
isomerase activity 0.2%

sequence-specific DNA binding
transcription factor activity 0.7%

ligase activity 0.6%

odorant binding 0.5%

structural constituent of cuticle 0.4%

cargo receptor activity 0.4%

peptidase regulator activity 0.4%

carbohydrate binding 0.4%

enzyme inhibitor activity 0.4%

lyase activity 0.3%

nucleoside-triphosphatase regulator activity 0.3%

kinase regulator activity 0.3%

structural constituent of cytoskeleton 0.2%
extracellular matrix structural constituent 0.2%

neurotransmitter transporter activity 0.2%

sulphur compound binding 0.2%

structural constituent of ribosome 0.1%
chromatin binding 0.1%
amide binding 0.1%
pigment binding 0.1%

xenobiotic transporter activity 0.1%
carbohydrate derivative transporter activity 0.1%

enzyme activator activity 0.1%
drug transporter activity 0.1%

transcription factor activity/ binding 0.1%

ion binding 14.0%
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ribonucleoprotein complex binding 0.1%
deaminase activity 0.1%
cyclase activity 0.1%


