
Records identified through 
database searches (n = 3647)
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Records after duplicates removed
(n = 2404)

Records screened
(n = 2404)

Records excluded (n = 1874)
Primary reasons for exclusion:

In vitro study (n= 532)
Not a full research paper (n = 44)
Not in animal kingdom (n = 135)

Not in English (n = 34)
Not original/empirical research (n = 1129)

Full-text articles assessed for 
eligibility
(n = 530)

Full-text articles excluded (n = 392)
Excluded prior to data extraction:

Consequences, not causes, of telomere length (n = 15)
Doesn't report association of interest (n = 93)

Doesn't report useable effect size (n = 125)
In vitro study (n = 7)

Intergenerational effect (n = 3)
Not a full research paper (n = 3)

Not in English (n = 1)
Not original/empirical research (n = 8)

Study uses genetically modified organisms (n = 42)
Study only reports associations already included in our 

data set (n = 6)
Other reasons (n = 20)

Stressor not at organism level (n = 25)
Stressor outside natural experience (n = 17)
Telomeres from transplanted tissue (n = 4)

Excluded after data extraction*:
Studies of non-human animals, excluded because 

there were too few for analysis (n = 15)
Studies only reporting associations already included in 

our data set (n = 4)
Studies only reporting effects of medical treatment 

that were potentially confounded with disease effects 
(n = 4)

Studies included in meta-analysis 
(n = 138)

PRISMA Flow Diagram

Duplicates removed
(n =  1243)

Note that sample sizes shown in this diagram refer to numbers of papers, rather than numbers of associations. In some
cases, studies were excluded for multiple reasons. For simplicity, only the primary reason for exclusion is shown.
*For these cases associations were extracted and are available in the unprocessed data file in our data archive, but
were excluded from final analyses and processed data file for the reasons shown.


