Description: The diagram below illustrates the directory structure that
was built within the scripts during the analysis of Moura et al. (2024).
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Tetrapoda_prunedToFamily.
tre

R-Script files 1-3

TetrapodTraits_datasample.
csv

Model outputs and data tables
on trait patterns (.csv).

Set of tables with observed
and imputed values (.csv).

Graphical pieces files in png
and pdf formats.

Sets of 100 fully-sampled
phylogenies per major
tetrapod g

Phylogenetic filters from three
fully-sampled per major
tetrapod group (Rdata).

Model outputs in
RData format.

Spatial polygons for
biogeographic realm and
110 x 110 km quadrats.

TetrapodTraits_1.0.0.csv

Tetrapod_360.csv

10.5281/zen0do0.10530618—



https://www.biorxiv.org/content/10.1101/2023.03.04.531098v3
https://doi.org/10.5281/zenodo.10530618

	Slide 1

