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Figure 23 – graphTr. When user hover mouse above this recangles the Interpro ID is shown and on click user will be redirected to page with all information about its registry.




[image: ]
Figure 24 – graphLk














[image: ]

Figure 25 - gene-AT1G02145


[image: Interface gráfica do usuário, Aplicativo

Descrição gerada automaticamente]
Figure 26 - GeneAPPExplorer on mobile device.
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Figure 27 - DTU transcripts tree generated by 3DRNASeq.
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