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What do we want?

Mass Spectrometry

• Labbook is for documentation and collection of documents (Facility! – Long Time Scale)

• Communication Tool for Lab Work (staff in different buildings)

• it is not a replacement for Excel, Affinity, Word, Powerpoint,......., 

or any data interpretation software
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Classical RG

Mass Spectrometry

RGL

TM TM TM TM

TM

TL

TM TM

• RGL – Research Group Leader
• TL - Team Leader
• TM - Team Member
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Core Facility

Mass Spectrometry
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• CFL – Core Facility Leader
• CFM - Core Facility Member
• FP - Facility Projects (from different collaborators & users – no access to eLabbook)
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Types of Data submitted to CF

Mass Spectrometry

CF

PPTx

turn into 
PDF

PDF

TIFF, 
JPG

PAPER

XLSX
TXT or 
EMAIL NOT for Large RAW DATA !
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eLabFTW

Mass Spectrometry

but 

• limited resources for administration

• à effort for labbook should be  < 5%
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CF - The Start

Mass Spectrometry

Started with eLabFTW in 06/2021

First Aims: 

• combine TA Labbook (scanned PDF) with electronic data
(and short notes e.g. calculations)

• keeping files together/sorted
• easier finding, communication & time planning

• NOT for solving the raw data organization (too big)

• Suitable for REIMBURSEMENT & Grant Reports (e.g. DFG91b, SFB, BMBF) calculations

Currently transition to eLabbook only 
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eLabFTW

Mass Spectrometry

Many options to organize, group & tag for search, use of templates 

• many varations how to setup à concept for your lab required !
• start with trying on a test setup 

- what are our work flows?
- what might be a category, resource or status?
- what is repetetive & suitable for templates?
- how can analog steps brought to digial (paper-to-PDF)?

eLabbook should accelerate & simplify your work 
– if not, than something is going wrong, change approach!
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eLabFTW

Mass Spectrometry

• templates are a key for efficiency !

• easy to adept

• base templates for start, ‘module’ templates to add work steps upon (see next slides)
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eLabFTW

Mass Spectrometry
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DEMO

Mass Spectrometry
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eLabFTW

Mass Spectrometry
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DEMO

Mass Spectrometry

exact time of check out in details of each step! 
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DEMO

Mass Spectrometry
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RAW DATA

Mass Spectrometry

• organized, structured on file server (raw only & project raw, meta & final data)

• long term storage with backup & protection (by IT CMCB & ZIH)

• also programs are archived

• planning 2015, experiment & analysis 2016, re-analysis & publication 2018
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RAW DATA REPOSITORY

Mass Spectrometry

since2004 (!)

since ~10 years obligatory for publications in many journals
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RAW DATA REPOSITORY

Mass Spectrometry
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😉

Mass Spectrometry

Thanks to all collaborators,  

especially the CMCB IT Team !!

... and last not least ...

Kris Eismann, CF MS & Proteomics


