Coverage (reads/bp)

10 20 30 40 50

0

bom_bombus: FO1

0 1000000 2000000

bom_bombus: FO2

10 20 30 40 50

0

0 1000000 2000000

Genome position (bp)

10 20 30 40 50

0

bom_bombus: FO3

0 1000000 2000000



