>

CDR3 length distribution for MHCI B Epitope length distribution for MHCI
10000  TCRchain
N TRA
] J —t
13 14 15 16 17 18 19

BN TRB

3000 1¢R chain
Bl TRA
2000 pmmm TRB

1000 '
m [ ]
10 11 12

5000

_

0 I

Number of TCR-epitope pairs
Number of TCR-epitope pairs

Number of TCR-epitope pairs

0
20 8 9 10 11
CDR3 length Epitope length
C CDR3 length distribution for MHCII 4 D Epitope length distribution for MHCII
1.00 S 1.00
TCR chain o TCR chain
0.75 S 0.75
o
v
0.50 & 0.50
=
0.25 ©0.25
2
0.00 € 0.00
0.0 0.2 0.4 0.6 0.8 1.0 =z 0.0 0.2 0.4 0.6 0.8 1.0
CDR3 length Epitope length

Epitope distribution (top 30 most abundant out of 120)

TCR chain
B TRA

v

4000

2000

Number of TCR-epitope pairs

o [ | — — — —
o \ & L X N v« A A vV & Q@ y Q& QD \
NN N NP ORI G OSRNI NRN S\ > Q NS QD
& . @(§ Y\Q«V«“&:‘é\q *ﬁ‘\@ég\A @& &Q\\ %@? \«@*@@ Y\‘O&V v\’é( & oé\ @*3? \@Y\ N Q\@\ $§ & @2(9\ «\*§
N & s < \s o QY \ ©
Epitope

TCR chain

B TRA

I TRB
‘J--J-JJ-J______ I

Number of TCR-epitope pairs
0 2500 5000 7500

I T T T s N O VL BT I IR VIR B W AP PDPXEISDOD DD DD DN L. Lo
QF Q7 QY P Y, P, Q) QP DL R AN LS QLS P AN D QY QSN Y R QP QN A G
¥ QA VAN R D AN DD DN D D OO NI N O IO RN D Y
F O T T TR QO 9 9 2 o™ Q,\}\?*Q'v\}*\y*\y* \}“\F“\,?“Q‘b\,Y“q,bvub«'fb%@x\}q’/\'gw*%g \y%c)q./gq,\y&
Q\Q\\?’ &w\z\\/\x‘z\\y Q\Q\\V\z\\ﬁz\\,‘*@,‘ﬁz\\,' K\Y\Vﬂ* \z\\y&\g A Q\\; R Q\%\’VQ\\? YR ~z~‘; \bv’* v’é ?S; 5 NP v’\; \?fb* 3 %\}g’; Q\z\\yf ~2~\¥
d X3 NI R I A <
MHC alpha subunit
)
S
A MHC beta subunit allele distribution
o
‘\";’lw TCR chain
33 BN TRA
()
& N TRB
Sy
Dlﬁ —
(@]
l_
L.60
o 9
Xe} N
£ &
=z MHC beta subunit
CDR3 cross-reactivity
T 104 TCR chain
S BN TRB
go N TRA
; ) -
>
(o]
’ -~ B == B e
10°
1 2 3 4 5 9

Number of epitope partners per CDR3 sequence



