FOXS Server: An Automatic Server for SAXS profile computation https://modbase.compbio.ucsf.edu/foxs/cgi/showRes2.pl?dirname...
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Fast SAXS Profile Computation with Debye Formula
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Multi-state models by MultiFoXS

NEw! MulfiFoXS Now with conformational sampling and multi-state modelin

Can't see interactive display? Use old interface
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