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What are proteocephalids?
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What is genome skimming?

Scalable and cost-effective strategy.
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Taxon sampling

Ethanol-preserved, vouchered proteocephalid specimens.

Source: Natural History Museum (MHNG-PLAT), Geneva; Institute of Parasitology, Biology Centre of the Czech Academy of Sciences, České Budějovice, Czech Republic (IPCAS).
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Molecular workflow
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Computational workflow
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Results summary
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Mitogenome characterization
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Conclusion

▶ Genome skimming is a cost-efficient technique to sample decades-old museum
samples even when the sequencing yield is smaller than expected

▶ Phylogenies produced using nuclear ribosomal DNA vs. mitochondrial DNA are
largely concordant, but mtDNA trees are better resolved (especially for early
diverging lineages)

▶ The mitogenomes generated here will set the stage for future phylogenetic studies on
the evolutionary history of proteocephalid cestodes.

PVA, RJdS, DJ, WT, AH, GN & DJM São Paulo State University & UNC Charlotte ASP 99th Annual Meeting – 6/16/24 10 / 11




	Background
	Material & Methods
	Results
	Conclusion
	Acknowledgments

