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Introduction

Human induced pluripotent stem cells (hiPSCs) derived from
human somatic cells have given scientists new opportunities to
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Fig. 3: Genomic stability analysis. (A) Karyotyping and G-band
analyses showing examples of one normal (left) and one abnormal
B hiPSC karyotype. An apparently balanced translocation between the
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Fig. 1. HIPSCs exhibit pluripotency. (A) Representative phase - uHO AIW001-02 AIW002-02 AJC001-5
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punpotency Pre RIUTP y Fig. 4. Differentiation of hiPSCs into three germ layers. (A) Representative phase contrast images of embryoid bodies (EB) of hiPSCs
hiPSCs is similar to H9 (embryonic stem cells ). . . . . .
and immunostaining for the three germ layers markers PAX6, SMA and Vimentin. (B) gPCR for mRNA expression of three germ layer
markers. The expression of the three germ markers in hiPSCs is similar to H9 cells.
Conclusion.
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simple, standardized characterization and can be adapted by researchers for their
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own labs. This approach ensures high quality hiPSCs are available for research

and translational work.
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