo508414 0.250 0.232 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo6039 0.458 0.231 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Fungi denovo3328 0.708 0.231 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo193631 0.550 0.231 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Bacteria denovo282083 0.367 0.231 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Xeric Module #2 Fungi denovo1092 1.083 0.231 Ascomycota Sordariomycetes Xylariales Xylariaceae Virgaria Virgaria nigra
Xeric Module #2 Fungi denovo3625 0.425 0.231 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma sp
Xeric Module #2 Bacteria denovo1646 0.817 0.231 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo505981 0.125 0.231 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo56751 0.158 0.231 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp ECD_2008
Xeric Module #2 Fungi denovo47231 3.708 0.231 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo431490 0.158 0.231 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo44586 0.350 0.230 Basidiomycota Agaricomycetes Russulales unidentified unidentified Russulales sp
Xeric Module #2 Fungi denovo65672 1.433 0.230 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified uncultured Exidiopsis
Xeric Module #2 Fungi denovo14121 0.250 0.230 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Parasola Parasola sp
Xeric Module #2 Fungi denovo22030 0.758 0.230 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Xeric Module #2 Fungi denovo67470 0.133 0.230 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp P605F
Xeric Module #2 Bacteria denovo464462 0.258 0.230 Unassigned
Xeric Module #2 Bacteria denovo96446 0.908 0.230 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo421117 1.050 0.230 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Fungi denovo25222 0.425 0.230 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo20318 0.250 0.230 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo210709 0.392 0.230 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo63783 0.208 0.230 Ascomycota Leotiomycetes Rhytismatales Rhytismataceae Lophodermium Lophodermium implicatum
Xeric Module #2 Fungi denovo58461 1.075 0.230 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Xeric Module #2 Fungi denovo59055 0.108 0.229 No blast hit
Xeric Module #2 Bacteria denovo59228 0.667 0.229 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Actinopolymorpha
Xeric Module #2 Fungi denovo1060 0.300 0.229 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003a
Xeric Module #2 Bacteria denovo311687 0.550 0.229 Nitrospirae Nitrospira Nitrospirales 0319-6A21
Xeric Module #2 Bacteria denovo395203 0.867 0.229 Chloroflexi C0119
Xeric Module #2 Bacteria denovo230592 0.108 0.229 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo487135 0.417 0.229 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo20628 0.200 0.229 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Sporobolomyces Sporobolomyces vermiculatus
Xeric Module #2 Bacteria denovo362404 0.125 0.229 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo433278 0.158 0.229 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo477737 14.150 0.229 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo215476 0.142 0.229 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo24147 0.658 0.229 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces plurigibbosus
Xeric Module #2 Bacteria denovo106162 1.825 0.229 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo242756 0.267 0.229 Unassigned
Xeric Module #2 Bacteria denovo306908 0.608 0.229 Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Agromyces
Xeric Module #2 Bacteria denovo94348 2.142 0.229 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo57353 0.300 0.229 Ascomycota Incertae sedis Incertae sedis Incertae sedis Retroconis Retroconis fusiformis
Xeric Module #2 Bacteria denovo366967 0.750 0.229 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo485495 0.308 0.228 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo150768 0.217 0.228 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Fungi denovo50023 0.558 0.228 Ascomycota Dothideomycetes Jahnulales Aliquandostipitaceae Jahnula Jahnula sp
Xeric Module #2 Bacteria denovo137104 0.150 0.228 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae
Xeric Module #2 Bacteria denovo66804 0.258 0.228 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Bacteria denovo245583 14.483 0.228 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo46915 0.458 0.228 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo349456 0.225 0.228 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Bacteria denovo506501 0.692 0.228 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Fungi denovo38761 1.208 0.228 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo508027 0.142 0.228 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo44153 0.875 0.228 Ascomycota Sordariomycetes Hypocreales Clavicipitaceae Pochonia Pochonia microbactrospora
Xeric Module #2 Bacteria denovo364615 0.625 0.228 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo30595 1.817 0.228 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo2273 0.125 0.227 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo98367 0.083 0.227 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo376158 0.108 0.227 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Fungi denovo70833 0.800 0.227 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Mycosphaerella Mycosphaerella verrucosiafricana
Xeric Module #2 Fungi denovo54080 0.150 0.227 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo825 0.258 0.227 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum triplex
Xeric Module #2 Fungi denovo14219 0.150 0.227 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo60218 0.083 0.227 Basidiomycota Agaricomycetes Agaricales Agaricaceae Chlamydopus Chlamydopus meyenianus
Xeric Module #2 Fungi denovo40265 0.058 0.227 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo19998 0.050 0.227 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo30278 0.042 0.227 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo15527 0.042 0.227 Basidiomycota Wallemiomycetes unidentified unidentified unidentified Wallemiomycetes sp
Xeric Module #2 Fungi denovo58057 0.033 0.227 Basidiomycota unidentified unidentified unidentified unidentified uncultured soil basidiomycete
Xeric Module #2 Bacteria denovo478692 0.133 0.227 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo229022 0.167 0.227 Actinobacteria Thermoleophilia Solirubrobacterales Conexibacteraceae
Xeric Module #2 Bacteria denovo81244 33.517 0.227 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae
Xeric Module #2 Bacteria denovo12105 0.025 0.227 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] Chthoniobacter
Xeric Module #2 Bacteria denovo420218 0.025 0.227 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo456509 0.025 0.227 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo97948 0.025 0.227 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo1037 0.025 0.227 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo50761 0.375 0.227 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo9433 0.075 0.227 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo317152 0.050 0.227 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo188090 0.042 0.227 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo38699 0.075 0.227 Ascomycota Dothideomycetes Botryosphaeriales Botryosphaeriaceae Phaeobotryon Phaeobotryon cupressi
Xeric Module #2 Bacteria denovo250532 0.058 0.227 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo60728 0.058 0.227 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo124581 0.142 0.227 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo258750 0.058 0.227 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Fungi denovo1067 0.058 0.227 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus ranarum
Xeric Module #2 Fungi denovo2641 0.117 0.227 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces dolichospermus
Xeric Module #2 Fungi denovo37220 0.625 0.227 Basidiomycota Agaricomycetes Agaricales Agaricaceae Lepiota Lepiota farinolens
Xeric Module #2 Bacteria denovo55170 1.133 0.227 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo23608 0.183 0.226 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo138086 0.267 0.226 Actinobacteria Actinobacteria Actinomycetales Geodermatophilaceae Modestobacter
Xeric Module #2 Fungi denovo51826 0.242 0.226 unidentified unidentified unidentified unidentified unidentified fungal sp Org 1
Xeric Module #2 Fungi denovo47568 0.042 0.226 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo36604 0.942 0.226 Ascomycota Eurotiomycetes Onygenales Onygenaceae Amauroascus Amauroascus albicans
Xeric Module #2 Bacteria denovo176473 0.058 0.226 Acidobacteria [Chloracidobacteria] DS-100
Xeric Module #2 Fungi denovo40204 0.133 0.226 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo2618 1.017 0.226 unidentified unidentified unidentified unidentified unidentified Fungi sp



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo56086 0.092 0.226 unidentified unidentified unidentified unidentified unidentified fungal sp F498
Xeric Module #2 Fungi denovo19599 0.033 0.226 Ascomycota Dothideomycetes Pleosporales Incertae sedis Letendraea Letendraea sp UFMGCB 2058
Xeric Module #2 Fungi denovo1125 0.125 0.226 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo22837 0.467 0.226 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo285810 0.117 0.226 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Fungi denovo58652 0.108 0.226 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo355329 0.158 0.226 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Friedmanniella
Xeric Module #2 Bacteria denovo245135 0.467 0.225 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo431105 0.075 0.225 Actinobacteria MB-A2-108
Xeric Module #2 Bacteria denovo93090 0.117 0.225 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo123963 0.133 0.225 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo56540 0.142 0.225 Ascomycota Saccharomycetes Saccharomycetales Incertae sedis Candida Candida stellimalicola
Xeric Module #2 Bacteria denovo405293 0.125 0.225 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo75057 0.575 0.225 Basidiomycota Agaricomycetes Agaricales Tricholomataceae Collybia Collybia tuberosa
Xeric Module #2 Bacteria denovo162061 0.275 0.225 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo51418 2.342 0.225 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo44617 10.892 0.225 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo162668 0.142 0.225 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo56382 0.142 0.225 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo10471 0.133 0.225 Chloroflexi C0119
Xeric Module #2 Fungi denovo49585 4.775 0.225 Ascomycota Dothideomycetes Pleosporales Cucurbitariaceae Curreya Curreya austroafricana
Xeric Module #2 Fungi denovo15840 0.175 0.225 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo282865 1.042 0.225 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo11189 0.175 0.225 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo461571 0.325 0.225 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo17629 0.142 0.225 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum floriforme
Xeric Module #2 Bacteria denovo170338 12.150 0.225 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo67758 0.075 0.224 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo5162 2.000 0.224 Ascomycota Pezizomycetes Pezizales Pezizaceae Terfezia Terfezia sp JTO309
Xeric Module #2 Fungi denovo31191 1.175 0.224 Ascomycota Leotiomycetes Helotiales Incertae sedis Dactylaria Dactylaria sp P24
Xeric Module #2 Fungi denovo24492 1.525 0.224 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo98703 0.775 0.224 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia
Xeric Module #2 Bacteria denovo161084 0.058 0.224 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] OR-59
Xeric Module #2 Bacteria denovo216990 0.200 0.224 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo59998 0.150 0.224 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo374572 0.250 0.224 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo215882 0.192 0.224 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo54439 0.108 0.224 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Bacteria denovo449455 0.400 0.224 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo351153 0.800 0.224 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo85419 0.075 0.224 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo21051 5.217 0.224 Basidiomycota Agaricomycetes Agaricales Agaricaceae Leucoagaricus Leucoagaricus meleagris
Xeric Module #2 Bacteria denovo207726 0.075 0.224 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo309350 0.067 0.224 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo19520 0.067 0.224 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo59489 0.192 0.224 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo40588 0.400 0.223 Ascomycota Leotiomycetes Helotiales Helotiaceae Crocicreas Crocicreas sp
Xeric Module #2 Fungi denovo27868 0.725 0.223 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo439607 3.633 0.223 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo506035 0.283 0.223 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo53776 2.508 0.223 Ascomycota Eurotiomycetes Chaetothyriales Chaetothyriaceae Cyphellophora Cyphellophora europaea
Xeric Module #2 Bacteria denovo113775 0.642 0.223 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo183565 0.958 0.223 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo330605 9.867 0.223 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo251435 0.283 0.223 Chloroflexi TK10
Xeric Module #2 Bacteria denovo50585 0.267 0.223 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Fungi denovo3575 0.142 0.223 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Placidium Placidium lacinulatum var lacinulatum
Xeric Module #2 Bacteria denovo498449 0.033 0.223 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo51041 0.200 0.223 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Xeric Module #2 Bacteria denovo307890 0.083 0.223 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo4799 0.050 0.223 Chloroflexi TK10 AKYG885
Xeric Module #2 Fungi denovo8327 10.308 0.223 Basidiomycota Agaricomycetes Cantharellales unidentified unidentified Cantharellales sp
Xeric Module #2 Bacteria denovo294741 0.442 0.223 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo34951 0.042 0.223 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo27806 0.550 0.223 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo166862 0.025 0.222 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo258994 0.025 0.222 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo63244 0.025 0.222 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo24129 0.025 0.222 Basidiomycota Agaricomycetes Agaricales Agaricaceae Mycenastrum Mycenastrum corium
Xeric Module #2 Bacteria denovo314223 0.050 0.222 Chloroflexi Anaerolineae Ardenscatenales Ardenscatenaceae Ardenscatena
Xeric Module #2 Bacteria denovo442199 0.108 0.222 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Fungi denovo57445 0.042 0.222 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp
Xeric Module #2 Fungi denovo73655 0.033 0.222 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo475812 0.317 0.222 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Xeric Module #2 Fungi denovo62161 8.075 0.222 Ascomycota Pezizomycetes Pezizales Tuberaceae unidentified Tuberaceae sp
Xeric Module #2 Bacteria denovo19095 0.692 0.222 Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces
Xeric Module #2 Bacteria denovo429682 0.258 0.222 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae
Xeric Module #2 Bacteria denovo21021 0.408 0.222 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo275171 0.600 0.222 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo35319 0.050 0.222 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis sp
Xeric Module #2 Bacteria denovo14188 0.033 0.222 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo349 0.317 0.222 unidentified unidentified unidentified unidentified unidentified Basal lineages
Xeric Module #2 Bacteria denovo422601 0.925 0.222 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo7554 2.067 0.222 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp P50
Xeric Module #2 Bacteria denovo307211 0.333 0.222 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo30170 0.125 0.221 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo12991 1.925 0.221 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Bacteria denovo98633 0.075 0.221 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo4286 0.667 0.221 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo17151 0.275 0.221 Ascomycota Sordariomycetes Xylariales unidentified unidentified Xylariales sp
Xeric Module #2 Fungi denovo28504 1.508 0.221 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo9083 0.208 0.221 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo293779 0.575 0.221 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo9434 0.892 0.221 Glomeromycota Glomeromycetes Diversisporales Diversisporaceae unidentified Diversisporaceae sp
Xeric Module #2 Bacteria denovo332912 0.258 0.221 Chloroflexi Ellin6529
Xeric Module #2 Fungi denovo27371 0.317 0.221 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo73000 0.142 0.221 unidentified unidentified unidentified unidentified unidentified uncultured ectomycorrhizal fungus
Xeric Module #2 Fungi denovo14173 0.608 0.221 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Fungi denovo9540 6.242 0.221 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo47992 0.375 0.221 Glomeromycota Glomeromycetes Glomerales Claroideoglomeraceae Claroideoglomus Claroideoglomus sp
Xeric Module #2 Fungi denovo60613 2.308 0.221 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Bacteria denovo307820 0.092 0.221 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo17294 0.208 0.221 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp DBVPG 5868
Xeric Module #2 Fungi denovo69844 0.733 0.220 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo64597 0.725 0.220 Unassigned
Xeric Module #2 Bacteria denovo65858 0.225 0.220 Bacteroidetes Flavobacteriia Flavobacteriales Flavobacteriaceae Flavobacterium
Xeric Module #2 Fungi denovo26137 0.767 0.220 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Bacteria denovo325052 0.342 0.220 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo381525 0.358 0.220 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo26265 0.550 0.220 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo239290 0.133 0.220 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo394425 0.608 0.220 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo312716 0.500 0.220 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo311222 0.150 0.220 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo47814 0.308 0.220 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula sp
Xeric Module #2 Bacteria denovo242289 3.100 0.220 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo53193 21.392 0.219 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo349137 3.358 0.219 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo158864 1.742 0.219 Proteobacteria Alphaproteobacteria Rhodospirillales
Xeric Module #2 Bacteria denovo405677 0.158 0.219 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo55777 1.042 0.219 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo300658 0.075 0.219 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo24384 0.283 0.219 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Xeric Module #2 Bacteria denovo435219 0.350 0.219 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo380673 1.200 0.219 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo409357 0.067 0.219 Firmicutes Bacilli Bacillales Bacillaceae Bacillus
Xeric Module #2 Fungi denovo6094 0.150 0.219 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Bacteria denovo16301 0.100 0.219 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo147989 0.100 0.219 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo283200 0.183 0.219 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo74572 0.125 0.219 Basidiomycota Agaricomycetes Corticiales Corticiaceae Marchandiobasidium Marchandiobasidium sp
Xeric Module #2 Bacteria denovo297846 0.167 0.219 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo419804 0.267 0.218 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo99247 0.408 0.218 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo49657 5.483 0.218 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Bacteria denovo451606 0.442 0.218 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo333018 0.125 0.218 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo483493 0.167 0.218 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Fungi denovo63302 0.125 0.218 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp MA 4905
Xeric Module #2 Bacteria denovo15828 0.092 0.218 Firmicutes Bacilli Bacillales Planococcaceae Planomicrobium
Xeric Module #2 Bacteria denovo444405 0.200 0.218 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo24009 0.175 0.218 Acidobacteria Acidobacteria-5
Xeric Module #2 Fungi denovo52123 8.633 0.218 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo422702 0.117 0.218 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo128864 0.050 0.218 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo496673 0.050 0.218 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo70825 2.442 0.218 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp 7 SUN_2011
Xeric Module #2 Bacteria denovo422065 0.042 0.218 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo77973 0.800 0.218 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Fungi denovo4205 0.333 0.218 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo299030 0.208 0.218 Actinobacteria MB-A2-108
Xeric Module #2 Fungi denovo66736 0.117 0.218 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo384424 0.100 0.218 Acidobacteria Acidobacteriia Acidobacteriales Koribacteraceae
Xeric Module #2 Bacteria denovo320419 0.025 0.218 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae
Xeric Module #2 Bacteria denovo114930 0.258 0.218 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo436796 0.642 0.218 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo226678 0.242 0.218 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae
Xeric Module #2 Bacteria denovo478091 0.708 0.218 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo70915 0.200 0.218 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo75797 0.367 0.218 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo187646 0.875 0.218 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo321901 0.833 0.218 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo158969 0.100 0.218 Chloroflexi Ktedonobacteria
Xeric Module #2 Bacteria denovo94984 0.192 0.217 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo46529 1.292 0.217 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo331518 1.175 0.217 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Fungi denovo74050 0.400 0.217 unidentified unidentified unidentified unidentified unidentified fungal sp TRN211
Xeric Module #2 Bacteria denovo105322 0.033 0.217 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo11774 0.150 0.217 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo266941 0.142 0.217 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo32037 0.042 0.217 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo74587 0.050 0.217 No blast hit
Xeric Module #2 Fungi denovo15271 0.400 0.217 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Exophiala Exophiala salmonis
Xeric Module #2 Bacteria denovo501838 0.175 0.217 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo282604 0.683 0.217 Chloroflexi Ktedonobacteria B12-WMSP1
Xeric Module #2 Bacteria denovo404498 0.717 0.217 Proteobacteria Betaproteobacteria SC-I-84
Xeric Module #2 Bacteria denovo272469 0.067 0.217 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo367419 0.258 0.217 Chloroflexi C0119
Xeric Module #2 Bacteria denovo311638 0.317 0.217 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo15808 1.767 0.217 Proteobacteria Alphaproteobacteria Rhizobiales Beijerinckiaceae
Xeric Module #2 Bacteria denovo183167 0.067 0.217 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Fungi denovo65316 0.450 0.217 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Fungi denovo64126 0.350 0.217 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo18048 0.083 0.217 FBP
Xeric Module #2 Bacteria denovo503208 2.175 0.217 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo345924 0.175 0.216 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo344859 0.075 0.216 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo90977 0.058 0.216 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo123322 0.192 0.216 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo38908 5.658 0.216 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo449482 1.183 0.216 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo226494 0.050 0.216 Chloroflexi C0119
Xeric Module #2 Bacteria denovo335836 1.475 0.216 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
Xeric Module #2 Fungi denovo6839 0.367 0.216 Ascomycota Lecanoromycetes Lecanorales Cladoniaceae Cladia Cladia schizopora
Xeric Module #2 Fungi denovo27265 0.100 0.216 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeococcomyces Phaeococcomyces sp
Xeric Module #2 Bacteria denovo485255 0.150 0.216 Chloroflexi TK17 mle1-48
Xeric Module #2 Bacteria denovo369538 0.458 0.215 Chloroflexi Ktedonobacteria Elev-1554
Xeric Module #2 Bacteria denovo38641 1.008 0.215 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae
Xeric Module #2 Fungi denovo39850 0.725 0.215 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo461697 0.525 0.215 Bacteroidetes Sphingobacteriia Sphingobacteriales
Xeric Module #2 Fungi denovo34002 1.133 0.215 Ascomycota Dothideomycetes Jahnulales Aliquandostipitaceae Jahnula Jahnula sp
Xeric Module #2 Bacteria denovo161798 0.467 0.215 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides
Xeric Module #2 Bacteria denovo124745 0.150 0.215 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo335599 0.208 0.215 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo70664 0.400 0.214 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces westraliensis
Xeric Module #2 Fungi denovo58976 0.083 0.214 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo91531 0.092 0.214 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo386030 0.342 0.214 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo71138 0.092 0.214 Basidiomycota Cystobasidiomycetes Cystobasidiales Cystobasidiaceae Occultifur Occultifur sp UFMG_BRO_170
Xeric Module #2 Bacteria denovo290407 0.083 0.214 Unassigned
Xeric Module #2 Bacteria denovo112562 0.058 0.214 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo244356 0.042 0.214 Actinobacteria MB-A2-108



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo1435 2.733 0.214 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo393009 3.175 0.214 Cyanobacteria Chloroplast Chlorophyta
Xeric Module #2 Bacteria denovo374580 1.317 0.214 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo30870 1.025 0.214 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Coprinellus Coprinellus deminutus
Xeric Module #2 Bacteria denovo83362 0.125 0.214 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo230173 0.175 0.214 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo17026 0.042 0.214 Ascomycota Pezizomycetes Pezizales Ascobolaceae Ascobolus Ascobolus sp
Xeric Module #2 Bacteria denovo8834 0.350 0.214 Chloroflexi TK17
Xeric Module #2 Bacteria denovo101772 0.158 0.214 TM7 TM7-3
Xeric Module #2 Bacteria denovo168064 2.300 0.214 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo1029 0.167 0.214 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo21090 0.125 0.214 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo15806 0.258 0.214 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo49471 0.133 0.214 Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Cryptococcus Cryptococcus oeirensis
Xeric Module #2 Fungi denovo57849 0.058 0.214 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp
Xeric Module #2 Bacteria denovo508716 0.042 0.214 TM7 TM7-1
Xeric Module #2 Fungi denovo70743 0.033 0.214 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo95250 1.442 0.213 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo45055 0.142 0.213 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo414207 0.050 0.213 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo56248 0.408 0.213 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces kniepii
Xeric Module #2 Fungi denovo47547 0.108 0.213 Ascomycota Pezizomycetes Pezizales Ascobolaceae Ascobolus Ascobolus sp
Xeric Module #2 Fungi denovo48563 0.083 0.213 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo115272 0.025 0.213 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo186216 0.025 0.213 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo33475 0.025 0.213 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Nocardioides plantarum
Xeric Module #2 Bacteria denovo93996 0.025 0.213 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo34525 0.025 0.213 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo53759 0.025 0.213 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae Thaxteriella Thaxteriella inthanonensis
Xeric Module #2 Fungi denovo70762 0.025 0.213 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Bacteria denovo8105 0.925 0.213 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo93507 0.042 0.213 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo325951 1.867 0.213 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo310238 3.808 0.213 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo11744 0.117 0.213 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria phyllocharis
Xeric Module #2 Fungi denovo71714 0.383 0.213 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp ECD_2008
Xeric Module #2 Bacteria denovo184327 0.183 0.213 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo10574 0.992 0.213 Basidiomycota Ustilaginomycetes Urocystidales Glomosporiaceae Thecaphora Thecaphora amaranthi
Xeric Module #2 Fungi denovo44144 0.925 0.213 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora petrogale
Xeric Module #2 Fungi denovo47413 0.075 0.213 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp BI20
Xeric Module #2 Bacteria denovo492803 0.117 0.213 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo455217 0.367 0.213 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo125401 0.058 0.213 Gemmatimonadetes Gemm-5
Xeric Module #2 Fungi denovo22588 0.317 0.213 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma cf cynaroidis A33
Xeric Module #2 Bacteria denovo123917 0.125 0.213 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Bacteria denovo410492 0.083 0.213 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo61701 0.217 0.213 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo220569 0.050 0.213 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo247749 0.233 0.213 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo18378 0.725 0.213 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo36348 0.708 0.213 Ascomycota Leotiomycetes Helotiales Incertae sedis Tiarosporella Tiarosporella graminis
Xeric Module #2 Bacteria denovo393186 0.400 0.213 Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae
Xeric Module #2 Fungi denovo43524 2.817 0.213 unidentified unidentified unidentified unidentified unidentified Basal lineages
Xeric Module #2 Bacteria denovo421761 1.167 0.213 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Xeric Module #2 Bacteria denovo232473 3.125 0.212 Armatimonadetes Armatimonadia FW68
Xeric Module #2 Bacteria denovo414237 0.292 0.212 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Bacteria denovo359323 0.908 0.212 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo290573 0.233 0.212 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo54834 0.383 0.212 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo154451 1.625 0.212 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo303094 0.633 0.212 Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae Methylobacterium adhaesivum
Xeric Module #2 Bacteria denovo470071 0.267 0.212 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo15738 0.125 0.212 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo324163 0.450 0.212 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo105504 0.192 0.212 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Fungi denovo16986 0.392 0.212 Ascomycota Dothideomycetes Pleosporales Tubeufiaceae unidentified Tubeufiaceae sp
Xeric Module #2 Bacteria denovo119470 0.267 0.212 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Pontibacter
Xeric Module #2 Bacteria denovo190954 0.075 0.212 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] [Pedosphaeraceae]
Xeric Module #2 Bacteria denovo161949 0.583 0.212 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo20493 6.317 0.212 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo317483 0.075 0.212 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo62870 2.900 0.212 Ascomycota Dothideomycetes Pleosporales Incertae sedis Phoma Phoma sp
Xeric Module #2 Fungi denovo16869 0.208 0.211 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Fungi denovo53797 3.475 0.211 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo59043 0.383 0.211 Zygomycota Incertae sedis Mucorales Rhizopodaceae Rhizopus Rhizopus arrhizus var. arrhizus
Xeric Module #2 Fungi denovo38030 1.033 0.211 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Xeric Module #2 Bacteria denovo232865 0.317 0.211 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo449826 0.117 0.211 Planctomycetes Planctomycetia Pirellulales Pirellulaceae Pirellula
Xeric Module #2 Bacteria denovo399957 0.492 0.211 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo68323 0.267 0.211 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Fungi denovo32571 7.617 0.211 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum minimum
Xeric Module #2 Fungi denovo51995 0.150 0.211 Basidiomycota Agaricomycetes Agaricales Tricholomataceae Arrhenia Arrhenia sp
Xeric Module #2 Bacteria denovo469965 0.583 0.211 Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae
Xeric Module #2 Bacteria denovo57414 0.517 0.211 Actinobacteria Acidimicrobiia Acidimicrobiales C111
Xeric Module #2 Bacteria denovo403217 0.408 0.211 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Xeric Module #2 Bacteria denovo9480 0.508 0.211 Unassigned
Xeric Module #2 Fungi denovo6822 0.258 0.211 Ascomycota Incertae sedis Incertae sedis Incertae sedis Heliocephala Heliocephala natarajanii
Xeric Module #2 Bacteria denovo315981 2.358 0.211 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo293645 0.067 0.211 FBP
Xeric Module #2 Bacteria denovo328160 0.933 0.211 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo49916 9.033 0.211 Ascomycota Dothideomycetes Pleosporales Venturiaceae unidentified Venturiaceae sp
Xeric Module #2 Bacteria denovo346419 0.350 0.210 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo55341 0.075 0.210 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo453403 0.058 0.210 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo8920 0.200 0.210 Cyanobacteria Oscillatoriophycideae Chroococcales Xenococcaceae
Xeric Module #2 Bacteria denovo163487 0.125 0.210 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo21101 0.050 0.210 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Preussia Preussia australis
Xeric Module #2 Bacteria denovo451375 0.342 0.210 Chloroflexi Anaerolineae A31
Xeric Module #2 Fungi denovo51638 0.192 0.210 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Sporobolomyces Sporobolomyces gracilis
Xeric Module #2 Bacteria denovo436900 0.817 0.210 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo425157 0.292 0.210 Proteobacteria Deltaproteobacteria Syntrophobacterales Syntrophobacteraceae
Xeric Module #2 Fungi denovo44593 0.142 0.210 Ascomycota Lichinomycetes Lichinales Peltulaceae Peltula Peltula auriculata
Xeric Module #2 Fungi denovo28083 0.283 0.210 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum floriforme
Xeric Module #2 Fungi denovo63659 1.358 0.210 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo296328 0.467 0.210 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo236400 0.067 0.210 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo59999 0.583 0.210 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo60052 0.950 0.210 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cladorrhinum Cladorrhinum sp
Xeric Module #2 Fungi denovo62208 0.108 0.210 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo31349 1.467 0.210 Ascomycota Pezizomycetes Pezizales Tuberaceae Dingleya Dingleya sp
Xeric Module #2 Bacteria denovo337709 0.475 0.210 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo437776 0.300 0.210 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo107890 0.167 0.210 Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae
Xeric Module #2 Bacteria denovo402572 1.500 0.210 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo352240 0.225 0.209 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo56855 0.517 0.209 Ascomycota Dothideomycetes Pleosporales Lophiostomataceae Lophiostoma Lophiostoma cf cynaroidis A33
Xeric Module #2 Fungi denovo33878 0.217 0.209 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Fungi denovo61959 0.525 0.209 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Xeric Module #2 Bacteria denovo454739 0.183 0.209 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo37779 0.067 0.209 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo109241 0.125 0.209 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo46383 0.350 0.209 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo195380 0.825 0.209 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo338115 0.225 0.209 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo6103 0.083 0.209 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Fungi denovo6727 0.075 0.209 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo266100 0.067 0.209 Chloroflexi Thermomicrobia AKYG1722
Xeric Module #2 Bacteria denovo385216 0.033 0.209 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo256968 0.275 0.209 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo456791 0.117 0.209 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Fungi denovo39129 0.117 0.209 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Fungi denovo21632 12.492 0.209 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum minimum
Xeric Module #2 Fungi denovo40001 0.475 0.209 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum lageniforme
Xeric Module #2 Bacteria denovo390019 0.025 0.209 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo499570 0.025 0.209 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo8896 0.025 0.209 Armatimonadetes [Fimbriimonadia] [Fimbriimonadales] [Fimbriimonadaceae] Fimbriimonas
Xeric Module #2 Bacteria denovo239518 0.050 0.209 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo213163 0.033 0.209 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Fungi denovo33770 0.075 0.209 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo320294 0.258 0.208 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo494477 0.325 0.208 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Phormidium
Xeric Module #2 Bacteria denovo498454 0.242 0.208 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo337094 0.083 0.208 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Bacteria denovo157231 0.075 0.208 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo95541 0.125 0.208 TM7 TM7-3
Xeric Module #2 Bacteria denovo225883 4.733 0.208 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo254662 1.117 0.208 Actinobacteria Acidimicrobiia Acidimicrobiales Iamiaceae Iamia
Xeric Module #2 Fungi denovo62131 1.892 0.208 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Xeric Module #2 Bacteria denovo487619 0.775 0.208 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo473479 0.108 0.208 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo30842 7.350 0.208 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Trichocladium Trichocladium pyriforme
Xeric Module #2 Fungi denovo15366 0.742 0.208 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo488636 0.275 0.208 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Bacteria denovo456126 0.050 0.208 FBP
Xeric Module #2 Bacteria denovo478226 0.050 0.207 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Fungi denovo8080 0.367 0.207 Basidiomycota Agaricomycetes Sebacinales Sebacinales Group B Serendipita Serendipita sp
Xeric Module #2 Fungi denovo18588 0.125 0.207 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo435152 5.375 0.207 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Bacteria denovo186864 2.492 0.207 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae
Xeric Module #2 Bacteria denovo81066 0.450 0.207 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo134821 4.100 0.207 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo430291 0.058 0.207 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo4089 0.175 0.207 Basidiomycota Tremellomycetes Tremellales Incertae sedis Tremella Tremella pertusariae
Xeric Module #2 Bacteria denovo121618 0.133 0.207 Proteobacteria Betaproteobacteria SC-I-84
Xeric Module #2 Fungi denovo27682 0.325 0.207 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo459345 0.083 0.207 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin515
Xeric Module #2 Fungi denovo61889 0.142 0.207 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo49582 0.908 0.207 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Bacteria denovo394397 0.233 0.207 Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pedobacter
Xeric Module #2 Fungi denovo53826 0.150 0.207 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp CRUB 1230
Xeric Module #2 Fungi denovo35971 0.917 0.207 Ascomycota Dothideomycetes Pleosporales Montagnulaceae unidentified Montagnulaceae sp
Xeric Module #2 Bacteria denovo265219 0.192 0.207 FBP
Xeric Module #2 Fungi denovo61236 0.142 0.206 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo86499 0.042 0.206 Chloroflexi TK10 AKYG885
Xeric Module #2 Bacteria denovo345501 0.108 0.206 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo58631 1.575 0.206 Ascomycota Leotiomycetes Helotiales Incertae sedis Scytalidium Scytalidium sp
Xeric Module #2 Bacteria denovo293606 0.100 0.206 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo51298 0.067 0.206 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo471935 0.142 0.206 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo12248 1.392 0.206 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo211571 0.117 0.206 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo34558 0.050 0.206 Proteobacteria Deltaproteobacteria Myxococcales Polyangiaceae
Xeric Module #2 Fungi denovo66540 0.083 0.206 Ascomycota Sordariomycetes Hypocreales Incertae sedis unidentified Hypocreales sp
Xeric Module #2 Fungi denovo70529 0.767 0.206 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces kniepii
Xeric Module #2 Bacteria denovo364946 0.250 0.206 Cyanobacteria Chloroplast Streptophyta
Xeric Module #2 Bacteria denovo171324 0.258 0.206 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo342376 1.892 0.206 Unassigned
Xeric Module #2 Bacteria denovo213866 0.608 0.206 Actinobacteria Actinobacteria Actinomycetales
Xeric Module #2 Fungi denovo67650 0.433 0.205 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae Verrucisporota Verrucisporota daviesiae
Xeric Module #2 Bacteria denovo50942 0.500 0.205 Planctomycetes Planctomycetia B97
Xeric Module #2 Bacteria denovo318344 0.075 0.205 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo72040 0.175 0.205 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo118090 0.825 0.205 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo33657 1.392 0.205 Ascomycota Incertae sedis Incertae sedis Incertae sedis Scolecobasidium Scolecobasidium terreum
Xeric Module #2 Bacteria denovo20684 14.367 0.205 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Devosia
Xeric Module #2 Bacteria denovo450036 4.833 0.205 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo452233 1.533 0.205 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo196555 2.108 0.205 Proteobacteria Alphaproteobacteria Rhizobiales
Xeric Module #2 Bacteria denovo329130 0.192 0.205 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo372673 1.658 0.204 Chloroflexi Gitt-GS-136
Xeric Module #2 Bacteria denovo342396 0.117 0.204 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo47041 0.042 0.204 Basidiomycota Microbotryomycetes Sporidiobolales unidentified unidentified Sporidiobolales sp
Xeric Module #2 Bacteria denovo204234 0.033 0.204 Proteobacteria Gammaproteobacteria Chromatiales
Xeric Module #2 Bacteria denovo54000 0.567 0.204 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo172309 0.167 0.204 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo171828 0.192 0.204 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo227736 0.067 0.204 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Fungi denovo35605 0.392 0.204 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae Coprinellus Coprinellus curtus
Xeric Module #2 Bacteria denovo294891 0.033 0.204 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas
Xeric Module #2 Bacteria denovo65601 0.025 0.204 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo29989 0.783 0.204 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo336899 0.250 0.204 Chloroflexi C0119



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo460897 0.042 0.204 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo57422 0.667 0.204 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis sp
Xeric Module #2 Fungi denovo19126 0.925 0.204 Ascomycota Incertae sedis Incertae sedis Incertae sedis Calcarisporiella Calcarisporiella sp
Xeric Module #2 Fungi denovo38060 0.392 0.204 Ascomycota Sordariomycetes Incertae sedis Plectosphaerellaceae Lectera Lectera longa
Xeric Module #2 Fungi denovo25050 0.133 0.204 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo450601 0.292 0.204 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Bacteria denovo139813 0.458 0.204 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo71607 0.092 0.204 Gemmatimonadetes Gemm-5
Xeric Module #2 Bacteria denovo24338 0.150 0.204 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Xeric Module #2 Bacteria denovo304542 1.075 0.204 Actinobacteria Actinobacteria Actinomycetales Nocardiaceae Nocardia
Xeric Module #2 Bacteria denovo308928 0.075 0.204 Proteobacteria Gammaproteobacteria Pseudomonadales Pseudomonadaceae Pseudomonas
Xeric Module #2 Bacteria denovo130497 0.033 0.204 Chloroflexi C0119
Xeric Module #2 Bacteria denovo175225 0.033 0.204 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo276113 0.033 0.204 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo455769 0.033 0.204 Acidobacteria Solibacteres Solibacterales
Xeric Module #2 Fungi denovo20303 0.033 0.204 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Fungi denovo20495 0.033 0.204 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron alboluteum
Xeric Module #2 Fungi denovo33916 0.033 0.204 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp
Xeric Module #2 Bacteria denovo116809 0.017 0.204 Actinobacteria Nitriliruptoria Nitriliruptorales Nitriliruptoraceae
Xeric Module #2 Bacteria denovo13011 0.017 0.204 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo172080 0.017 0.204 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo195544 0.017 0.204 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo202504 0.017 0.204 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo209101 0.017 0.204 Acidobacteria Acidobacteria-6 iii1-15 mb2424
Xeric Module #2 Bacteria denovo235733 0.017 0.204 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo253341 0.017 0.204 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo335004 0.017 0.204 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo350436 0.017 0.204 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo387352 0.017 0.204 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo406293 0.017 0.204 Unassigned
Xeric Module #2 Bacteria denovo439563 0.017 0.204 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo460881 0.017 0.204 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo47360 0.017 0.204 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo474300 0.017 0.204 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Bacteria denovo474448 0.017 0.204 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo505040 0.017 0.204 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae Catellatospora
Xeric Module #2 Bacteria denovo71150 0.017 0.204 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo77606 0.017 0.204 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo86969 0.017 0.204 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo11830 0.017 0.204 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Xeric Module #2 Fungi denovo3084 0.017 0.204 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo70390 0.017 0.204 Ascomycota Eurotiomycetes Onygenales Onygenaceae Auxarthron Auxarthron kuehnii
Xeric Module #2 Fungi denovo73866 0.017 0.204 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo50638 2.483 0.203 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp
Xeric Module #2 Fungi denovo19150 1.692 0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo75615 0.708 0.203 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo26070 0.617 0.203 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp M_Cre1
Xeric Module #2 Fungi denovo75606 0.583 0.203 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo2004 0.483 0.203 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Fungi denovo26965 0.467 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo14521 0.433 0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo492980 0.425 0.203 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo31171 0.425 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo287304 0.417 0.203 Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter
Xeric Module #2 Fungi denovo14595 0.383 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo36720 0.358 0.203 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo8930 0.333 0.203 Ascomycota Lecanoromycetes Teloschistales Teloschistaceae Orientophila Orientophila loekoesii
Xeric Module #2 Fungi denovo29675 0.317 0.203 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum pectinatum
Xeric Module #2 Fungi denovo73801 0.308 0.203 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora pyriformis
Xeric Module #2 Fungi denovo25269 0.300 0.203 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Fungi denovo449 0.292 0.203 Chytridiomycota Chytridiomycetes Spizellomycetales unidentified unidentified uncultured Spizellomycetales
Xeric Module #2 Fungi denovo12151 0.258 0.203 Basidiomycota unidentified unidentified unidentified unidentified uncultured Basidiomycota
Xeric Module #2 Fungi denovo31674 0.250 0.203 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo40617 0.250 0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Fungi denovo58664 0.242 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo38379 0.233 0.203 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo52719 0.233 0.203 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Fungi denovo65727 0.233 0.203 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo464843 0.217 0.203 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo371286 0.200 0.203 Tenericutes Mollicutes RsaHF231
Xeric Module #2 Fungi denovo4297 0.200 0.203 Ascomycota Dothideomycetes Incertae sedis Incertae sedis Leptospora Leptospora rubella
Xeric Module #2 Bacteria denovo505514 0.167 0.203 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo60385 0.167 0.203 Ascomycota Sordariomycetes Microascales Microascaceae Scedosporium Scedosporium prolificans
Xeric Module #2 Fungi denovo72456 0.167 0.203 Basidiomycota unidentified unidentified unidentified unidentified uncultured Rhizoctonia
Xeric Module #2 Fungi denovo66450 0.158 0.203 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo43296 0.150 0.203 unidentified unidentified unidentified unidentified unidentified fungal sp 2_12p
Xeric Module #2 Bacteria denovo458386 0.133 0.203 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo21066 0.133 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo54673 0.133 0.203 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Bacteria denovo154235 0.125 0.203 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo1797 0.125 0.203 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo35785 0.125 0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo45780 0.125 0.203 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae Thanatephorus Thanatephorus cucumeris
Xeric Module #2 Fungi denovo13907 0.117 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo19195 0.117 0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo67316 0.117 0.203 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus sp
Xeric Module #2 Fungi denovo22459 0.108 0.203 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Fungi denovo34840 0.108 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo42785 0.108 0.203 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae unidentified Psathyrellaceae sp
Xeric Module #2 Fungi denovo52353 0.108 0.203 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo72035 0.108 0.203 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo74921 0.108 0.203 Zygomycota Incertae sedis Mortierellales Mortierellaceae Gamsiella Gamsiella multidivaricata
Xeric Module #2 Bacteria denovo193623 0.100 0.203 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo37290 0.100 0.203 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo61924 0.100 0.203 Zygomycota Incertae sedis Basidiobolales Basidiobolaceae Basidiobolus Basidiobolus ranarum
Xeric Module #2 Bacteria denovo360347 0.092 0.203 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo30055 0.092 0.203 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp CC 410F
Xeric Module #2 Fungi denovo30356 0.092 0.203 unidentified unidentified unidentified unidentified unidentified fungal endophyte sp P1403G
Xeric Module #2 Fungi denovo4091 0.092 0.203 Ascomycota Sordariomycetes Hypocreales Bionectriaceae Stephanonectria Stephanonectria keithii
Xeric Module #2 Fungi denovo40969 0.092 0.203 Basidiomycota Agaricomycetes Agaricales Pluteaceae Volvariella Volvariella dunensis
Xeric Module #2 Fungi denovo47560 0.092 0.203 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo63300 0.092 0.203 Basidiomycota Atractiellomycetes Atractiellales unidentified unidentified Atractiellales sp WIM(M)1397
Xeric Module #2 Bacteria denovo187370 0.083 0.203 Proteobacteria Gammaproteobacteria Pseudomonadales Pseudomonadaceae Pseudomonas stutzeri
Xeric Module #2 Fungi denovo48540 0.083 0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo91126 0.075 0.203 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo3042 0.075 0.203 Ascomycota Sordariomycetes Hypocreales Bionectriaceae Clonostachys Clonostachys rosea f. catenulata
Xeric Module #2 Fungi denovo44292 0.075 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo222909 0.067 0.203 Chloroflexi Chloroflexi Herpetosiphonales
Xeric Module #2 Fungi denovo27852 0.067 0.203 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp CBS 7890
Xeric Module #2 Fungi denovo37331 0.067 0.203 Ascomycota Sordariomycetes Microascales Microascaceae Pseudallescheria Pseudallescheria fimeti
Xeric Module #2 Fungi denovo50897 0.067 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo53760 0.067 0.203 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Fungi denovo60897 0.067 0.203 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Fungi denovo71744 0.067 0.203 Basidiomycota Agaricomycetes Atheliales unidentified unidentified Atheliales sp
Xeric Module #2 Fungi denovo8898 0.067 0.203 Ascomycota Sordariomycetes Incertae sedis Glomerellaceae Colletotrichum Colletotrichum acutatum
Xeric Module #2 Bacteria denovo179175 0.058 0.203 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo39368 0.058 0.203 Ascomycota Leotiomycetes Rhytismatales Rhytismataceae Coccomyces Coccomyces proteae
Xeric Module #2 Fungi denovo51480 0.058 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo437779 0.050 0.203 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo94505 0.050 0.203 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo11446 0.050 0.203 Basidiomycota Agaricomycetes Agaricales Inocybaceae unidentified Inocybaceae sp
Xeric Module #2 Fungi denovo36004 0.050 0.203 Ascomycota Leotiomycetes Helotiales Incertae sedis Trimmatostroma Trimmatostroma salinum
Xeric Module #2 Bacteria denovo153946 0.042 0.203 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Saccharopolyspora
Xeric Module #2 Bacteria denovo174543 0.042 0.203 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo278216 0.042 0.203 Acidobacteria iii1-8 DS-18
Xeric Module #2 Bacteria denovo315219 0.042 0.203 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo352928 0.042 0.203 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo2198 0.042 0.203 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified uncultured Glomus
Xeric Module #2 Fungi denovo28364 0.042 0.203 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Fungi denovo3572 0.042 0.203 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Fungi denovo49178 0.042 0.203 Ascomycota Sordariomycetes Xylariales Incertae sedis Monosporascus Monosporascus sp 28 YS_2010
Xeric Module #2 Fungi denovo66118 0.042 0.203 No blast hit
Xeric Module #2 Bacteria denovo390617 0.033 0.203 Unassigned
Xeric Module #2 Bacteria denovo457352 0.033 0.203 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo22943 0.033 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo30660 0.033 0.203 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo3493 0.033 0.203 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Fungi denovo35134 0.033 0.203 unidentified unidentified unidentified unidentified unidentified fungal sp TRN465
Xeric Module #2 Fungi denovo36829 0.033 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo60472 0.033 0.203 Ascomycota Incertae sedis Incertae sedis Incertae sedis Knufia Knufia epidermidis
Xeric Module #2 Fungi denovo66969 0.033 0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Bacteria denovo216998 0.025 0.203 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo220664 0.025 0.203 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo223521 0.025 0.203 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo279400 0.025 0.203 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo290293 0.025 0.203 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo319886 0.025 0.203 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo346052 0.025 0.203 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo383039 0.025 0.203 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo385319 0.025 0.203 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo405904 0.025 0.203 Proteobacteria Betaproteobacteria Thiobacterales
Xeric Module #2 Bacteria denovo423033 0.025 0.203 Planctomycetes Phycisphaerae Phycisphaerales Phycisphaeraceae
Xeric Module #2 Bacteria denovo426307 0.025 0.203 Chloroflexi C0119
Xeric Module #2 Bacteria denovo431244 0.025 0.203 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo432155 0.025 0.203 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo434677 0.025 0.203 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo452729 0.025 0.203 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo456571 0.025 0.203 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo484237 0.025 0.203 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo49231 0.025 0.203 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo499135 0.025 0.203 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo28370 0.025 0.203 Ascomycota Incertae sedis Incertae sedis Incertae sedis Heterospora Heterospora dimorphospora
Xeric Module #2 Fungi denovo29503 0.025 0.203 Glomeromycota Glomeromycetes Glomerales Claroideoglomeraceae unidentified Claroideoglomeraceae sp
Xeric Module #2 Fungi denovo42073 0.025 0.203 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo54155 0.025 0.203 Basidiomycota Agaricomycetes Agaricales Psathyrellaceae unidentified Psathyrellaceae sp
Xeric Module #2 Fungi denovo56149 0.025 0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified Agaricaceae sp
Xeric Module #2 Fungi denovo5852 0.025 0.203 Basidiomycota Agaricomycetes Agaricales Marasmiaceae Gymnopus Gymnopus hariolorum
Xeric Module #2 Fungi denovo60858 0.025 0.203 No blast hit
Xeric Module #2 Fungi denovo666 0.025 0.203 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Fungi denovo8900 0.025 0.203 Basidiomycota Agaricomycetes Agaricales Agaricaceae Tulostoma Tulostoma xerophilum
Xeric Module #2 Fungi denovo8989 0.025 0.203 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo165092 25.800 0.203 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Fungi denovo51181 9.867 0.203 Ascomycota Dothideomycetes Incertae sedis Incertae sedis Monodictys Monodictys sp 148
Xeric Module #2 Fungi denovo64161 0.450 0.203 Ascomycota Sordariomycetes Xylariales Xylariaceae Xylaria Xylaria sp
Xeric Module #2 Bacteria denovo383411 1.367 0.203 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo68713 0.067 0.203 Acidobacteria iii1-8 DS-18
Xeric Module #2 Fungi denovo71910 0.217 0.203 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Fungi denovo56052 0.175 0.203 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo161046 1.250 0.203 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Xeric Module #2 Bacteria denovo227666 0.117 0.203 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo12200 0.267 0.203 Ascomycota Pezizomycetes Pezizales Ascobolaceae Ascobolus Ascobolus sp
Xeric Module #2 Bacteria denovo34920 0.067 0.202 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Rhodocytophaga
Xeric Module #2 Bacteria denovo2155 0.250 0.202 Actinobacteria Actinobacteria Actinomycetales Intrasporangiaceae
Xeric Module #2 Bacteria denovo80451 0.042 0.202 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo60572 0.725 0.202 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo20629 0.100 0.202 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo370775 0.200 0.202 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae
Xeric Module #2 Bacteria denovo243489 0.092 0.202 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo403289 0.408 0.202 Cyanobacteria Chloroplast Stramenopiles
Xeric Module #2 Bacteria denovo62042 1.100 0.202 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Fungi denovo57189 0.758 0.202 Ascomycota Lecanoromycetes Lecanorales Lecanoraceae Miriquidica Miriquidica sp DS8170
Xeric Module #2 Fungi denovo43842 3.758 0.202 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo409045 0.083 0.202 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo59439 0.050 0.202 Chloroflexi C0119
Xeric Module #2 Bacteria denovo326018 0.042 0.202 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Fungi denovo72468 0.167 0.202 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo216820 0.175 0.202 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura
Xeric Module #2 Fungi denovo31586 67.075 0.202 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Xeric Module #2 Bacteria denovo232616 0.267 0.202 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo86215 0.033 0.202 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo25682 0.033 0.202 Ascomycota Sordariomycetes Xylariales Amphisphaeriaceae unidentified Amphisphaeriaceae sp
Xeric Module #2 Fungi denovo42417 0.183 0.201 Chytridiomycota Monoblepharidomycetes Monoblepharidales Gonapodyaceae Gonapodya Gonapodya sp ATCC MYA_4806
Xeric Module #2 Bacteria denovo364529 1.550 0.201 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Fungi denovo47894 0.075 0.201 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Bacteria denovo338208 0.417 0.201 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo172744 0.800 0.201 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo52814 0.067 0.201 Unassigned
Xeric Module #2 Bacteria denovo462505 0.075 0.201 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo9576 0.183 0.201 Ascomycota Orbiliomycetes unidentified unidentified unidentified Orbiliomycetes sp
Xeric Module #2 Fungi denovo66671 0.275 0.201 Basidiomycota Tremellomycetes Cystofilobasidiales Cystofilobasidiaceae Cystofilobasidium Cystofilobasidium lacus-mascardii
Xeric Module #2 Fungi denovo26450 0.150 0.201 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cercophora Cercophora sp
Xeric Module #2 Bacteria denovo17411 0.142 0.201 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo492917 0.133 0.201 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo359163 0.250 0.201 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo379371 0.792 0.201 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo212916 0.300 0.200 Fibrobacteres Fibrobacteria 258ds10
Xeric Module #2 Fungi denovo11814 0.583 0.200 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo44648 1.000 0.200 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo47182 0.325 0.200 Ascomycota Incertae sedis Incertae sedis Incertae sedis Petrakia Petrakia sp
Xeric Module #2 Bacteria denovo296438 0.175 0.200 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo20022 1.758 0.200 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo26183 0.133 0.200 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo32120 1.025 0.200 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo74564 0.108 0.200 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo296605 0.167 0.200 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo45040 0.058 0.200 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Podospora Podospora sp
Xeric Module #2 Bacteria denovo309716 0.092 0.200 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Fungi denovo6167 0.067 0.200 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis sp PL AUS 033
Xeric Module #2 Bacteria denovo200645 0.033 0.200 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo280754 0.033 0.200 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Xeric Module #2 Fungi denovo68971 0.150 0.200 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo385298 0.217 0.200 Bacteroidetes Cytophagia Cytophagales Cytophagaceae Adhaeribacter
Xeric Module #2 Bacteria denovo356225 0.225 0.199 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Bacteria denovo155451 0.050 0.199 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Bacteria denovo285199 0.050 0.199 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo11557 0.125 0.199 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo453941 0.058 0.199 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo703 0.050 0.199 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo159548 0.042 0.199 Unassigned
Xeric Module #2 Bacteria denovo97297 0.042 0.199 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo2908 0.033 0.199 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo499009 0.033 0.199 Chloroflexi C0119
Xeric Module #2 Fungi denovo1695 0.242 0.199 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Kochiomyces Kochiomyces sp JEL 371
Xeric Module #2 Bacteria denovo294930 0.158 0.199 Chloroflexi Ellin6529
Xeric Module #2 Bacteria denovo12409 0.025 0.199 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo75764 0.025 0.199 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Fungi denovo38249 0.025 0.199 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo41507 0.025 0.199 Basidiomycota Tremellomycetes Filobasidiales Filobasidiaceae Cryptococcus Cryptococcus wieringae
Xeric Module #2 Fungi denovo75716 0.025 0.199 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Triparticalcar Triparticalcar sp JEL 560
Xeric Module #2 Fungi denovo2437 1.092 0.199 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp 99003c
Xeric Module #2 Fungi denovo36587 0.183 0.199 Ascomycota Lecanoromycetes Peltigerales Nephromataceae Nephroma Nephroma parile
Xeric Module #2 Bacteria denovo383877 0.083 0.199 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo91999 0.083 0.199 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo71282 0.067 0.199 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo57443 0.158 0.199 Ascomycota Dothideomycetes Botryosphaeriales Incertae sedis Camarosporium Camarosporium sp
Xeric Module #2 Fungi denovo12657 0.275 0.199 Ascomycota Eurotiomycetes unidentified unidentified unidentified Eurotiomycetes sp
Xeric Module #2 Bacteria denovo115723 0.092 0.199 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo65882 1.158 0.199 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo247050 0.050 0.199 Proteobacteria Betaproteobacteria A21b EB1003
Xeric Module #2 Bacteria denovo233544 0.083 0.199 Proteobacteria Gammaproteobacteria Chromatiales
Xeric Module #2 Bacteria denovo312755 3.808 0.199 Actinobacteria Thermoleophilia Solirubrobacterales Solirubrobacteraceae
Xeric Module #2 Fungi denovo42529 0.083 0.199 Ascomycota Eurotiomycetes Onygenales Onygenaceae Spiromastigoides Spiromastigoides tentaculata
Xeric Module #2 Fungi denovo63252 0.292 0.199 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo189637 0.125 0.199 Gemmatimonadetes Gemmatimonadetes C114
Xeric Module #2 Fungi denovo70306 0.300 0.199 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo414032 0.842 0.199 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo131558 0.125 0.199 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Fungi denovo48554 2.892 0.198 Ascomycota Pezizomycetes Pezizales Tuberaceae Reddellomyces Reddellomyces westraliensis
Xeric Module #2 Fungi denovo30825 0.183 0.198 Ascomycota Saccharomycetes Saccharomycetales Incertae sedis Candida Candida stellimalicola
Xeric Module #2 Bacteria denovo354749 0.208 0.198 Acidobacteria [Chloracidobacteria] RB41 Ellin6075
Xeric Module #2 Bacteria denovo172400 0.058 0.198 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo17250 0.092 0.198 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae Gymnoascus Gymnoascus sp
Xeric Module #2 Bacteria denovo161888 0.183 0.198 Nitrospirae Nitrospira Nitrospirales Nitrospiraceae
Xeric Module #2 Fungi denovo11405 0.533 0.198 Ascomycota Eurotiomycetes Chaetothyriales unidentified unidentified Chaetothyriales sp
Xeric Module #2 Bacteria denovo198249 0.317 0.198 Chloroflexi C0119
Xeric Module #2 Bacteria denovo149659 3.925 0.198 AD3 ABS-6
Xeric Module #2 Bacteria denovo245287 5.142 0.198 Chloroflexi Ktedonobacteria B12-WMSP1
Xeric Module #2 Bacteria denovo279611 0.475 0.198 Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae Mycoplana
Xeric Module #2 Bacteria denovo65404 0.342 0.198 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo449839 0.183 0.198 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo310461 0.167 0.198 Actinobacteria Actinobacteria Actinomycetales Nocardiaceae Nocardia
Xeric Module #2 Fungi denovo50491 0.050 0.198 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces dolichospermus
Xeric Module #2 Bacteria denovo372171 0.233 0.198 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo329128 0.058 0.198 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo511386 0.183 0.198 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo687 2.683 0.198 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo285307 0.725 0.198 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Bacteria denovo55252 0.083 0.198 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo248293 1.017 0.198 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo439432 0.108 0.197 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo129123 0.292 0.197 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo462826 0.183 0.197 Actinobacteria Acidimicrobiia Acidimicrobiales C111
Xeric Module #2 Fungi denovo52457 0.400 0.197 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo458006 0.567 0.197 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo46695 2.933 0.197 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo44321 1.242 0.197 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo59389 0.200 0.197 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Fungi denovo69667 0.250 0.197 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo19454 0.050 0.197 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo83033 0.233 0.197 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo6093 1.275 0.197 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo369066 0.050 0.197 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo306222 0.917 0.197 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo12047 0.367 0.197 Basidiomycota Agaricomycetes Corticiales Corticiaceae unidentified uncultured Hyphoderma
Xeric Module #2 Fungi denovo33257 13.983 0.197 unidentified unidentified unidentified unidentified unidentified fungal endophyte
Xeric Module #2 Bacteria denovo257458 0.092 0.197 Chloroflexi Ktedonobacteria Ktedonobacterales Ktedonobacteraceae
Xeric Module #2 Fungi denovo41154 0.208 0.196 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Bacteria denovo10333 0.133 0.196 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo63053 0.558 0.196 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo97133 0.642 0.196 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Bacteria denovo107182 0.225 0.196 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo52445 0.725 0.196 Ascomycota Pezizomycetes Pezizales Pezizaceae Ruhlandiella Ruhlandiella sp RH_2012
Xeric Module #2 Bacteria denovo275032 0.325 0.196 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Xeric Module #2 Bacteria denovo342317 0.108 0.196 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo55638 0.142 0.196 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo56406 0.050 0.196 Ascomycota Lecanoromycetes Lecanorales Lecanoraceae Lecanora Lecanora sp KWS 28
Xeric Module #2 Bacteria denovo21567 0.075 0.196 Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae
Xeric Module #2 Bacteria denovo161242 0.117 0.196 Planctomycetes Planctomycetia Gemmatales Gemmataceae
Xeric Module #2 Fungi denovo61977 3.133 0.196 Basidiomycota Agaricomycetes Agaricales Inocybaceae Crepidotus Crepidotus sp PBM3463
Xeric Module #2 Bacteria denovo327882 0.275 0.196 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo143423 1.125 0.196 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo472825 0.467 0.195 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo345883 0.108 0.195 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo26877 0.108 0.195 Basidiomycota Tremellomycetes Tremellales Incertae sedis Cryptococcus Cryptococcus sp BI20
Xeric Module #2 Fungi denovo16416 0.100 0.195 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Bacteria denovo412378 0.042 0.195 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo191368 0.467 0.195 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo203792 0.075 0.195 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo40532 1.650 0.195 Ascomycota Dothideomycetes Botryosphaeriales Botryosphaeriaceae Macrophomina Macrophomina phaseolina
Xeric Module #2 Fungi denovo64572 0.058 0.195 Basidiomycota Agaricomycetes Agaricales Agaricaceae Battarrea Battarrea sp
Xeric Module #2 Bacteria denovo40470 0.400 0.195 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo50364 0.150 0.195 Ascomycota Sordariomycetes Hypocreales Nectriaceae unidentified Nectriaceae sp
Xeric Module #2 Bacteria denovo253657 0.117 0.195 WS2 SHA-109
Xeric Module #2 Bacteria denovo179427 0.608 0.195 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Xeric Module #2 Fungi denovo7296 1.133 0.195 Ascomycota Lecanoromycetes Agyriales Trapeliaceae Trapelia Trapelia glebulosa
Xeric Module #2 Bacteria denovo488933 1.442 0.195 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo283417 0.200 0.195 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo210193 0.308 0.195 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Fungi denovo17243 0.142 0.195 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella gemmifera
Xeric Module #2 Fungi denovo45667 3.542 0.195 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo199801 0.025 0.195 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo445113 0.025 0.195 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Fungi denovo4645 0.442 0.195 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo425690 0.108 0.195 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo178196 0.250 0.195 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo324700 0.158 0.195 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo147658 0.200 0.194 Unassigned
Xeric Module #2 Bacteria denovo306672 0.058 0.194 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Xeric Module #2 Fungi denovo55087 0.967 0.194 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo470198 0.217 0.194 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo47514 0.492 0.194 Verrucomicrobia Opitutae Opitutales Opitutaceae Opitutus
Xeric Module #2 Bacteria denovo103050 0.050 0.194 BRC1 PRR-11
Xeric Module #2 Bacteria denovo304762 3.992 0.194 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo282544 0.083 0.194 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo8821 1.775 0.194 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Fungi denovo13532 0.050 0.194 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo48363 0.067 0.194 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces dolichospermus
Xeric Module #2 Fungi denovo22124 0.075 0.194 Ascomycota Dothideomycetes Pleosporales Pleosporaceae Curvularia Curvularia sp Z10
Xeric Module #2 Fungi denovo35282 2.692 0.194 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo122234 0.858 0.194 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo366633 0.733 0.194 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo308302 0.808 0.194 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo285730 0.633 0.194 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo354480 0.883 0.194 Actinobacteria Thermoleophilia Solirubrobacterales Patulibacteraceae
Xeric Module #2 Bacteria denovo225111 2.875 0.194 Proteobacteria Alphaproteobacteria Sphingomonadales Erythrobacteraceae
Xeric Module #2 Bacteria denovo130599 0.100 0.193 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo311036 0.358 0.193 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo435234 0.142 0.193 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo54017 0.225 0.193 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo155718 0.325 0.193 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo393269 0.867 0.193 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo14956 0.067 0.193 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo393769 0.225 0.193 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo8108 0.475 0.193 Ascomycota Dothideomycetes Pleosporales Massarinaceae Massarina Massarina sp JP_2013
Xeric Module #2 Bacteria denovo399581 0.075 0.193 Verrucomicrobia [Pedosphaerae] [Pedosphaerales]
Xeric Module #2 Fungi denovo56727 0.533 0.193 Basidiomycota Agaricomycetes unidentified unidentified unidentified Agaricomycetes sp
Xeric Module #2 Fungi denovo19662 0.458 0.193 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Fungi denovo22560 0.350 0.193 Ascomycota Dothideomycetes Pleosporales Incertae sedis Pyrenochaeta Pyrenochaeta sp
Xeric Module #2 Bacteria denovo303688 0.525 0.193 Cyanobacteria Chloroplast Stramenopiles
Xeric Module #2 Fungi denovo48257 0.683 0.193 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo31967 0.150 0.193 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula mucilaginosa
Xeric Module #2 Bacteria denovo271565 0.242 0.193 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo24500 49.392 0.193 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Xeric Module #2 Fungi denovo2268 0.142 0.193 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Fungi denovo58093 1.033 0.193 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Bacteria denovo246189 0.067 0.193 Proteobacteria Betaproteobacteria Burkholderiales
Xeric Module #2 Bacteria denovo477797 0.192 0.193 Unassigned
Xeric Module #2 Bacteria denovo69620 1.150 0.193 Chloroflexi TK10 AKYG885 Dolo_23
Xeric Module #2 Bacteria denovo3890 0.133 0.193 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo373246 0.417 0.193 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo507987 0.050 0.193 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo24299 0.067 0.193 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Bacteria denovo245117 0.750 0.192 Actinobacteria Actinobacteria Actinomycetales Kineosporiaceae
Xeric Module #2 Fungi denovo70660 0.458 0.192 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo56090 0.550 0.192 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Bacteria denovo276514 0.358 0.192 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo287474 1.225 0.192 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo52523 0.683 0.192 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo227743 0.150 0.192 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo31348 6.133 0.192 Ascomycota Sordariomycetes Hypocreales Incertae sedis Myrothecium Myrothecium sp
Xeric Module #2 Fungi denovo34766 0.092 0.192 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp
Xeric Module #2 Bacteria denovo272706 1.633 0.192 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Xeric Module #2 Fungi denovo59369 0.508 0.192 unidentified unidentified unidentified unidentified unidentified uncultured ectomycorrhizal fungus
Xeric Module #2 Bacteria denovo251240 0.375 0.191 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo263661 1.783 0.191 TM7 TM7-3
Xeric Module #2 Bacteria denovo338365 0.533 0.191 Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Ramlibacter
Xeric Module #2 Fungi denovo29936 0.567 0.191 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sarnyensis
Xeric Module #2 Bacteria denovo72435 0.392 0.191 Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium
Xeric Module #2 Bacteria denovo130468 0.050 0.191 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Fungi denovo45363 3.183 0.191 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Chaetomium Chaetomium sp UFGD_NBt02
Xeric Module #2 Bacteria denovo196917 0.367 0.190 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo206091 0.617 0.190 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo280709 0.075 0.190 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Bacteria denovo326915 0.067 0.190 Actinobacteria Thermoleophilia Gaiellales Gaiellaceae
Xeric Module #2 Bacteria denovo269158 0.042 0.190 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] OPB35
Xeric Module #2 Fungi denovo58582 0.042 0.190 Ascomycota Incertae sedis Incertae sedis Incertae sedis Veronaea Veronaea japonica
Xeric Module #2 Bacteria denovo302347 0.525 0.190 Chloroflexi C0119
Xeric Module #2 Bacteria denovo420164 0.083 0.190 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo65578 0.217 0.190 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo70823 2.092 0.190 Basidiomycota Agaricomycetes Geastrales Geastraceae Geastrum Geastrum minimum
Xeric Module #2 Fungi denovo15977 0.025 0.190 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo304517 0.350 0.190 Proteobacteria Alphaproteobacteria Rhizobiales Methylocystaceae Pleomorphomonas
Xeric Module #2 Fungi denovo20610 0.192 0.190 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces sp CC 410F
Xeric Module #2 Fungi denovo3820 0.125 0.190 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Fungi denovo24949 0.092 0.190 Ascomycota Sordariomycetes Coniochaetales Coniochaetaceae Lecythophora Lecythophora sp
Xeric Module #2 Fungi denovo64496 2.692 0.190 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo1396 0.200 0.190 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo38009 0.125 0.190 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Fungi denovo22717 0.067 0.190 Ascomycota Dothideomycetes Pleosporales Pleosporaceae unidentified Pleosporaceae sp
Xeric Module #2 Fungi denovo48745 0.067 0.190 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo17121 0.042 0.190 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo184674 0.067 0.190 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo13201 0.042 0.190 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo16012 1.642 0.190 Chytridiomycota Chytridiomycetes Rhizophlyctidales Sonoraphlyctidaceae Sonoraphlyctis Sonoraphlyctis ranzonii
Xeric Module #2 Fungi denovo16147 6.367 0.190 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae Cladorrhinum Cladorrhinum samala
Xeric Module #2 Bacteria denovo80206 0.825 0.190 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo434685 0.308 0.190 Unassigned
Xeric Module #2 Bacteria denovo43949 1.642 0.190 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae
Xeric Module #2 Bacteria denovo88469 0.167 0.190 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo344308 0.175 0.189 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo375264 1.117 0.189 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo221554 0.250 0.189 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Fungi denovo34922 7.417 0.189 Basidiomycota Agaricomycetes Agaricales Entolomataceae Clitopilus Clitopilus sp
Xeric Module #2 Bacteria denovo227990 0.067 0.189 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo158758 0.517 0.189 Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Steroidobacter
Xeric Module #2 Bacteria denovo229773 0.375 0.189 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo61256 0.092 0.189 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Bacteria denovo31389 0.617 0.189 Acidobacteria Acidobacteria-6 CCU21
Xeric Module #2 Fungi denovo16387 0.192 0.189 Basidiomycota Agaricomycetes Agaricales Tricholomataceae Arrhenia Arrhenia sp
Xeric Module #2 Bacteria denovo284795 0.767 0.189 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo181030 0.067 0.189 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo261437 0.050 0.189 Bacteroidetes At12OctB3
Xeric Module #2 Fungi denovo25787 0.442 0.189 Ascomycota Sordariomycetes Sordariales Chaetomiaceae unidentified Chaetomiaceae sp
Xeric Module #2 Bacteria denovo92868 0.392 0.189 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo15799 2.108 0.189 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp 5 TMS_2011
Xeric Module #2 Bacteria denovo186297 0.950 0.189 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo372617 20.525 0.188 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo50976 0.158 0.188 Gemmatimonadetes Gemm-2
Xeric Module #2 Fungi denovo34933 0.092 0.188 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Powellomyces Powellomyces sp EA
Xeric Module #2 Fungi denovo50060 0.275 0.188 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified uncultured Glomus
Xeric Module #2 Bacteria denovo117511 0.042 0.188 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo415161 0.042 0.188 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo500389 0.042 0.188 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo404044 2.408 0.188 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo45491 0.675 0.188 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Bacteria denovo299123 0.217 0.188 Unassigned
Xeric Module #2 Bacteria denovo36594 0.058 0.188 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae
Xeric Module #2 Bacteria denovo481885 0.242 0.188 FBP
Xeric Module #2 Fungi denovo32791 0.400 0.188 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora sp
Xeric Module #2 Fungi denovo67343 0.050 0.188 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo64475 0.208 0.188 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo102637 0.300 0.188 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo19521 0.500 0.188 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Fungi denovo46405 5.292 0.188 unidentified unidentified unidentified unidentified unidentified uncultured soil fungus
Xeric Module #2 Bacteria denovo184574 0.108 0.188 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo266138 9.375 0.188 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo10404 8.442 0.187 Ascomycota Incertae sedis Incertae sedis Incertae sedis Veronaea Veronaea sp
Xeric Module #2 Bacteria denovo475930 0.225 0.187 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Bacteria denovo329529 0.200 0.187 Actinobacteria Actinobacteria Actinomycetales Thermomonosporaceae Actinomadura vinacea
Xeric Module #2 Bacteria denovo64118 0.425 0.187 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo134535 0.275 0.187 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Fungi denovo72697 0.350 0.187 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Bacteria denovo130686 0.225 0.187 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo380155 0.092 0.187 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo272685 0.158 0.187 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Fungi denovo504 0.333 0.187 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo59413 0.458 0.187 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Bacteria denovo34439 0.067 0.187 TM7 TM7-3
Xeric Module #2 Bacteria denovo272519 0.083 0.187 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo325515 5.808 0.187 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo62258 0.125 0.187 Glomeromycota Glomeromycetes Glomerales Glomeraceae unidentified Glomeraceae sp
Xeric Module #2 Fungi denovo38939 1.058 0.187 Ascomycota Sordariomycetes Sordariales unidentified unidentified Sordariales sp
Xeric Module #2 Fungi denovo55325 0.358 0.187 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae Subplenodomus Subplenodomus violicola
Xeric Module #2 Fungi denovo42814 0.525 0.187 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Placidium Placidium umbrinum
Xeric Module #2 Fungi denovo69228 0.150 0.187 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Fungi denovo48950 0.142 0.187 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella wolfii
Xeric Module #2 Fungi denovo12945 0.125 0.187 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo9898 0.100 0.187 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo67153 0.092 0.187 Ascomycota Dothideomycetes Pleosporales Massarinaceae Massarina Massarina sp JP_2013
Xeric Module #2 Bacteria denovo277401 0.075 0.187 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo393918 0.075 0.187 Cyanobacteria Oscillatoriophycideae Oscillatoriales Phormidiaceae Microcoleus
Xeric Module #2 Fungi denovo34105 0.075 0.187 Ascomycota Lecanoromycetes Lecanorales Parmeliaceae Parmotrema Parmotrema aff gardneri MAF_Lich 16120
Xeric Module #2 Bacteria denovo492292 0.067 0.187 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Fungi denovo36920 0.067 0.187 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Bacteria denovo23687 0.050 0.187 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Bacteria denovo457030 0.050 0.187 Chloroflexi C0119
Xeric Module #2 Fungi denovo8877 0.050 0.187 Zygomycota Incertae sedis Mortierellales unidentified unidentified Mortierellales sp
Xeric Module #2 Bacteria denovo254910 0.025 0.187 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo281311 0.025 0.187 Chloroflexi Thermomicrobia JG30-KF-CM45
Xeric Module #2 Bacteria denovo349359 0.025 0.187 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo13027 0.025 0.187 Chytridiomycota unidentified unidentified unidentified unidentified Chytridiomycota sp
Xeric Module #2 Fungi denovo38073 0.025 0.187 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo47415 0.025 0.187 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo434305 0.033 0.187 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Xeric Module #2 Bacteria denovo10918 0.017 0.187 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo173600 0.017 0.187 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo218556 0.017 0.187 Acidobacteria [Chloracidobacteria] 24-Nov
Xeric Module #2 Bacteria denovo273488 0.017 0.187 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo296127 0.017 0.187 Actinobacteria Acidimicrobiia Acidimicrobiales Iamiaceae
Xeric Module #2 Bacteria denovo302710 0.017 0.187 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Bacteria denovo34266 0.017 0.187 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae Rubellimicrobium
Xeric Module #2 Bacteria denovo35073 0.017 0.187 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo361569 0.017 0.187 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo382346 0.017 0.187 Unassigned
Xeric Module #2 Bacteria denovo432978 0.017 0.187 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo435582 0.017 0.187 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo484617 0.017 0.187 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Bacteria denovo490375 0.017 0.187 Bacteroidetes Flavobacteriia Flavobacteriales Flavobacteriaceae Flavobacterium
Xeric Module #2 Bacteria denovo491147 0.017 0.187 Chloroflexi Chloroflexi AKIW781
Xeric Module #2 Bacteria denovo500871 0.017 0.187 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo62128 0.017 0.187 Proteobacteria Gammaproteobacteria Alteromonadales 211ds20
Xeric Module #2 Bacteria denovo79855 0.017 0.187 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae
Xeric Module #2 Fungi denovo17688 0.017 0.187 unidentified unidentified unidentified unidentified unidentified fungal sp pp2 PL_2010
Xeric Module #2 Fungi denovo26145 0.017 0.187 Basidiomycota Agaricomycetes Auriculariales unidentified unidentified Auriculariales sp
Xeric Module #2 Fungi denovo27663 0.017 0.187 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae unidentified Verrucariaceae sp
Xeric Module #2 Fungi denovo33055 0.017 0.187 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo38226 0.017 0.187 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Fungi denovo70772 0.017 0.187 Basidiomycota Agaricomycetes Agaricales Agaricaceae Coprinus Coprinus sp
Xeric Module #2 Fungi denovo74215 0.017 0.187 Ascomycota Sordariomycetes unidentified unidentified unidentified Sordariomycetes sp
Xeric Module #2 Fungi denovo25558 7.525 0.186 Ascomycota Sordariomycetes Sordariales Lasiosphaeriaceae unidentified Lasiosphaeriaceae sp
Xeric Module #2 Bacteria denovo403923 0.167 0.186 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo9843 0.208 0.186 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo99118 0.133 0.186 Actinobacteria Actinobacteria Micrococcales
Xeric Module #2 Bacteria denovo234065 0.075 0.186 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo242626 0.067 0.186 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo143575 0.033 0.186 Actinobacteria MB-A2-108 0319-7L14
Xeric Module #2 Bacteria denovo276471 0.025 0.186 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Flavisolibacter
Xeric Module #2 Bacteria denovo461832 0.025 0.186 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo36831 0.733 0.186 Basidiomycota Agaricomycetes Cantharellales Ceratobasidiaceae unidentified Ceratobasidiaceae sp
Xeric Module #2 Bacteria denovo24406 0.075 0.186 Acidobacteria Sva0725 Sva0725
Xeric Module #2 Bacteria denovo13427 1.042 0.186 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo200566 0.375 0.186 Chloroflexi Ktedonobacteria B12-WMSP1
Xeric Module #2 Fungi denovo70816 0.783 0.186 Basidiomycota Agaricomycetes Corticiales unidentified unidentified Corticiales sp
Xeric Module #2 Bacteria denovo303620 0.567 0.186 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo41417 2.983 0.186 Basidiomycota Agaricomycetes Cantharellales Tulasnellaceae unidentified uncultured Tulasnellaceae
Xeric Module #2 Bacteria denovo265150 0.167 0.186 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Bacteria denovo53129 0.100 0.186 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo55952 4.033 0.186 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo52807 0.167 0.186 Basidiomycota Agaricomycetes Corticiales Corticiaceae Limonomyces Limonomyces roseipellis
Xeric Module #2 Bacteria denovo155667 0.175 0.186 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo343322 0.075 0.186 Chloroflexi Chloroflexi [Roseiflexales] [Kouleothrixaceae]
Xeric Module #2 Bacteria denovo455851 0.033 0.186 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Segetibacter
Xeric Module #2 Bacteria denovo301103 0.450 0.186 Planctomycetes Planctomycetia Gemmatales Isosphaeraceae
Xeric Module #2 Bacteria denovo42461 0.225 0.186 Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Planctomyces
Xeric Module #2 Bacteria denovo464806 0.367 0.186 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo2649 0.358 0.186 Ascomycota Dothideomycetes Pleosporales Sporormiaceae Westerdykella Westerdykella angulata
Xeric Module #2 Bacteria denovo454988 0.283 0.186 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo37096 0.408 0.186 Ascomycota Dothideomycetes Pleosporales unidentified unidentified uncultured Pleosporales
Xeric Module #2 Fungi denovo28750 0.075 0.186 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo260643 0.050 0.186 Proteobacteria Deltaproteobacteria Myxococcales Haliangiaceae
Xeric Module #2 Bacteria denovo154733 0.333 0.186 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo499965 0.992 0.186 Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae
Xeric Module #2 Bacteria denovo7978 0.050 0.186 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Fungi denovo74798 0.350 0.185 Ascomycota Incertae sedis Incertae sedis Incertae sedis Staphylotrichum Staphylotrichum sp
Xeric Module #2 Bacteria denovo88061 0.042 0.185 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo44440 0.050 0.185 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae]
Xeric Module #2 Bacteria denovo180004 0.025 0.185 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo99764 0.025 0.185 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo11147 0.050 0.185 Bacteroidetes Cytophagia Cytophagales
Xeric Module #2 Bacteria denovo368037 1.075 0.185 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo7691 0.525 0.185 Basidiomycota Agaricomycetes Corticiales unidentified unidentified Corticiales sp
Xeric Module #2 Fungi denovo51425 0.083 0.185 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia arenaria
Xeric Module #2 Bacteria denovo434459 0.142 0.185 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo70471 0.417 0.185 Basidiomycota Agaricomycetes Agaricales Pleurotaceae unidentified Pleurotaceae sp
Xeric Module #2 Fungi denovo24520 0.100 0.185 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo65596 0.042 0.185 unidentified unidentified unidentified unidentified unidentified Fungi sp
Xeric Module #2 Fungi denovo51871 0.350 0.185 Ascomycota Pezizomycetes Pezizales Sarcosomataceae Urnula Urnula sp
Xeric Module #2 Fungi denovo30447 1.158 0.185 unidentified unidentified unidentified unidentified unidentified uncultured fungus
Xeric Module #2 Bacteria denovo456740 0.517 0.185 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo285741 0.625 0.185 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo475842 0.267 0.185 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Bacteria denovo157209 0.175 0.185 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo68070 0.275 0.185 Chytridiomycota Chytridiomycetes Rhizophlyctidales Rhizophlyctidaceae Rhizophlyctis Rhizophlyctis rosea
Xeric Module #2 Bacteria denovo149460 0.508 0.185 Actinobacteria Acidimicrobiia Acidimicrobiales Iamiaceae Iamia
Xeric Module #2 Fungi denovo48783 0.225 0.185 Basidiomycota Agaricomycetes Agaricales Bolbitiaceae Conocybe Conocybe bispora
Xeric Module #2 Fungi denovo1477 0.742 0.185 Ascomycota Dothideomycetes Pleosporales unidentified unidentified Pleosporales sp
Xeric Module #2 Bacteria denovo408900 0.125 0.185 Planctomycetes Planctomycetia Pirellulales Pirellulaceae
Xeric Module #2 Fungi denovo26262 0.217 0.185 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora olivacea
Xeric Module #2 Bacteria denovo410235 0.358 0.185 Actinobacteria Rubrobacteria Rubrobacterales Rubrobacteraceae Rubrobacter
Xeric Module #2 Fungi denovo24783 0.158 0.185 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp AR_2010
Xeric Module #2 Bacteria denovo260560 0.525 0.185 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo68649 0.742 0.185 Ascomycota Pezizomycetes Pezizales Tuberaceae Dingleya Dingleya sp
Xeric Module #2 Fungi denovo686 0.375 0.185 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella epigama
Xeric Module #2 Fungi denovo55781 0.117 0.185 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae unidentified Herpotrichiellaceae sp
Xeric Module #2 Bacteria denovo357718 4.592 0.184 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo70776 0.150 0.184 Ascomycota Dothideomycetes Capnodiales Mycosphaerellaceae unidentified Mycosphaerellaceae sp
Xeric Module #2 Fungi denovo8604 0.150 0.184 Ascomycota Sordariomycetes Sordariales Chaetomiaceae Thielavia Thielavia sp ASR_120
Xeric Module #2 Bacteria denovo127274 0.550 0.184 Proteobacteria Gammaproteobacteria Alteromonadales 211ds20
Xeric Module #2 Bacteria denovo471635 0.075 0.184 Proteobacteria Alphaproteobacteria Rhizobiales Rhodobiaceae Afifella
Xeric Module #2 Fungi denovo59756 0.667 0.184 Chytridiomycota Chytridiomycetes unidentified unidentified unidentified Chytridiomycetes sp
Xeric Module #2 Fungi denovo36080 0.183 0.184 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo374545 0.533 0.184 Gemmatimonadetes Gemm-3
Xeric Module #2 Bacteria denovo333751 0.608 0.184 Chloroflexi Chloroflexi [Roseiflexales]
Xeric Module #2 Fungi denovo1504 0.533 0.184 Ascomycota unidentified unidentified unidentified unidentified ascomycete sp IZ_1106
Xeric Module #2 Bacteria denovo466258 0.050 0.184 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo100980 0.117 0.184 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo305653 1.000 0.184 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Fungi denovo28927 0.100 0.184 Glomeromycota Glomeromycetes unidentified unidentified unidentified Glomeromycetes sp
Xeric Module #2 Bacteria denovo467357 0.742 0.184 Actinobacteria Acidimicrobiia Acidimicrobiales
Xeric Module #2 Fungi denovo21702 2.383 0.184 Ascomycota Sordariomycetes Chaetosphaeriales Chaetosphaeriaceae Chaetosphaeria Chaetosphaeria dilabens
Xeric Module #2 Bacteria denovo495400 0.358 0.184 Chloroflexi Ktedonobacteria Thermogemmatisporales Thermogemmatisporaceae
Xeric Module #2 Bacteria denovo469159 0.467 0.184 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Ellin5301
Xeric Module #2 Fungi denovo21533 2.242 0.183 Ascomycota unidentified unidentified unidentified unidentified uncultured Ascomycota
Xeric Module #2 Bacteria denovo306005 1.150 0.183 Verrucomicrobia [Pedosphaerae] [Pedosphaerales] Ellin517
Xeric Module #2 Bacteria denovo267718 0.292 0.183 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo180141 0.092 0.183 Proteobacteria Alphaproteobacteria Rhodobacterales Rhodobacteraceae
Xeric Module #2 Bacteria denovo199657 0.317 0.183 Gemmatimonadetes Gemmatimonadetes Gemmatimonadales
Xeric Module #2 Bacteria denovo11100 0.117 0.183 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo27431 19.808 0.183 Basidiomycota Agaricomycetes Agaricales unidentified unidentified Agaricales sp
Xeric Module #2 Fungi denovo9804 34.583 0.183 Basidiomycota Agaricomycetes Boletales Sclerodermataceae Pisolithus Pisolithus albus
Xeric Module #2 Bacteria denovo106661 0.067 0.183 Bacteroidetes Cytophagia Cytophagales Cytophagaceae
Xeric Module #2 Bacteria denovo137261 0.458 0.183 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo170926 0.183 0.183 Proteobacteria Deltaproteobacteria Myxococcales
Xeric Module #2 Bacteria denovo115526 0.083 0.183 Unassigned
Xeric Module #2 Fungi denovo31149 0.517 0.183 Ascomycota Sordariomycetes Microascales unidentified unidentified Microascales sp
Xeric Module #2 Bacteria denovo330613 0.150 0.183 Planctomycetes Phycisphaerae WD2101



Module # Group #OTU ID Abundance (averaged reads/sampl e) Spearman´s p Phyla Class Orden Family Genus Species
Xeric Module #2 Bacteria denovo113793 0.158 0.183 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae
Xeric Module #2 Bacteria denovo1876 0.192 0.183 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Bacteria denovo243016 0.208 0.183 Acidobacteria [Chloracidobacteria] RB41
Xeric Module #2 Bacteria denovo344778 0.158 0.183 Proteobacteria Deltaproteobacteria [Entotheonellales] [Entotheonellaceae] Candidatus Entotheonella
Xeric Module #2 Bacteria denovo75912 1.325 0.183 Acidobacteria Acidobacteria-6 iii1-15
Xeric Module #2 Fungi denovo8471 0.208 0.183 Basidiomycota Agaricomycetes Agaricales Agaricaceae unidentified uncultured Tulostoma
Xeric Module #2 Fungi denovo23620 21.117 0.182 Basidiomycota Agaricomycetes Thelephorales Thelephoraceae unidentified Thelephoraceae sp
Xeric Module #2 Bacteria denovo84276 5.083 0.182 Proteobacteria Betaproteobacteria
Xeric Module #2 Bacteria denovo142853 0.042 0.182 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Bacteria denovo157896 0.175 0.182 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas wittichii
Xeric Module #2 Fungi denovo49142 0.358 0.182 Ascomycota Eurotiomycetes Eurotiales Trichocomaceae Aspergillus Aspergillus steynii
Xeric Module #2 Bacteria denovo188417 0.050 0.182 Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae
Xeric Module #2 Fungi denovo14871 0.167 0.182 Ascomycota Pezizomycetes Pezizales Pyronemataceae unidentified Pyronemataceae sp
Xeric Module #2 Bacteria denovo308364 0.117 0.182 Actinobacteria Actinobacteria Actinomycetales Micromonosporaceae
Xeric Module #2 Fungi denovo3680 1.192 0.182 Ascomycota Pezizomycetes Pezizales Pezizaceae unidentified Pezizaceae sp
Xeric Module #2 Bacteria denovo178268 0.650 0.182 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo194795 0.508 0.182 Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Rhodoplanes
Xeric Module #2 Fungi denovo33042 0.050 0.182 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Triparticalcar Triparticalcar sp JEL 560
Xeric Module #2 Bacteria denovo388415 0.033 0.181 Gemmatimonadetes Gemm-3
Xeric Module #2 Fungi denovo63814 1.392 0.181 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Cladophialophora Cladophialophora chaetospira
Xeric Module #2 Fungi denovo13837 2.683 0.181 Basidiomycota Microbotryomycetes Sporidiobolales Incertae sedis Rhodotorula Rhodotorula nothofagi
Xeric Module #2 Bacteria denovo323653 1.325 0.181 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae
Xeric Module #2 Fungi denovo40139 0.908 0.181 Zygomycota Incertae sedis Mortierellales Mortierellaceae Mortierella Mortierella sp
Xeric Module #2 Fungi denovo48459 0.167 0.181 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeococcomyces Phaeococcomyces catenatus
Xeric Module #2 Bacteria denovo305816 0.242 0.181 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo506521 0.242 0.181 Gemmatimonadetes Gemmatimonadetes
Xeric Module #2 Fungi denovo18208 0.067 0.181 Ascomycota Sordariomycetes Hypocreales Incertae sedis Myrothecium Myrothecium sp NF_08
Xeric Module #2 Bacteria denovo352215 0.033 0.181 Proteobacteria Gammaproteobacteria Chromatiales
Xeric Module #2 Fungi denovo10485 0.242 0.181 Ascomycota Eurotiomycetes Onygenales Onygenaceae Chrysosporium Chrysosporium sp 21IN12
Xeric Module #2 Bacteria denovo222824 0.050 0.181 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Fungi denovo10831 0.067 0.181 Ascomycota Eurotiomycetes Verrucariales Verrucariaceae Endocarpon Endocarpon pusillum
Xeric Module #2 Bacteria denovo150129 0.033 0.181 Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae
Xeric Module #2 Fungi denovo59393 0.367 0.181 Chytridiomycota Chytridiomycetes Spizellomycetales Spizellomycetaceae Spizellomyces Spizellomyces kniepii
Xeric Module #2 Fungi denovo43426 0.125 0.181 Ascomycota Dothideomycetes Capnodiales unidentified unidentified Capnodiales sp
Xeric Module #2 Fungi denovo67995 0.125 0.181 Ascomycota Eurotiomycetes Eurotiales unidentified unidentified uncultured Eurotiales
Xeric Module #2 Fungi denovo61652 0.100 0.181 Ascomycota Eurotiomycetes Onygenales Gymnoascaceae Gymnoascus Gymnoascus reesii
Xeric Module #2 Bacteria denovo474115 0.300 0.181 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Fungi denovo60879 0.200 0.181 Ascomycota unidentified unidentified unidentified unidentified Ascomycota sp
Xeric Module #2 Fungi denovo37559 0.292 0.181 Ascomycota Orbiliomycetes Orbiliales Orbiliaceae unidentified Orbiliaceae sp
Xeric Module #2 Fungi denovo37911 0.050 0.181 Ascomycota Dothideomycetes Pleosporales Leptosphaeriaceae unidentified Leptosphaeriaceae sp
Xeric Module #2 Bacteria denovo476741 0.400 0.181 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo321292 1.583 0.180 Planctomycetes Phycisphaerae WD2101
Xeric Module #2 Bacteria denovo255893 0.633 0.180 Actinobacteria Actinobacteria Actinomycetales Intrasporangiaceae Terracoccus
Xeric Module #2 Bacteria denovo445891 0.175 0.180 Actinobacteria Thermoleophilia Solirubrobacterales
Xeric Module #2 Bacteria denovo225466 0.958 0.180 AD3 JG37-AG-4
Xeric Module #2 Bacteria denovo17122 0.175 0.180 Actinobacteria Actinobacteria Actinomycetales Nocardioidaceae Actinopolymorpha
Xeric Module #2 Bacteria denovo191026 0.125 0.180 Bacteroidetes Sphingobacteriia Sphingobacteriales
Xeric Module #2 Bacteria denovo72992 7.458 0.180 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] DA101
Xeric Module #2 Bacteria denovo182667 0.325 0.180 Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae
Xeric Module #2 Fungi denovo22220 0.542 0.180 Ascomycota Sordariomycetes Hypocreales Incertae sedis Acremonium Acremonium curvulum
Xeric Module #2 Bacteria denovo387793 0.750 0.180 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Xeric Module #2 Fungi denovo64894 0.050 0.180 Ascomycota Eurotiomycetes Chaetothyriales Herpotrichiellaceae Phaeococcomyces Phaeococcomyces nigricans
Xeric Module #2 Bacteria denovo381553 0.075 0.180 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Pseudonocardia halophobica
Xeric Module #2 Bacteria denovo440979 0.225 0.180 Chloroflexi Anaerolineae Caldilineales Caldilineaceae
Xeric Module #2 Bacteria denovo263130 0.225 0.180 Verrucomicrobia [Spartobacteria] [Chthoniobacterales] [Chthoniobacteraceae] OR-59
Xeric Module #2 Bacteria denovo306099 0.183 0.179 Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Kaistobacter
Xeric Module #2 Bacteria denovo10111 0.442 0.179 Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae
Xeric Module #2 Bacteria denovo221720 0.233 0.179 Bacteroidetes [Saprospirae] [Saprospirales] Chitinophagaceae Chitinophaga
Xeric Module #2 Fungi denovo22440 0.242 0.179 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp
Xeric Module #2 Fungi denovo19091 0.250 0.179 Ascomycota Dothideomycetes Pleosporales Corynesporascaceae Corynespora Corynespora citricola
Xeric Module #2 Bacteria denovo293591 0.283 0.179 Planctomycetes Planctomycetia Gemmatales Gemmataceae Gemmata
Xeric Module #2 Fungi denovo57570 0.442 0.179 Glomeromycota Glomeromycetes Glomerales Glomeraceae Glomus Glomus sp
Xeric Module #2 Fungi denovo879 1.375 0.179 Ascomycota Dothideomycetes unidentified unidentified unidentified Dothideomycetes sp


