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Goals

To develop and validate adjusted bioassay
methods and PCR methods to detect and
identify pathotypes within Synchytrium
endobioticum

Objectives
The objectives of the project are:

» to test new differential cultivars for pathotype
identification (bioassay, Glynne-Lemmerzahl
method)

» to validate PCR methods developed for
detection and identification of S. endobioticum
and its pathotypes

* to assemble the whole genome of S.
endobioticum and to look for pathotype-specific
markers (SNPs)

Key outputs and results

* Presentation at APS-meeting in USA, August
2014 : ‘Occurrence of different pathotypes of
Synchytrium endobioticum in Europe, and
detection by molecular methods’ (GvLeeuwen)
* several presentations at consortium meetings
in Edinburgh, St Petersburg, and Wageningen

Still to be produced: scientific publications (1.
revised set of differential cultivars for pathotype
identification; 2. Tagman PCR test for
discrimination of pathotype 1(D1) from higher
pathotypes)
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