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from this data management approach. concept:

e The high-throughput screening (HTS)
biological data is wused for efficient
clustering, ranking, prioritization of NMs
and read across.

* normalization of the HTS metrics, separately in
the range [0,1], for each time point and endpoint

e combination of the normalized metric values to
obtain final Tox5 endpoint scores
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A new Python module TOXS (tentative  General steps in workflow for HTS data preprocessing and toxicity scoring  + The new Python module TOX5 enables faster data
name) [3] has been developed for the

collection and annotation of raw data,
followed by normalization and the
calculation of dose-response metrics.

preprocessing calculations and minimizes the
possibility of errors through automation.
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