SUPPLEMENTARY TABLE 3: List of proteins binding to a-syn WT>S129A

Accession
055042
Q91773
P63044
088935
P17426
P17427
Q9DBG3
P84091
Q7TQF7
Q62420
P60879
Q61548
Q8CHC4
P46096
Q68FD5
P63040
P84086
P39053
Q8K1M6
Q8BZ98
P50396
Q61598
P18872
P17879
P16627
P17156
P63017
P28663
P46460
Q61644
P61027
P62821
P63011
P62823
P47708
Q97206
P60710
035526
P61264
008599
P61205
P61750
P84084
008539

Accession

P37840
055042
P48774
P10649
P19157
P24472
Q7TMM9
P46425
P68372
Q6PIC6
Q9D6F9
P99024
P68369
P63017
Q9ERD7
P60710

Proteins belonging to a biological process related to synaptic function

Description

Alpha-synuclein 0S=Mus musculus OX=10090 GN=Snca PE=1 SV=2

Beta-synuclein 0S=Mus musculus OX=10090 GN=Sncb PE=1 SV=1

Vesicle-associated membrane protein 2 0S=Mus musculus OX=10090 GN=Vamp2 PE=1 SV=2
Synapsin-1 0S=Mus musculus OX=10090 GN=Syn1 PE=1 SV=2

AP-2 complex subunit alpha-1 0S=Mus musculus OX=10090 GN=Ap2al PE=1 SV=1

AP-2 complex subunit alpha-2 0S=Mus musculus 0X=10090 GN=Ap2a2 PE=1 SV=2

AP-2 complex subunit beta 0S=Mus musculus OX=10090 GN=Ap2b1 PE=1 SV=1

AP-2 complex subunit mu OS=Mus musculus OX=10090 GN=Ap2m1 PE=1 SV=1
Amphiphysin 0S=Mus musculus OX=10090 GN=Amph PE=1 SV=1

Endophilin-A1 OS=Mus musculus OX=10090 GN=Sh3gl2 PE=1 SV=2
Synaptosomal-associated protein 25 0S=Mus musculus OX=10090 GN=Snap25 PE=1 SV=1
Clathrin coat assembly protein AP180 OS=Mus musculus OX=10090 GN=Snap91 PE=1 SV=1
Synaptojanin-1 0S=Mus musculus OX=10090 GN=Synj1 PE=1 SV=3

Synaptotagmin-1 0S=Mus musculus OX=10090 GN=Syt1 PE=1 SV=1

Clathrin heavy chain 1 0S=Mus musculus 0X=10090 GN=Cltc PE=1 SV=3

Complexin-1 0S=Mus musculus OX=10090 GN=Cplx1 PE=1 SV=1

Complexin-2 0S=Mus musculus 0OX=10090 GN=CpIx2 PE=1 SV=1

Dynamin-1 0S=Mus musculus OX=10090 GN=Dnm1 PE=1 SV=2

Dynamin-1-like protein 0S=Mus musculus OX=10090 GN=Dnm1I| PE=1 SV=2

Dynamin-3 0S=Mus musculus OX=10090 GN=Dnm3 PE=1 SV=1

Rab GDP dissociation inhibitor alpha 0S=Mus musculus OX=10090 GN=Gdil PE=1 SV=3
Rab GDP dissociation inhibitor beta 0S=Mus musculus OX=10090 GN=Gdi2 PE=1 SV=1
Guanine nucleotide-binding protein G(o) subunit alpha 0S=Mus musculus OX=10090 GN=Gnao1l PE=1 SV=3
Heat shock 70 kDa protein 1B OS=Mus musculus OX=10090 GN=Hspalb PE=1 SV=3

Heat shock 70 kDa protein 1-like 0S=Mus musculus OX=10090 GN=Hspall PE=1 SV=4

Heat shock-related 70 kDa protein 2 0S=Mus musculus OX=10090 GN=Hspa2 PE=1 SV=2
Heat shock cognate 71 kDa protein 0S=Mus musculus OX=10090 GN=Hspa8 PE=1 SV=1
Beta-soluble NSF attachment protein 0S=Mus musculus OX=10090 GN=Napb PE=1 SV=2
Vesicle-fusing ATPase OS=Mus musculus OX=10090 GN=Nsf PE=1 SV=2

Protein kinase C and casein kinase substrate in neurons protein 1 0S=Mus musculus OX=10090 GN=Pacsinl1 PE=1 SV=1

Ras-related protein Rab-10 OS=Mus musculus OX=10090 GN=Rab10 PE=1 SV=1
Ras-related protein Rab-1A OS=Mus musculus OX=10090 GN=Rab1A PE=1 SV=3
Ras-related protein Rab-3A 0S=Mus musculus OX=10090 GN=Rab3a PE=1 SV=1
Ras-related protein Rab-3C OS=Mus musculus OX=10090 GN=Rab3c PE=1 SV=1
Rabphilin-3A 0S=Mus musculus 0X=10090 GN=Rph3a PE=1 SV=2

Septin-5 0S=Mus musculus OX=10090 GN=Septin5 PE=1 SV=2

Actin, cytoplasmic 1 0S=Mus musculus OX=10090 GN=Actb PE=1 SV=1
Syntaxin-1A OS=Mus musculus OX=10090 GN=Stx1a PE=1 SV=3

Syntaxin-1B 0S=Mus musculus OX=10090 GN=Stx1b PE=1 SV=1
Syntaxin-binding protein 1 0S=Mus musculus OX=10090 GN=Stxbp1 PE=1 SV=2
ADP-ribosylation factor 3 0S=Mus musculus OX=10090 GN=Arf3 PE=2 SV=2
ADP-ribosylation factor 4 0S=Mus musculus OX=10090 GN=Arf4 PE=1 SV=2
ADP-ribosylation factor 5 0S=Mus musculus OX=10090 GN=Arf5 PE=1 SV=2
Myc box-dependent-interacting protein 1 0S=Mus musculus OX=10090 GN=Bin1 PE=1 SV=1

All proteins
Description

Alpha-synuclein 0S=Homo sapiens OX=9606 GN=SNCA PE=1 SV=1

Alpha-synuclein 0S=Mus musculus OX=10090 GN=Snca PE=1 SV=2

Glutathione S-transferase Mu 5 0S=Mus musculus OX=10090 GN=Gstm5 PE=1 SV=1
Glutathione S-transferase Mu 1 0S=Mus musculus OX=10090 GN=Gstm1 PE=1 SV=2
Glutathione S-transferase P 1 0S=Mus musculus OX=10090 GN=Gstp1 PE=1 SV=2
Glutathione S-transferase A4 0S=Mus musculus OX=10090 GN=Gsta4 PE=1 SV=3
Tubulin beta-2A chain 0S=Mus musculus OX=10090 GN=Tubb2a PE=1 SV=1
Glutathione S-transferase P 2 0S=Mus musculus OX=10090 GN=Gstp2 PE=1 SV=2
Tubulin beta-4B chain 0S=Mus musculus 0X=10090 GN=Tubb4b PE=1 SV=1
Sodium/potassium-transporting ATPase subunit alpha-3 0S=Mus musculus OX=10090 GN=Atp1la3 PE=1 SV=1
Tubulin beta-4A chain 0S=Mus musculus OX=10090 GN=Tubb4a PE=1 SV=3

Tubulin beta-5 chain 0S=Mus musculus OX=10090 GN=Tubb5 PE=1 SV=1

Tubulin alpha-1A chain 0S=Mus musculus OX=10090 GN=Tubala PE=1 SV=1

Heat shock cognate 71 kDa protein 0S=Mus musculus OX=10090 GN=Hspa8 PE=1 SV=1
Tubulin beta-3 chain 0S=Mus musculus OX=10090 GN=Tubb3 PE=1 SV=1

Actin, cytoplasmic 1 0S=Mus musculus OX=10090 GN=Actb PE=1 SV=1

GeneName
Snca
Sncb
Vamp2
Synl
Ap2al
Ap2a2
Ap2bl
Ap2m1
Amph
Sh3gl2
Snap25
Snap91
Synjl
Sytl
Cltc
Cplx1
Cplx2
Dnm1l
Dnm1
Dnm3
Gdil
Gdi2
Gnaol
Hspalb
Hspa1ll
Hspa2
Hspa8
Napb
Nsf
Pacsinl
Rab10
Rabl1A
Rab3a
Rab3c
Rph3a
Septin5
Actb
Stxla
Stx1b
Stxbp1
Arf3
Arfd
Arf5
Binl

Gene name

SNCA
Snca
Gstm5
Gstm1l
Gstpl
Gstad
Tubb2a
Gstp2
Tubb4b
Atpla3
Tubb4a
Tubb5
Tubala
Hspa8
Tubb3
Actb



P68368
008553
P68373
Qsow21
P15626
P56480
Q6PIES
Q8VDN2
Q04447
P17182
P16546
P16858
088935
Q68FD5
008599
P17183
Q99KI0
Q03265
P20029
P68033
P20357
Q912773
P02088
P16330
P39053
P38647
P09411
P19639
P07724
P17156
P05064
P43006
P46460
PODP27
P63101
P52480
P02535
P07901
P62814
Q62261
P62259
P50516
P08249
Q60932
P11499
P61982
QocqQve
Q62188
Q922U2
P50396
P68254
P97427
P63038
Q8BFZ3
P15105
Q64332
P62631
Q9ROK7
P61264
P17751
P16627
Q7Ts)2
Q61316
089112
P61205
Q9QYR6
P05063
P10637
P48962

Tubulin alpha-4A chain 0S=Mus musculus OX=10090 GN=Tuba4a PE=1 SV=1
Dihydropyrimidinase-related protein 2 0S=Mus musculus OX=10090 GN=Dpysl2 PE=1 SV=2
Tubulin alpha-1C chain 0S=Mus musculus OX=10090 GN=Tubalc PE=1 SV=1

Glutathione S-transferase Mu 7 0S=Mus musculus OX=10090 GN=Gstm7 PE=1 SV=1
Glutathione S-transferase Mu 2 0S=Mus musculus OX=10090 GN=Gstm2 PE=1 SV=2

ATP synthase subunit beta, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5flb PE=1 SV=2

Sodium/potassium-transporting ATPase subunit alpha-2 0S=Mus musculus OX=10090 GN=Atpla2 PE=1 SV=1
Sodium/potassium-transporting ATPase subunit alpha-1 0S=Mus musculus OX=10090 GN=Atplal PE=1 SV=1

Creatine kinase B-type OS=Mus musculus OX=10090 GN=Ckb PE=1 SV=1

Alpha-enolase 0S=Mus musculus OX=10090 GN=Eno1 PE=1 SV=3

Spectrin alpha chain, non-erythrocytic 1 0S=Mus musculus OX=10090 GN=Sptanl PE=1 SV=4
Glyceraldehyde-3-phosphate dehydrogenase OS=Mus musculus OX=10090 GN=Gapdh PE=1 SV=2
Synapsin-1 0S=Mus musculus OX=10090 GN=Syn1 PE=1 SV=2

Clathrin heavy chain 1 0S=Mus musculus OX=10090 GN=Cltc PE=1 SV=3

Syntaxin-binding protein 1 0S=Mus musculus OX=10090 GN=Stxbp1 PE=1 SV=2
Gamma-enolase 0S=Mus musculus OX=10090 GN=Eno2 PE=1 SV=2

Aconitate hydratase, mitochondrial 0S=Mus musculus OX=10090 GN=Aco2 PE=1 SV=1

ATP synthase subunit alpha, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5fla PE=1 SV=1
Endoplasmic reticulum chaperone BiP OS=Mus musculus OX=10090 GN=Hspa5 PE=1 SV=3
Actin, alpha cardiac muscle 1 0S=Mus musculus OX=10090 GN=Actcl PE=1 SV=1
Microtubule-associated protein 2 0S=Mus musculus OX=10090 GN=Map2 PE=1 SV=2
Beta-synuclein 0S=Mus musculus OX=10090 GN=Sncb PE=1 SV=1

Hemoglobin subunit beta-1 0S=Mus musculus 0X=10090 GN=Hbb-b1 PE=1 SV=2
2',3'-cyclic-nucleotide 3'-phosphodiesterase 0S=Mus musculus OX=10090 GN=Cnp PE=1 SV=3
Dynamin-1 0S=Mus musculus 0X=10090 GN=Dnm1 PE=1 SV=2

Stress-70 protein, mitochondrial 0S=Mus musculus OX=10090 GN=Hspa9 PE=1 SV=3
Phosphoglycerate kinase 1 0S=Mus musculus OX=10090 GN=Pgk1 PE=1 SV=4

Glutathione S-transferase Mu 3 0S=Mus musculus OX=10090 GN=Gstm3 PE=1 SV=2

Serum albumin 0S=Mus musculus OX=10090 GN=Alb PE=1 SV=3

Heat shock-related 70 kDa protein 2 0S=Mus musculus OX=10090 GN=Hspa2 PE=1 SV=2
Fructose-bisphosphate aldolase A 0S=Mus musculus OX=10090 GN=Aldoa PE=1 SV=2
Excitatory amino acid transporter 2 0S=Mus musculus OX=10090 GN=Slcla2 PE=1 SV=1
Vesicle-fusing ATPase OS=Mus musculus OX=10090 GN=Nsf PE=1 SV=2

Calmodulin-2 0S=Mus musculus 0X=10090 GN=Calm2 PE=1 SV=1

14-3-3 protein zeta/delta 0S=Mus musculus OX=10090 GN=Ywhaz PE=1 SV=1

Pyruvate kinase PKM 0S=Mus musculus OX=10090 GN=Pkm PE=1 SV=4

Keratin, type | cytoskeletal 10 0S=Mus musculus OX=10090 GN=Krt10 PE=1 SV=3

Heat shock protein HSP 90-alpha OS=Mus musculus OX=10090 GN=Hsp90aal PE=1 SV=4
V-type proton ATPase subunit B, brain isoform 0S=Mus musculus OX=10090 GN=Atp6vlb2 PE=1 SV=1
Spectrin beta chain, non-erythrocytic 1 0S=Mus musculus OX=10090 GN=Sptbn1 PE=1 SV=2
14-3-3 protein epsilon 0S=Mus musculus OX=10090 GN=Ywhae PE=1 SV=1

V-type proton ATPase catalytic subunit A 0S=Mus musculus OX=10090 GN=Atp6vla PE=1 SV=2
Malate dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Mdh2 PE=1 SV=3

Voltage-dependent anion-selective channel protein 1 0S=Mus musculus OX=10090 GN=Vdacl PE=1 SV=3

Heat shock protein HSP 90-beta OS=Mus musculus OX=10090 GN=Hsp90ab1 PE=1 SV=3
14-3-3 protein gamma 0S=Mus musculus OX=10090 GN=Ywhag PE=1 SV=2

14-3-3 protein beta/alpha OS=Mus musculus OX=10090 GN=Ywhab PE=1 SV=3
Dihydropyrimidinase-related protein 3 0S=Mus musculus OX=10090 GN=DpysI3 PE=1 SV=1
Keratin, type Il cytoskeletal 5 0S=Mus musculus OX=10090 GN=Krt5 PE=1 SV=1

Rab GDP dissociation inhibitor alpha OS=Mus musculus OX=10090 GN=Gdil PE=1 SV=3
14-3-3 protein theta 0S=Mus musculus OX=10090 GN=Ywhaq PE=1 SV=1
Dihydropyrimidinase-related protein 1 0S=Mus musculus OX=10090 GN=Crmp1 PE=1 SV=1
60 kDa heat shock protein, mitochondrial 0S=Mus musculus OX=10090 GN=Hspd1 PE=1 SV=1
Beta-actin-like protein 2 0S=Mus musculus OX=10090 GN=Actbl2 PE=1 SV=1

Glutamine synthetase 0S=Mus musculus OX=10090 GN=Glul PE=1 SV=6

Synapsin-2 0S=Mus musculus OX=10090 GN=Syn2 PE=1 SV=2

Elongation factor 1-alpha 2 0S=Mus musculus OX=10090 GN=Eefla2 PE=1 SV=1

Plasma membrane calcium-transporting ATPase 2 0S=Mus musculus OX=10090 GN=Atp2b2 PE=1 SV=2
Syntaxin-1B 0S=Mus musculus OX=10090 GN=Stx1b PE=1 SV=1

Triosephosphate isomerase OS=Mus musculus OX=10090 GN=Tpil PE=1 SV=4

Heat shock 70 kDa protein 1-like 0S=Mus musculus OX=10090 GN=Hspall PE=1 SV=4
Microtubule-associated protein 6 0S=Mus musculus OX=10090 GN=Map6 PE=1 SV=2

Heat shock 70 kDa protein 4 0S=Mus musculus OX=10090 GN=Hspa4 PE=1 SV=1
Glutathione S-transferase LANCL1 OS=Mus musculus OX=10090 GN=Lancl1 PE=1 SV=1
ADP-ribosylation factor 3 0S=Mus musculus OX=10090 GN=Arf3 PE=2 SV=2
Microtubule-associated protein 1A 0S=Mus musculus OX=10090 GN=Map1la PE=1 SV=2
Fructose-bisphosphate aldolase C 0S=Mus musculus OX=10090 GN=Aldoc PE=1 SV=4
Microtubule-associated protein tau 0S=Mus musculus OX=10090 GN=Mapt PE=1 SV=3
ADP/ATP translocase 1 0S=Mus musculus OX=10090 GN=Slc25a4 PE=1 SV=4

Tubada
Dpysl2
Tubalc
Gstm7
Gstm2
Atp5flb
Atpla2
Atplal
Ckb
Enol
Sptanl
Gapdh
Synl
Cltc
Stxbp1
Eno2
Aco2
Atp5fla
Hspa5
Actcl
Map2
Sncb
Hbb-b1
Cnp
Dnm1
Hspa9
Pgkl
Gstm3
Alb
Hspa2
Aldoa
Slcla2
Nsf
Calm2
Ywhaz
Pkm
Krt10
Hsp90aal
Atp6vib2
Sptbn1
Ywhae
Atp6vla
Mdh2
Vdacl
Hsp90ab1l
Ywhag
Ywhab
Dpysl3
Krt5
Gdil
Ywhaq
Crmpl
Hspd1
Actbl2
Glul
Syn2
Eefla2
Atp2b2
Stx1b
Tpil
Hspall
Map6
Hspad
Lancll
Arf3
Mapla
Aldoc
Mapt
Slc25a4



P17742
Q91xv3
P68510
P06745
P01942
Q99LP6
P51881
Qoczue
P10126
P17710
Q61414
Q8BH59
Q9ROPY
P63328
Q61598
G5E829
055143
P26645
P16125
Q8CHC4
P17879
Q8Q7T1
P06151
P11798
P70404
P14094
P13595
Q01853
Q7TQD2
P70296
P18760
P14152
P60879
P05202
P06837
P61922
P56564
P30275
008709
Q02053
Q9ROP5
Q61548
Q61792
P46096
P47857
P18872
Q9D051
P28652
P63011
Q9R111
Q9DBG3
Qocz13
Q3UHL1
P84084
Q61553
Q91vD9
QoDBJ1
P50518
P17427
Q6Q477
P26443
Q9JHU4
035526
P63085
Q76MmZ3
Q8VEMS
P35700
P35486
035660

Peptidyl-prolyl cis-trans isomerase A 0S=Mus musculus OX=10090 GN=Ppia PE=1 SV=2

Brain acid soluble protein 1 0S=Mus musculus OX=10090 GN=Basp1 PE=1 SV=3

14-3-3 protein eta 0S=Mus musculus OX=10090 GN=Ywhah PE=1 SV=2

Glucose-6-phosphate isomerase OS=Mus musculus OX=10090 GN=Gpi PE=1 SV=4

Hemoglobin subunit alpha 0S=Mus musculus OX=10090 GN=Hba PE=1 SV=2

GrpE protein homolog 1, mitochondrial 0S=Mus musculus OX=10090 GN=Grpell PE=1 SV=1

ADP/ATP translocase 2 0S=Mus musculus OX=10090 GN=Slc25a5 PE=1 SV=3

Citrate synthase, mitochondrial 0S=Mus musculus OX=10090 GN=Cs PE=1 SV=1

Elongation factor 1-alpha 1 0S=Mus musculus OX=10090 GN=Eeflal PE=1 SV=3

Hexokinase-1 OS=Mus musculus OX=10090 GN=Hk1 PE=1 SV=3

Keratin, type | cytoskeletal 15 OS=Mus musculus OX=10090 GN=Krt15 PE=1 SV=2

Calcium-binding mitochondrial carrier protein Aralarl 0S=Mus musculus OX=10090 GN=SIc25a12 PE=1 SV=1
Ubiquitin carboxyl-terminal hydrolase isozyme L1 0S=Mus musculus OX=10090 GN=Uchl1 PE=1 SV=1
Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform 0S=Mus musculus OX=10090 GN=Ppp3ca PE=1 SV=1
Rab GDP dissociation inhibitor beta 0S=Mus musculus OX=10090 GN=Gdi2 PE=1 SV=1

Plasma membrane calcium-transporting ATPase 1 0S=Mus musculus OX=10090 GN=Atp2b1 PE=1 SV=1
Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 0S=Mus musculus OX=10090 GN=Atp2a2 PE=1 SV=2
Myristoylated alanine-rich C-kinase substrate OS=Mus musculus OX=10090 GN=Marcks PE=1 SV=2

L-lactate dehydrogenase B chain 0S=Mus musculus OX=10090 GN=Ldhb PE=1 SV=2

Synaptojanin-1 OS=Mus musculus OX=10090 GN=Synj1 PE=1 SV=3

Heat shock 70 kDa protein 1B OS=Mus musculus OX=10090 GN=Hspalb PE=1 SV=3

Acetyl-CoA acetyltransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Acat1 PE=1 SV=1

L-lactate dehydrogenase A chain 0S=Mus musculus OX=10090 GN=Ldha PE=1 SV=3

Calcium/calmodulin-dependent protein kinase type Il subunit alpha 0S=Mus musculus OX=10090 GN=Camk2a PE=1 SV=2
Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial 0S=Mus musculus 0X=10090 GN=Idh3g PE=1 SV=1
Sodium/potassium-transporting ATPase subunit beta-1 0S=Mus musculus 0X=10090 GN=Atp1b1 PE=1 SV=1

Neural cell adhesion molecule 1 0S=Mus musculus 0X=10090 GN=Ncam1 PE=1 SV=3

Transitional endoplasmic reticulum ATPase OS=Mus musculus OX=10090 GN=Vcp PE=1 SV=4

Tubulin polymerization-promoting protein 0S=Mus musculus OX=10090 GN=Tppp PE=1 SV=1
Phosphatidylethanolamine-binding protein 1 0S=Mus musculus OX=10090 GN=Pebp1 PE=1 SV=3

Cofilin-1 0S=Mus musculus OX=10090 GN=Cfl1 PE=1 SV=3

Malate dehydrogenase, cytoplasmic 0S=Mus musculus OX=10090 GN=Mdh1 PE=1 SV=3

Synaptosomal-associated protein 25 0S=Mus musculus OX=10090 GN=Snap25 PE=1 SV=1

Aspartate aminotransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Got2 PE=1 SV=1

Neuromodulin 0S=Mus musculus OX=10090 GN=Gap43 PE=1 SV=1

4-aminobutyrate aminotransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Abat PE=1 SV=1

Excitatory amino acid transporter 1 0S=Mus musculus OX=10090 GN=Slc1a3 PE=1 SV=2

Creatine kinase U-type, mitochondrial 0S=Mus musculus OX=10090 GN=Ckmt1 PE=1 SV=1

Peroxiredoxin-6 OS=Mus musculus OX=10090 GN=Prdx6 PE=1 SV=3

Ubiquitin-like modifier-activating enzyme 1 0S=Mus musculus OX=10090 GN=Ubal PE=1 SV=1

Destrin OS=Mus musculus 0X=10090 GN=Dstn PE=1 SV=3

Clathrin coat assembly protein AP180 OS=Mus musculus OX=10090 GN=Snap91 PE=1 SV=1

LIM and SH3 domain protein 1 0S=Mus musculus OX=10090 GN=Lasp1 PE=1 SV=1

Synaptotagmin-1 OS=Mus musculus OX=10090 GN=Syt1 PE=1 SV=1

ATP-dependent 6-phosphofructokinase, muscle type 0S=Mus musculus OX=10090 GN=Pfkm PE=1 SV=3

Guanine nucleotide-binding protein G(o) subunit alpha 0S=Mus musculus OX=10090 GN=Gnaol PE=1 SV=3

Pyruvate dehydrogenase E1 component subunit beta, mitochondrial 0S=Mus musculus OX=10090 GN=Pdhb PE=1 SV=1
Calcium/calmodulin-dependent protein kinase type Il subunit beta 0S=Mus musculus 0X=10090 GN=Camk2b PE=1 SV=2
Ras-related protein Rab-3A OS=Mus musculus OX=10090 GN=Rab3a PE=1 SV=1

Guanine deaminase 0S=Mus musculus OX=10090 GN=Gda PE=1 SV=1

AP-2 complex subunit beta 0S=Mus musculus OX=10090 GN=Ap2b1 PE=1 SV=1

Cytochrome b-c1 complex subunit 1, mitochondrial 0S=Mus musculus OX=10090 GN=Uqcrcl PE=1 SV=2

CaM kinase-like vesicle-associated protein 0S=Mus musculus OX=10090 GN=Camkv PE=1 SV=2

ADP-ribosylation factor 5 0S=Mus musculus OX=10090 GN=Arf5 PE=1 SV=2

Fascin 0S=Mus musculus OX=10090 GN=Fscn1 PE=1 SV=4

NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufs1 PE=1 SV=2
Phosphoglycerate mutase 1 0S=Mus musculus OX=10090 GN=Pgam1 PE=1 SV=3

V-type proton ATPase subunit E 1 0S=Mus musculus OX=10090 GN=Atp6vlel PE=1 SV=2

AP-2 complex subunit alpha-2 0S=Mus musculus OX=10090 GN=Ap2a2 PE=1 SV=2

Plasma membrane calcium-transporting ATPase 4 0S=Mus musculus OX=10090 GN=Atp2b4 PE=1 SV=1

Glutamate dehydrogenase 1, mitochondrial 0S=Mus musculus OX=10090 GN=Glud1 PE=1 SV=1

Cytoplasmic dynein 1 heavy chain 1 0S=Mus musculus OX=10090 GN=Dync1h1 PE=1 SV=2

Syntaxin-1A 0S=Mus musculus OX=10090 GN=Stx1a PE=1 SV=3

Mitogen-activated protein kinase 1 0S=Mus musculus OX=10090 GN=Mapk1 PE=1 SV=3

Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform 0S=Mus musculus OX=10090 GN=Ppp2rla PE=1 SV=3
Phosphate carrier protein, mitochondrial 0S=Mus musculus OX=10090 GN=SIc25a3 PE=1 SV=1

Peroxiredoxin-1 OS=Mus musculus OX=10090 GN=Prdx1 PE=1 SV=1

Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial 0S=Mus musculus OX=10090 GN=Pdhal PE=1 SV=1
Glutathione S-transferase Mu 6 0S=Mus musculus OX=10090 GN=Gstm6 PE=1 SV=4

Ppia
Baspl
Ywhah
Gpi
Hba
Grpell
Slc25a5
Cs
Eeflal
Hk1
Krt15
Slc25a12
Uchll
Ppp3ca
Gdi2
Atp2bl
Atp2a2
Marcks
Ldhb
Synjl
Hspalb
Acatl
Ldha
Camk2a
Idh3g
Atplbl
Ncam1
Vcp
Tppp
Pebpl
cfll
Mdh1
Snap25
Got2
Gap43
Abat
Slcla3
Ckmt1
Prdx6
Ubal
Dstn
Snap91
Laspl
Sytl
Pfkm
Gnaol
Pdhb
Camk2b
Rab3a
Gda
Ap2bl
Ugcrcl
Camkv
Arf5
Fscnl
Ndufs1
Pgaml
Atp6bvlel
Ap2a2
Atp2b4
Glud1
Dynclhl
Stxla
Mapkl
Ppp2rla
Slc25a3
Prdx1
Pdhal
Gstm6



P17426
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Q8K183
P19783
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AP-2 complex subunit alpha-1 0S=Mus musculus OX=10090 GN=Ap2al PE=1 SV=1

Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 0S=Mus musculus OX=10090 GN=Gnb1 PE=1 SV=3
V-type proton ATPase 116 kDa subunit a isoform 1 OS=Mus musculus OX=10090 GN=Atp6v0al PE=1 SV=3

Septin-7 0S=Mus musculus OX=10090 GN=Septin7 PE=1 SV=1

Cytochrome b-c1 complex subunit 2, mitochondrial 0S=Mus musculus OX=10090 GN=Uqcrc2 PE=1 SV=1
Microtubule-associated protein 1B 0S=Mus musculus OX=10090 GN=Map1b PE=1 SV=2

Keratin, type Il cytoskeletal 8 0S=Mus musculus OX=10090 GN=Krt8 PE=1 SV=4

Myelin proteolipid protein 0S=Mus musculus OX=10090 GN=Plp1 PE=1 SV=2

Cytochrome c, somatic 0S=Mus musculus OX=10090 GN=Cycs PE=1 SV=2

Protein kinase C and casein kinase substrate in neurons protein 1 0S=Mus musculus OX=10090 GN=Pacsin1 PE=1 SV=1
Neurochondrin OS=Mus musculus OX=10090 GN=Ncdn PE=1 SV=1

Voltage-dependent anion-selective channel protein 2 0S=Mus musculus OX=10090 GN=Vdac2 PE=1 SV=2

Glycogen phosphorylase, brain form 0S=Mus musculus OX=10090 GN=Pygb PE=1 SV=3

Aspartate aminotransferase, cytoplasmic 0S=Mus musculus OX=10090 GN=Got1 PE=1 SV=3

Protein/nucleic acid deglycase DJ-1 0S=Mus musculus OX=10090 GN=Park7 PE=1 SV=1

Transketolase 0S=Mus musculus OX=10090 GN=Tkt PE=1 SV=1

Nucleoside diphosphate kinase A 0S=Mus musculus OX=10090 GN=Nmel PE=1 SV=1

V-type proton ATPase subunit C 1 0S=Mus musculus OX=10090 GN=Atp6v1icl PE=1 SV=4

Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial 0S=Mus musculus OX=10090 GN=Suclgl PE=1 SV=4

Myelin basic protein 0S=Mus musculus OX=10090 GN=Mbp PE=1 SV=2

Elongation factor Tu, mitochondrial 0S=Mus musculus OX=10090 GN=Tufm PE=1 SV=1
Heterogeneous nuclear ribonucleoprotein K 0S=Mus musculus OX=10090 GN=Hnrnpk PE=1 SV=1
Dynamin-3 0S=Mus musculus OX=10090 GN=Dnm3 PE=1 SV=1

Keratin, type Il cytoskeletal 2 oral 0S=Mus musculus OX=10090 GN=Krt76 PE=1 SV=1
Calcineurin subunit B type 1 0S=Mus musculus OX=10090 GN=Ppp3rl PE=1 SV=3

Ubiquitin carboxyl-terminal hydrolase 5 0S=Mus musculus OX=10090 GN=Usp5 PE=1 SV=1
Complexin-2 0S=Mus musculus OX=10090 GN=Cplx2 PE=1 SV=1

Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial 0S=Mus musculus OX=10090 GN=Sucla2 PE=1 SV=2
Vesicle-associated membrane protein 2 0S=Mus musculus OX=10090 GN=Vamp2 PE=1 SV=2
Mitochondrial glutamate carrier 1 0S=Mus musculus OX=10090 GN=SIc25a22 PE=1 SV=1
Dihydropyrimidinase-related protein 4 0S=Mus musculus OX=10090 GN=Dpysl4 PE=1 SV=1
Beta-soluble NSF attachment protein 0S=Mus musculus OX=10090 GN=Napb PE=1 SV=2

Band 4.1-like protein 3 0S=Mus musculus OX=10090 GN=Epb41I3 PE=1 SV=1

Septin-5 0S=Mus musculus OX=10090 GN=Septin5 PE=1 SV=2

NAD-dependent protein deacetylase sirtuin-2 0S=Mus musculus OX=10090 GN=Sirt2 PE=1 SV=2
Elongation factor 2 0S=Mus musculus OX=10090 GN=Eef2 PE=1 SV=2

ATP synthase subunit O, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5po PE=1 SV=1
Cysteine and glycine-rich protein 1 0S=Mus musculus OX=10090 GN=Csrp1 PE=1 SV=3

Carbonic anhydrase 2 0S=Mus musculus OX=10090 GN=Ca2 PE=1 SV=4

Septin-11 0S=Mus musculus OX=10090 GN=Septinll PE=1 SV=4

Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial 0S=Mus musculus OX=10090 GN=Sdha PE=1 SV=1

Ras-related protein Rab-1A OS=Mus musculus OX=10090 GN=Rab1A PE=1 SV=3

Ankyrin-2 0S=Mus musculus OX=10090 GN=Ank2 PE=1 SV=2

ADP-ribosylation factor 4 0S=Mus musculus OX=10090 GN=Arf4 PE=1 SV=2

ATP synthase F(0) complex subunit B1, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5pb PE=1 SV=1
Microtubule-associated protein RP/EB family member 3 0S=Mus musculus OX=10090 GN=Mapre3 PE=1 SV=1
Protein disulfide-isomerase A3 0S=Mus musculus OX=10090 GN=Pdia3 PE=1 SV=2

Calcium/calmodulin-dependent protein kinase type Il subunit gamma OS=Mus musculus OX=10090 GN=Camk2g PE=1 SV=1

Endophilin-A1 OS=Mus musculus OX=10090 GN=Sh3gl2 PE=1 SV=2

Phosphoglucomutase-1 0S=Mus musculus OX=10090 GN=Pgm1 PE=1 SV=4

Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial 0S=Mus musculus OX=10090 GN=Idh3a PE=1 SV=1
4F2 cell-surface antigen heavy chain 0S=Mus musculus OX=10090 GN=Slc3a2 PE=1 SV=1

Elongation factor 1-gamma OS=Mus musculus OX=10090 GN=Eeflg PE=1 SV=3

Reticulon-4 0S=Mus musculus OX=10090 GN=Rtn4 PE=1 SV=2

Peroxiredoxin-5, mitochondrial 0S=Mus musculus OX=10090 GN=Prdx5 PE=1 SV=2
Stress-induced-phosphoprotein 1 0S=Mus musculus OX=10090 GN=Stip1 PE=1 SV=1

Septin-8 0S=Mus musculus OX=10090 GN=Septin8 PE=1 SV=4

Succinate-semialdehyde dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Aldh5a1 PE=1 SV=1
CD81 antigen OS=Mus musculus OX=10090 GN=Cd81 PE=1 SV=2

Adenylate kinase isoenzyme 1 0S=Mus musculus OX=10090 GN=Ak1 PE=1 SV=1

Ubiquitin-40S ribosomal protein S27a 0S=Mus musculus OX=10090 GN=Rps27a PE=1 SV=2

Profilin-1 0S=Mus musculus OX=10090 GN=Pfn1 PE=1 SV=2

F-actin-capping protein subunit alpha-2 0S=Mus musculus OX=10090 GN=Capza2 PE=1 SV=3
Voltage-dependent anion-selective channel protein 3 0S=Mus musculus OX=10090 GN=Vdac3 PE=1 SV=1
Transcriptional activator protein Pur-alpha 0S=Mus musculus OX=10090 GN=Pura PE=1 SV=1

Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 0S=Mus musculus 0X=10090 GN=Gnb2 PE=1 SV=3
Pyridoxal kinase OS=Mus musculus OX=10090 GN=Pdxk PE=1 SV=1

Cytochrome c oxidase subunit 4 isoform 1, mitochondrial 0S=Mus musculus OX=10090 GN=Cox4i1 PE=1 SV=2
Superoxide dismutase [Mn], mitochondrial 0S=Mus musculus 0OX=10090 GN=Sod2 PE=1 SV=3
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Q64521
P63054
P00405
Q08331
P35802
P31938
Q8CAQ8
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Q9WuB3
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P48453
Q9R1Q8
P80317
Q99LC3
Q4KMM3
P30115
008539
P61089
Q3Vv132
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Q05920
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QsBVvi4
P63330
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Q3UX10

Glycerol-3-phosphate dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Gpd2 PE=1 SV=2
Calmodulin regulator protein PCP4 0S=Mus musculus OX=10090 GN=Pcp4 PE=3 SV=2

Cytochrome c oxidase subunit 2 0S=Mus musculus OX=10090 GN=Mtco2 PE=1 SV=1

Calretinin 0S=Mus musculus OX=10090 GN=Calb2 PE=1 SV=3

Neuronal membrane glycoprotein M6-a 0S=Mus musculus OX=10090 GN=Gpm6a PE=1 SV=1

Dual specificity mitogen-activated protein kinase kinase 1 0S=Mus musculus OX=10090 GN=Map2k1 PE=1 SV=2
MICOS complex subunit Mic60 0S=Mus musculus OX=10090 GN=Immt PE=1 SV=1

Neuronal-specific septin-3 0S=Mus musculus OX=10090 GN=Septin3 PE=1 SV=2

2-oxoglutarate dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=0gdh PE=1 SV=3
Sodium/potassium-transporting ATPase subunit beta-2 0S=Mus musculus OX=10090 GN=Atp1b2 PE=1 SV=2
Heat shock 70 kDa protein 4L 0S=Mus musculus OX=10090 GN=Hspa4l PE=1 SV=2

Glycogen phosphorylase, muscle form 0S=Mus musculus OX=10090 GN=Pygm PE=1 SV=3

Poly(rC)-binding protein 1 0S=Mus musculus OX=10090 GN=Pcbp1 PE=1 SV=1

ATP synthase subunit gamma, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5flc PE=1 SV=1
Dynamin-1-like protein 0S=Mus musculus OX=10090 GN=Dnm1I| PE=1 SV=2

ATP-dependent 6-phosphofructokinase, platelet type 0S=Mus musculus OX=10090 GN=Pfkp PE=1 SV=1
Reticulon-1 0S=Mus musculus OX=10090 GN=Rtn1 PE=1 SV=1

Dynamin-like 120 kDa protein, mitochondrial 0S=Mus musculus OX=10090 GN=0Opal PE=1 SV=1

Guanine nucleotide-binding protein G(i) subunit alpha-1 0S=Mus musculus OX=10090 GN=Gnail PE=1 SV=1
Breast carcinoma-amplified sequence 1 homolog OS=Mus musculus OX=10090 GN=Bcas1 PE=1 SV=3
Septin-6 0S=Mus musculus OX=10090 GN=Septin6 PE=1 SV=4

Tenascin-R 0S=Mus musculus OX=10090 GN=Tnr PE=1 SV=2

Dihydropyrimidinase-related protein 5 0S=Mus musculus 0X=10090 GN=DpysI5 PE=1 SV=1

Enoyl-CoA hydratase, mitochondrial 0S=Mus musculus OX=10090 GN=Echs1 PE=1 SV=1

Calmodulin-like protein 3 0S=Mus musculus OX=10090 GN=CalmI3 PE=2 SV=1

Secernin-1 0S=Mus musculus OX=10090 GN=Scrn1 PE=1 SV=1

Ras-related protein Rab-3C OS=Mus musculus OX=10090 GN=Rab3c PE=1 SV=1

Complexin-1 0S=Mus musculus OX=10090 GN=Cplx1 PE=1 SV=1

Endoplasmin OS=Mus musculus OX=10090 GN=Hsp90b1 PE=1 SV=2

Hypoxanthine-guanine phosphoribosyltransferase 0S=Mus musculus OX=10090 GN=Hprt1 PE=1 SV=3
Glutaminase kidney isoform, mitochondrial 0S=Mus musculus OX=10090 GN=Gls PE=1 SV=1

Carbonyl reductase [NADPH] 1 OS=Mus musculus OX=10090 GN=Cbrl PE=1 SV=3

AP2-associated protein kinase 1 0S=Mus musculus OX=10090 GN=Aak1 PE=1 SV=2

T-complex protein 1 subunit beta 0S=Mus musculus OX=10090 GN=Cct2 PE=1 SV=4

V-type proton ATPase subunit d 1 0S=Mus musculus OX=10090 GN=Atp6v0d1 PE=1 SV=2

Cytochrome b-c1 complex subunit Rieske, mitochondrial 0S=Mus musculus 0X=10090 GN=Uqcrfs1 PE=1 SV=1
Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial 0S=Mus musculus OX=10090 GN=Oxct1 PE=1 SV=1
Protein NDRG2 0S=Mus musculus OX=10090 GN=Ndrg2 PE=1 SV=1

Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform 0S=Mus musculus OX=10090 GN=Ppp3cb PE=1 SV=2
Transgelin-3 0S=Mus musculus OX=10090 GN=TaglIn3 PE=1 SV=1

T-complex protein 1 subunit zeta 0S=Mus musculus OX=10090 GN=Cct6a PE=1 SV=3

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial 0S=Mus musculus 0X=10090 GN=Ndufal0 PE=1 SV=1

Oxidation resistance protein 1 0S=Mus musculus OX=10090 GN=0Oxr1 PE=1 SV=3

Glutathione S-transferase A3 0S=Mus musculus OX=10090 GN=Gsta3 PE=1 SV=2

Myc box-dependent-interacting protein 1 0S=Mus musculus OX=10090 GN=Bin1 PE=1 SV=1
Ubiquitin-conjugating enzyme E2 N OS=Mus musculus OX=10090 GN=Ube2n PE=1 SV=1

ADP/ATP translocase 4 0S=Mus musculus OX=10090 GN=Slc25a31 PE=1 SV=1

Nucleoside diphosphate kinase B 0S=Mus musculus OX=10090 GN=Nme2 PE=1 SV=1

Pyruvate carboxylase, mitochondrial 0S=Mus musculus OX=10090 GN=Pc PE=1 SV=1
N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 0S=Mus musculus OX=10090 GN=Ddah1 PE=1 SV=3
Prohibitin-2 0S=Mus musculus OX=10090 GN=Phb2 PE=1 SV=1

Dihydrolipoyl dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=DId PE=1 SV=2

Cytoplasmic FMR1-interacting protein 2 0S=Mus musculus OX=10090 GN=Cyfip2 PE=1 SV=2

S-phase kinase-associated protein 1 0S=Mus musculus OX=10090 GN=Skp1 PE=1 SV=3

Stathmin OS=Mus musculus OX=10090 GN=Stmn1 PE=1 SV=2

NSFL1 cofactor p47 OS=Mus musculus OX=10090 GN=Nsfl1c PE=1 SV=1

Rabphilin-3A 0S=Mus musculus OX=10090 GN=Rph3a PE=1 SV=2

Tyrosine-protein phosphatase non-receptor type substrate 1 0S=Mus musculus OX=10090 GN=Sirpa PE=1 SV=2
Dihydropteridine reductase 0S=Mus musculus OX=10090 GN=Qdpr PE=1 SV=2

Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform 0S=Mus musculus 0X=10090 GN=Ppp2ca PE=1 SV=1
Ras-related protein Rab-10 OS=Mus musculus OX=10090 GN=Rab10 PE=1 SV=1

Actin-related protein 2/3 complex subunit 2 0S=Mus musculus 0X=10090 GN=Arpc2 PE=1 SV=3
Poly(rC)-binding protein 2 0S=Mus musculus OX=10090 GN=Pcbp2 PE=1 SV=1

S-adenosylhomocysteine hydrolase-like protein 1 0S=Mus musculus OX=10090 GN=Ahcyl1 PE=1 SV=1
Phytanoyl-CoA hydroxylase-interacting protein 0S=Mus musculus OX=10090 GN=Phyhip PE=1 SV=1
Calbindin 0S=Mus musculus OX=10090 GN=Calb1 PE=1 SV=2

Alpha-adducin 0S=Mus musculus OX=10090 GN=Add1 PE=1 SV=2

Rho GDP-dissociation inhibitor 1 0S=Mus musculus OX=10090 GN=Arhgdia PE=1 SV=3

Tubulin alpha chain-like 3 0S=Mus musculus OX=10090 GN=Tubal3 PE=2 SV=2
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Q7TQI3
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Q9ES97
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P47738
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Ubiquitin thioesterase OTUB1 OS=Mus musculus OX=10090 GN=0Otub1 PE=1 SV=2

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufa9 PE=1 SV=2

Ras-related protein Rab-6B OS=Mus musculus OX=10090 GN=Rab6b PE=1 SV=1

Reticulon-3 0S=Mus musculus OX=10090 GN=Rtn3 PE=1 SV=2

Hippocalcin-like protein 4 0S=Mus musculus OX=10090 GN=Hpcal4 PE=1 SV=3

ATP-dependent 6-phosphofructokinase, liver type 0S=Mus musculus OX=10090 GN=Pfkl PE=1 SV=4
Drebrin OS=Mus musculus OX=10090 GN=Dbn1 PE=1 SV=4

Ras-related protein Rab-5A 0S=Mus musculus OX=10090 GN=Rab5a PE=1 SV=1

Serine/threonine-protein phosphatase PP1-beta catalytic subunit 0S=Mus musculus OX=10090 GN=Pppl1cb PE=1 SV=3
MAGUK p55 subfamily member 2 0S=Mus musculus 0X=10090 GN=Mpp2 PE=1 SV=1

Receptor of activated protein C kinase 1 0S=Mus musculus OX=10090 GN=Rack1 PE=1 SV=3
Phosphatidylinositol-binding clathrin assembly protein 0S=Mus musculus OX=10090 GN=Picalm PE=1 SV=1
Aldehyde dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Aldh2 PE=1 SV=1

Myotrophin 0S=Mus musculus OX=10090 GN=Mtpn PE=1 SV=2

Kinesin heavy chain isoform 5C 0S=Mus musculus OX=10090 GN=Kif5c PE=1 SV=3

Receptor-type tyrosine-protein phosphatase zeta 0S=Mus musculus OX=10090 GN=Ptprz1 PE=1 SV=1
Calnexin OS=Mus musculus OX=10090 GN=Canx PE=1 SV=1

Ras-related protein Rap-1A 0S=Mus musculus OX=10090 GN=Rapla PE=1 SV=1

NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufv2 PE=1 SV=2
Amphiphysin 0S=Mus musculus OX=10090 GN=Amph PE=1 SV=1

Glutaredoxin-1 0S=Mus musculus OX=10090 GN=GlIrx PE=1 SV=3

Protein $100-B OS=Mus musculus OX=10090 GN=S100b PE=1 SV=2

AP-2 complex subunit mu 0S=Mus musculus OX=10090 GN=Ap2m1 PE=1 SV=1

Isocitrate dehydrogenase [NADP], mitochondrial 0S=Mus musculus OX=10090 GN=Idh2 PE=1 SV=3

Cell division control protein 42 homolog 0S=Mus musculus OX=10090 GN=Cdc42 PE=1 SV=2

Isoaspartyl peptidase/L-asparaginase OS=Mus musculus OX=10090 GN=Asrgl1 PE=1 SV=1
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