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Folder naming
Each folder holds the data and analysis results of a single experiment. Folders are named as follows:
date_background_condition_label_start
Date: Date of the experiment, formatted as YYMMDD.
Background: genetic background of strain: CB15N is the WT. ML2159 is the FtsW**I* mutant.
Condition: If applicable: FOM corresponds to fosfomycin treatment.
Label: target and fluorescent protein. targets: MTS: inner membrane label, FtsZ or FtsW.
Start: time in minutes between cells were allowed to resume their cell cycle after synchrony and the start of the experiment. 
Folder structure
SIM images
raw image data
· *.nd2: raw image file before SIM reconstruction in the Nikon N-SIM format containing all fields of view, channels, timepoints and 15 raw SIM images (3 angle x 5 phase).
· Experiment_FOV_channel.tif: Reconstructed image files, holding all the time points for a single channel and field of view (FOV).
[bookmark: _GoBack]Fields of view were analyzed until ~100 cells were obtained.
	Experiment
	FOV’s analyzed

	160526_CB15N_FOM_MTS-mCherry_FtsZ-GFP_80
	1-9, 11, 12,14-17

	160613_ML2159_MTS-mCherry_FtsZ-GFP_80
	1, 2, 4-9

	160621_ML2159_MTS-mCherry_FtsZ-GFP_35
	2,4-11,13,15

	160622_CB15N_MTS-mCherry_FtsZ-GFP_22
	3-5,9,10,12-15

	160713_CB15N_MTS-mCherry_FtsZ-GFP_30
	5-12

	160816_CB15N_MTS-mCherry_FtsW-GFP_50
	1-6, 10

	160926_CB15N_MTS-mCherry_FtsW-GFP_37
	1-7

	160927_ML2159_MTS-mCherry_FtsW-GFP_36
	1-10

	161005_ML2159_MTS-mCherry_FtsW-GFP_34
	1-12

	170412_CB15N_FOM_MTS-mCherry_FtsZ-GFP_17
	1-5,12-15



Contour
Contains a folder for each analyzed bacterium, containing a Matlab figure (*.fig) and a tif image (*.tif) of window showing the result of the width measurement.
Output files
The *.mat files are the output files from the sDaDa software package and are described there.
