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FoundingGIDE, technical stream



What is FoundingGIDE bioimaging attempting?

Can we agree on…
• …enough shared information…
• …between three repositories…
• …to enable some interoperability…
• …proved through search?



Managing image data is very complicated! So…



Let’s make more complicated!

How to we link imaging data 
with other biomolecular data 
and beyond?



Data integration – image + image



Data integration – image + other biological

BioImage Archive



Sometimes images are at the periphery 

https://iphylo.blogspot.com/2009/08/gbif-and-linked-data.html

Images here

From S-BIAD588, Darwin Tree of Life - 
NHM samples image catalogue



What are we trying to do (long term)?

• Need to understand 
the terms

• Need to link across 
domains

• One repository will 
not have all of the 
information!

“Show me 
images of how 
mitochondria in 
marine organisms 
respond to 
differing climate 
conditions”



(one of) The problem (s)
• BioImaging is many domains together
• Broad / deep
• Local institutions, communities always have specific needs
• Work on some degree of interoperability



The solution (sort of):

Step 1: Do something useful
Step 2: Make it better



OME 2024 NGFF challenge



How does this work?



What’s in the box?



What is RO-Crate?



What is RO-Crate?
• A Research Object, which combines both data and metadata

Data Metadata



Metadata – JSON-LD

Metadata

JSON

What is the stuff?

Context

How are we describing it?



Structuring of Data and Metadata in Bioimaging: Concepts 
and technical Solutions in the Context of Linked Data

• Susanne Kunis & Julia Dohle

• 10.5281/zenodo.7018750



The promise of linked data



The downsides
• More complex
• Tends to be harder for 

developers to work with



What’s in the box?



ro-crate-metadata.json



“Minimal” image metadata

Bio

imaging

What is 
BioImaging?



What does the context look like?



Linked together



What do we have? Why is it useful?

• Functional, minimal proof of concept of 
different sources of imaging data coming 
together 

• Allows us to expand and try new things, 
while ensuring that we continually test 
what is useful

• Spurs development of tooling
• Forces decisions about ontologies / 

controlled vocabulary
• Highlights where the missing parts are



Where is it going?

Useful kernel
of interoperability

Expand with more 
specific optional 

metadata

Expand with other 
repositories

Demonstrate 
search

Minimal viable 
repository spec



Thanks, part I…

Ugis Sarkans

Teresa ZuluetaKola BabalolaLiviu Anita Aybuke Yoldas

Craig Russell

François Sherwood



Next steps: pilots for subdomains?

Core

Volume
EM Histopathology





Breakout 2: Harmonizing Metadata Models: Bridging 
Efforts and Overcoming Challenges

• Needs – what do we all need?
• Challenges – what are the blockers?
• What’s possible – what might we be able to do?
• Next steps – what should we try to do next?


