mASICla/pSP64 between BamHI/Sacl (from Stefan Griinder 2013)
Linearize with EcoRlI, transcribe with SP6

Compact nuclotides:

ATGGAACTGAAGACCGA
GGAGGAGGAGGTGGGTGGTGTCCAGCCGGTGAGCATCCAGGCTTTTGCCAGCAGCTCCACGCTGCACGGT
CTTGCCCACATCTTCTCCTATGAGCGGCTGTCTCTGAAGCGGGCACTGTGGGCCCTGTGTTTCCTGGGTT
CGCTGGCCGTCCTGCTGTGTGTGTGCACTGAGCGTGTGCAGTACTACTTCTGCTACCACCACGTCACCAA
GCTCGACGAGGTGGCTGCCTCCCAGCTCACCTTCCCTGCCGTCACTCTCTGCAACCTCAATGAGTTTCGC
TTTAGCCAAGTCTCCAAGAATGACCTGTACCATGCTGGGGAACTGCTGGCCCTGCTCAACAACAGGTATG
AGATACCGGACACACAGATGGCTGATGAAAAGCAGCTGGAGATATTGCAGGACAAGGCCAACTTCCGTAG
CTTCAAGCCCAAGCCCTTCAACATGCGTGAGTTCTACGACAGAGCAGGGCATGACATTCGAGACATGCTT
CTCTCGTGCCACTTCCGAGGGGAGGCCTGCAGCGCTGAAGACTTCAAAGTGGTCTTCACGCGGTATGGGA
AGTGCTACACATTCAACTCGGGCCAAGATGGGCGGCCACGGCTGAAGACCATGAAAGGTGGGACTGGCAA
CGGCCTGGAGATCATGCTGGACATTCAGCAAGATGAATACTTGCCTGTGTGGGGAGAGACTGATGAGACA
TCGTTCGAAGCAGGCATCAAAGTGCAGATCCACAGTCAGGACGAGCCTCCTTTCATCGACCAGCTGGGCT
TTGGCGTGGCCCCAGGCTTCCAGACGTTTGTGTCTTGCCAGGAGCAGAGGCTCATCTACCTGCCCTCCCC
CTGGGGCACCTGCAATGCTGTTACCATGGACTCGGATTTCTTCGACTCCTACAGCATCACGGCCTGCCGG
ATTGATTGTGAAACCCGTTACCTGGTGGAAAACTGCAACTGCCGTATGGTGCACATGCCAGGGGATGCCC
CATACTGTACTCCGGAGCAGTACAAGGAGTGTGCAGACCCTGCCCTGGACTTCCTAGTGGAGAAAGACCA
GGAATACTGTGTGTGTGAGATGCCCTGCAACCTGACCCGCTACGGCAAGGAGCTGTCCATGGTCAAGATC
CCCAGCAAAGCCTCAGCCAAGTACCTGGCCAAGAAGTTCAACAAATCTGAACAGTACATAGGGGAGAATA
TTCTGGTGCTGGACATTTTCTTTGAAGTCCTCAACTATGAGACCATCGAGCAGAAGAAGGCCTATGAGAT
CGCAGGGCTTTTGGGTGACATCGGGGGCCAGATGGGATTGTTCATCGGGGCCAGCATCCTCACAGTGCTG
GAACTCTTTGACTATGCCTATGAGGTCATTAAGCACCGGCTGTGTAGACGTGGGAAGTGCCAGAAGGAGG
CTAAGAGGAACAGCGCAGATAAGGGCGTGGCGCTCAGCCTGGATGACGTCAAAAGACACAATCCCTGCGA

GAGCCTCCGAGGACATCCTGCCGGGATGACGTACGCTGCCAACATCCTACCTCACCATCCCGCTCGAGGC
ACGTTTGAGGACTTTACCTGCTAA

The following mutations were introduced:

K105C: 313-315 AAG—TGC

E182Q: 544-546 GAA— CAA

E235Q: 703-705 GAG—CAA

D237N: 709-711 GAT— AAT

E238Q: 712-714 GAG— CAG

E242Q: 724-726 GAA— CAG

D259N: 775-777 GAC—AAC

D345N: 1033-1035 GAC —AAC

D349N: 1045-1057 GAC— AAC

D237N/D345N: 709-711 GAT/1033-1035 GAC— AAT/AAC
D237N/D349N: 709-711 GAT/1045-1057 GAC— AAT/AAC
E238Q/D345N: 712-714 GAG/1033-1035 GAC— CAG/AAC
E238Q/D349N: 712-714 GAG/1045-1057 GAC— CAG/AAC
K105C/ E238Q/D345N: 313-315 AAG/712-714 GAG/1033-1035 GAC—TGC/CAG/AAC
D253N/E254Q 757-759 GAC/760-762 GAG—AAC/CAG
E373Q/E411Q 1117-1119 GAG/1231-1233 GAA—CAG/CAA



