SUPPLEMENTARY TABLE 2: List of proteins binding to a-syn $129D>S129A

Accession
055042
Q91773
P63044
088935
Q64332
Q62261
035643
P17426
P17427
Q9DBG3
008585
Q68FD5
P63040
P84086
P39053
Q8K1M6
Q8BZ98
Q62420
P60879
Q61548
Q3UHJO
035526
P61264
008599
P17879
P16627
P17156
P63017
Q8CHC4
P46096
P47708
P50396
Q61598
P61205
P61750
P84084
008539
Q80TJ1
P18872
P28663
P46460
Q61644
P61027
P62821
P63011
P62823
Q972Q6
Q8BG39
P43006
P28652
P60710

Accession
P37840
055042
P16546
P16858
088935
Q68FD5
008599
P17183
Q99KIO
Q03265
P20029
P20357

Proteins belonging to a biological process related to synaptic function
Description
Alpha-synuclein 0S=Mus musculus OX=10090 GN=Snca PE=1 SV=2
Beta-synuclein 0S=Mus musculus OX=10090 GN=Sncb PE=1 SV=1
Vesicle-associated membrane protein 2 0S=Mus musculus OX=10090 GN=Vamp2 PE=1 SV=2
Synapsin-1 0S=Mus musculus OX=10090 GN=Syn1 PE=1 SV=2
Synapsin-2 0S=Mus musculus OX=10090 GN=Syn2 PE=1 SV=2
Spectrin beta chain, non-erythrocytic 1 0S=Mus musculus OX=10090 GN=Sptbn1 PE=1 SV=2
AP-1 complex subunit beta-1 0S=Mus musculus OX=10090 GN=Ap1b1 PE=1 SV=2
AP-2 complex subunit alpha-1 0S=Mus musculus OX=10090 GN=Ap2al PE=1 SV=1
AP-2 complex subunit alpha-2 0S=Mus musculus OX=10090 GN=Ap2a2 PE=1 SV=2
AP-2 complex subunit beta 0S=Mus musculus OX=10090 GN=Ap2b1 PE=1 SV=1
Clathrin light chain A 0S=Mus musculus OX=10090 GN=Clta PE=1 SV=2
Clathrin heavy chain 1 0S=Mus musculus 0X=10090 GN=Cltc PE=1 SV=3
Complexin-1 0S=Mus musculus OX=10090 GN=Cplx1 PE=1 SV=1
Complexin-2 0S=Mus musculus OX=10090 GN=Cplx2 PE=1 SV=1
Dynamin-1 0S=Mus musculus OX=10090 GN=Dnm1 PE=1 SV=2
Dynamin-1-like protein 0S=Mus musculus OX=10090 GN=Dnm1l| PE=1 SV=2
Dynamin-3 0S=Mus musculus 0X=10090 GN=Dnm3 PE=1 SV=1
Endophilin-A1 OS=Mus musculus OX=10090 GN=Sh3gl2 PE=1 SV=2
Synaptosomal-associated protein 25 0S=Mus musculus OX=10090 GN=Snap25 PE=1 SV=1
Clathrin coat assembly protein AP180 OS=Mus musculus OX=10090 GN=Snap91 PE=1 SV=1
AP2-associated protein kinase 1 0S=Mus musculus OX=10090 GN=Aak1 PE=1 SV=2
Syntaxin-1A 0S=Mus musculus OX=10090 GN=Stx1a PE=1 SV=3
Syntaxin-1B 0S=Mus musculus OX=10090 GN=Stx1b PE=1 SV=1
Syntaxin-binding protein 1 0S=Mus musculus OX=10090 GN=Stxbp1 PE=1 SV=2
Heat shock 70 kDa protein 1B 0S=Mus musculus OX=10090 GN=Hspalb PE=1 SV=3
Heat shock 70 kDa protein 1-like 0S=Mus musculus OX=10090 GN=Hspall PE=1 SV=4
Heat shock-related 70 kDa protein 2 0S=Mus musculus OX=10090 GN=Hspa2 PE=1 SV=2
Heat shock cognate 71 kDa protein 0S=Mus musculus OX=10090 GN=Hspa8 PE=1 SV=1
Synaptojanin-1 0S=Mus musculus OX=10090 GN=Synj1 PE=1 SV=3
Synaptotagmin-1 OS=Mus musculus OX=10090 GN=Syt1 PE=1 SV=1
Rabphilin-3A 0S=Mus musculus OX=10090 GN=Rph3a PE=1 SV=2
Rab GDP dissociation inhibitor alpha 0S=Mus musculus OX=10090 GN=Gdil PE=1 SV=3
Rab GDP dissociation inhibitor beta 0S=Mus musculus OX=10090 GN=Gdi2 PE=1 SV=1
ADP-ribosylation factor 3 0S=Mus musculus OX=10090 GN=Arf3 PE=2 SV=2
ADP-ribosylation factor 4 0S=Mus musculus OX=10090 GN=Arf4 PE=1 SV=2
ADP-ribosylation factor 5 0S=Mus musculus OX=10090 GN=Arf5 PE=1 SV=2
Myc box-dependent-interacting protein 1 0S=Mus musculus OX=10090 GN=Bin1 PE=1 SV=1
Calcium-dependent secretion activator 1 0S=Mus musculus OX=10090 GN=Cadps PE=1 SV=3
Guanine nucleotide-binding protein G(o) subunit alpha 0S=Mus musculus OX=10090 GN=Gnaol PE=1 SV=3
Beta-soluble NSF attachment protein 0S=Mus musculus OX=10090 GN=Napb PE=1 SV=2
Vesicle-fusing ATPase OS=Mus musculus OX=10090 GN=Nsf PE=1 SV=2
Protein kinase C and casein kinase substrate in neurons protein 1 0S=Mus musculus OX=10090 GN=Pacsin1 PE=1 SV=1
Ras-related protein Rab-10 OS=Mus musculus OX=10090 GN=Rab10 PE=1 SV=1
Ras-related protein Rab-1A 0S=Mus musculus OX=10090 GN=Rab1A PE=1 SV=3
Ras-related protein Rab-3A OS=Mus musculus OX=10090 GN=Rab3a PE=1 SV=1
Ras-related protein Rab-3C OS=Mus musculus OX=10090 GN=Rab3c PE=1 SV=1
Septin-5 0S=Mus musculus OX=10090 GN=Septin5 PE=1 SV=2
Synaptic vesicle glycoprotein 2B 0S=Mus musculus OX=10090 GN=Sv2b PE=1 SV=1
Excitatory amino acid transporter 2 0S=Mus musculus OX=10090 GN=SIcla2 PE=1 SV=1
Calcium/calmodulin-dependent protein kinase type Il subunit beta 0S=Mus musculus OX=10090 GN=Camk2b PE=1 SV=2
Actin, cytoplasmic 1 0S=Mus musculus OX=10090 GN=Actb PE=1 SV=1

All proteins
Description
Alpha-synuclein 0S=Homo sapiens OX=9606 GN=SNCA PE=1 SV=1
Alpha-synuclein 0S=Mus musculus OX=10090 GN=Snca PE=1 SV=2
Spectrin alpha chain, non-erythrocytic 1 0S=Mus musculus OX=10090 GN=Sptan1 PE=1 SV=4
Glyceraldehyde-3-phosphate dehydrogenase 0S=Mus musculus 0X=10090 GN=Gapdh PE=1 SV=2
Synapsin-1 0S=Mus musculus OX=10090 GN=Syn1 PE=1 SV=2
Clathrin heavy chain 1 0S=Mus musculus OX=10090 GN=Cltc PE=1 SV=3
Syntaxin-binding protein 1 0S=Mus musculus OX=10090 GN=Stxbp1 PE=1 SV=2
Gamma-enolase 0S=Mus musculus OX=10090 GN=Eno2 PE=1 SV=2
Aconitate hydratase, mitochondrial 0S=Mus musculus OX=10090 GN=Aco2 PE=1 SV=1
ATP synthase subunit alpha, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5fla PE=1 SV=1
Endoplasmic reticulum chaperone BiP OS=Mus musculus OX=10090 GN=Hspa5 PE=1 SV=3
Microtubule-associated protein 2 0S=Mus musculus OX=10090 GN=Map2 PE=1 SV=2

Gene name
Snca
Sncb
Vamp2
Synl
Syn2
Sptbnl
Aplbl
Ap2al
Ap2a2
Ap2bl
Clta
Cltc
Cplx1
Cplx2
Dnm1
Dnm1
Dnm3
Sh3gl2
Snap25
Snap91l
Aakl
Stxla
Stx1b
Stxbp1l
Hspalb
Hspall
Hspa2
Hspa8
Synjl
Sytl
Rph3a
Gdil
Gdi2
Arf3
Arf4
Arf5
Binl
Cadps
Gnaol
Napb
Nsf
Pacsinl
Rab10
Rab1A
Rab3a
Rab3c
Septin5
Sv2b
Slcla2
Camk2b
Actb

SNCA
Snca
Sptanl
Gapdh
Synl
Cltc
Stxbp1
Eno2
Aco2
Atp5fla
Hspa5
Map2



Q91773
P16330
P39053
P38647
P09411
P17156
P05064
P43006
P46460
PODP27
P63101
P52480
P07901
P62814
P62259
P50516
P08249
Q60932
P11499
P61982
QocaQvs
Q62188
P50396
P68254
P97427
P63038
Q8BFZ3
P15105
Q64332
P62631
QO9ROK7
P61264
P17751
P16627
Q7Ts)2
Q61316
P61205
Q9QYR6
P05063
P10637
P48962
P17742
Q91xv3
P68510
P06745
Q99LP6
P51881
Qoczue
P10126
P17710
Q8BH59
Q9R0OPY
P63328
Q61598
G5E829
P26645
Q8CHC4
P17879
Q8QzT1
P06151
P11798
P70404
P14094
P13595
Q01853
Q7TQD2
P70296
P18760
P14152
P60879

Beta-synuclein 0S=Mus musculus OX=10090 GN=Sncb PE=1 SV=1

2',3'-cyclic-nucleotide 3'-phosphodiesterase 0S=Mus musculus OX=10090 GN=Cnp PE=1 SV=3
Dynamin-1 0S=Mus musculus OX=10090 GN=Dnm1 PE=1 SV=2

Stress-70 protein, mitochondrial 0S=Mus musculus OX=10090 GN=Hspa9 PE=1 SV=3
Phosphoglycerate kinase 1 0S=Mus musculus OX=10090 GN=Pgk1 PE=1 SV=4

Heat shock-related 70 kDa protein 2 0S=Mus musculus OX=10090 GN=Hspa2 PE=1 SV=2
Fructose-bisphosphate aldolase A 0S=Mus musculus OX=10090 GN=Aldoa PE=1 SV=2
Excitatory amino acid transporter 2 0S=Mus musculus OX=10090 GN=Slcla2 PE=1 SV=1
Vesicle-fusing ATPase OS=Mus musculus OX=10090 GN=Nsf PE=1 SV=2

Calmodulin-2 0S=Mus musculus 0X=10090 GN=Calm2 PE=1 SV=1

14-3-3 protein zeta/delta 0S=Mus musculus OX=10090 GN=Ywhaz PE=1 SV=1

Pyruvate kinase PKM OS=Mus musculus OX=10090 GN=Pkm PE=1 SV=4

Heat shock protein HSP 90-alpha OS=Mus musculus OX=10090 GN=Hsp90aal PE=1 SV=4
V-type proton ATPase subunit B, brain isoform 0S=Mus musculus OX=10090 GN=Atp6v1b2 PE=1 SV=1
14-3-3 protein epsilon 0S=Mus musculus OX=10090 GN=Ywhae PE=1 SV=1

V-type proton ATPase catalytic subunit A OS=Mus musculus OX=10090 GN=Atp6vla PE=1 SV=2
Malate dehydrogenase, mitochondrial 0S=Mus musculus 0X=10090 GN=Mdh2 PE=1 SV=3

Voltage-dependent anion-selective channel protein 1 0S=Mus musculus OX=10090 GN=Vdacl PE=1 SV=3

Heat shock protein HSP 90-beta 0S=Mus musculus OX=10090 GN=Hsp90ab1 PE=1 SV=3
14-3-3 protein gamma 0S=Mus musculus OX=10090 GN=Ywhag PE=1 SV=2

14-3-3 protein beta/alpha 0S=Mus musculus OX=10090 GN=Ywhab PE=1 SV=3
Dihydropyrimidinase-related protein 3 0S=Mus musculus OX=10090 GN=Dpysl3 PE=1 SV=1
Rab GDP dissociation inhibitor alpha 0S=Mus musculus OX=10090 GN=Gdil PE=1 SV=3
14-3-3 protein theta 0S=Mus musculus OX=10090 GN=Ywhaq PE=1 SV=1
Dihydropyrimidinase-related protein 1 0S=Mus musculus OX=10090 GN=Crmp1 PE=1 SV=1
60 kDa heat shock protein, mitochondrial 0S=Mus musculus OX=10090 GN=Hspd1 PE=1 SV=1
Beta-actin-like protein 2 0S=Mus musculus OX=10090 GN=Actbl2 PE=1 SV=1

Glutamine synthetase 0S=Mus musculus OX=10090 GN=Glul PE=1 SV=6

Synapsin-2 0S=Mus musculus OX=10090 GN=Syn2 PE=1 SV=2

Elongation factor 1-alpha 2 0S=Mus musculus OX=10090 GN=Eefla2 PE=1 SV=1

Plasma membrane calcium-transporting ATPase 2 0S=Mus musculus OX=10090 GN=Atp2b2 PE=1 SV=2
Syntaxin-1B 0S=Mus musculus OX=10090 GN=Stx1b PE=1 SV=1

Triosephosphate isomerase 0S=Mus musculus OX=10090 GN=Tpil PE=1 SV=4

Heat shock 70 kDa protein 1-like 0S=Mus musculus OX=10090 GN=Hspall PE=1 SV=4
Microtubule-associated protein 6 0S=Mus musculus OX=10090 GN=Map6 PE=1 SV=2

Heat shock 70 kDa protein 4 OS=Mus musculus OX=10090 GN=Hspa4 PE=1 SV=1
ADP-ribosylation factor 3 0S=Mus musculus OX=10090 GN=Arf3 PE=2 SV=2
Microtubule-associated protein 1A 0S=Mus musculus OX=10090 GN=Map1la PE=1 SV=2
Fructose-bisphosphate aldolase C 0S=Mus musculus OX=10090 GN=Aldoc PE=1 SV=4
Microtubule-associated protein tau 0S=Mus musculus OX=10090 GN=Mapt PE=1 SV=3
ADP/ATP translocase 1 0S=Mus musculus OX=10090 GN=SIc25a4 PE=1 SV=4
Peptidyl-prolyl cis-trans isomerase A 0S=Mus musculus OX=10090 GN=Ppia PE=1 SV=2
Brain acid soluble protein 1 0S=Mus musculus OX=10090 GN=Basp1 PE=1 SV=3

14-3-3 protein eta 0S=Mus musculus OX=10090 GN=Ywhah PE=1 SV=2
Glucose-6-phosphate isomerase OS=Mus musculus OX=10090 GN=Gpi PE=1 SV=4

GrpE protein homolog 1, mitochondrial 0S=Mus musculus OX=10090 GN=Grpell PE=1 SV=1
ADP/ATP translocase 2 0S=Mus musculus OX=10090 GN=SIc25a5 PE=1 SV=3

Citrate synthase, mitochondrial 0S=Mus musculus OX=10090 GN=Cs PE=1 SV=1

Elongation factor 1-alpha 1 0S=Mus musculus OX=10090 GN=Eeflal PE=1 SV=3
Hexokinase-1 0S=Mus musculus OX=10090 GN=Hk1 PE=1 SV=3

Calcium-binding mitochondrial carrier protein Aralarl 0S=Mus musculus OX=10090 GN=SIc25a12 PE=1 SV=1

Ubiquitin carboxyl-terminal hydrolase isozyme L1 OS=Mus musculus OX=10090 GN=Uchl1 PE=1 SV=1

Serine/threonine-protein phosphatase 2B catalytic subunit alpha isoform 0S=Mus musculus OX=10090 GN=Ppp3ca PE=1 SV=:

Rab GDP dissociation inhibitor beta 0S=Mus musculus 0X=10090 GN=Gdi2 PE=1 SV=1

Plasma membrane calcium-transporting ATPase 1 0S=Mus musculus OX=10090 GN=Atp2b1 PE=1 SV=1
Myristoylated alanine-rich C-kinase substrate 0S=Mus musculus OX=10090 GN=Marcks PE=1 SV=2
Synaptojanin-1 0S=Mus musculus OX=10090 GN=Synj1 PE=1 SV=3

Heat shock 70 kDa protein 1B OS=Mus musculus OX=10090 GN=Hspalb PE=1 SV=3

Acetyl-CoA acetyltransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Acat1 PE=1 SV=1
L-lactate dehydrogenase A chain 0S=Mus musculus OX=10090 GN=Ldha PE=1 SV=3

Calcium/calmodulin-dependent protein kinase type Il subunit alpha 0S=Mus musculus 0X=10090 GN=Camk2a PE=1 SV=2
Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial 0S=Mus musculus OX=10090 GN=Idh3g PE=1 SV=1
Sodium/potassium-transporting ATPase subunit beta-1 0S=Mus musculus 0X=10090 GN=Atp1b1 PE=1 SV=1

Neural cell adhesion molecule 1 0S=Mus musculus OX=10090 GN=Ncam1 PE=1 SV=3
Transitional endoplasmic reticulum ATPase OS=Mus musculus OX=10090 GN=Vcp PE=1 SV=4
Tubulin polymerization-promoting protein 0S=Mus musculus OX=10090 GN=Tppp PE=1 SV=1
Phosphatidylethanolamine-binding protein 1 0S=Mus musculus OX=10090 GN=Pebp1 PE=1 SV=3
Cofilin-1 0S=Mus musculus OX=10090 GN=Cfl1 PE=1 SV=3

Malate dehydrogenase, cytoplasmic 0S=Mus musculus OX=10090 GN=Mdh1 PE=1 SV=3
Synaptosomal-associated protein 25 0S=Mus musculus OX=10090 GN=Snap25 PE=1 SV=1

Sncb
Cnp
Dnm1l
Hspa9
Pgkl
Hspa2
Aldoa
Slcla2
Nsf
Calm2
Ywhaz
Pkm
Hsp90aal
Atp6vlb2
Ywhae
Atp6vla
Mdh2
Vdacl
Hsp90ab1
Ywhag
Ywhab
Dpysl3
Gdil
Ywhaq
Crmpl
Hspd1l
Actbl2
Glul
Syn2
Eefla2
Atp2b2
Stx1b
Tpil
Hspall
Map6
Hspa4
Arf3
Mapla
Aldoc
Mapt
Slc25a4
Ppia
Baspl
Ywhah
Gpi
Grpell
Slc25a5
Cs
Eeflal
Hk1
Slc25a12
Uchll
Ppp3ca
Gdi2
Atp2bl
Marcks
Synjl
Hspalb
Acatl
Ldha
Camk2a
Idh3g
Atplb1
Ncam1
Vcp
Tppp
Pebp1l
cfll
Mdh1
Snap25



P05202
P06837
P61922
P56564
P30275
008709
Q02053
Q9ROP5
Q61548
Q61792
P46096
P47857
P18872
Q9D051
P28652
P63011
Q9R111
Q9DBG3
Qocz13
Q3UHL1
P84084
Q61553
Q91VD9
QoDBJ1
P50518
P17427
Q6Q477
P26443
Q9JHU4
035526
P63085
Q76MZ3
Q8VEMS8
P35700
P35486
P17426
P62874
Q971G4
055131
Q9DB77
P14873
P62897
Q61644
Q9Z0EO0
Q60930
Q8Cio4
P05201
Q99LX0
P40142
P15532
Q971G3
Q9WUM5
Q8BFR5
P61979
Q8Bz98
Q63810
P56399
P84086
Q97219
P63044
Q9D6M3
035098
P28663
Q9wWvV92
Q97206
Q8vDQ8
P58252
Q9DB20
P97315
P00920

Aspartate aminotransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Got2 PE=1 SV=1
Neuromodulin 0S=Mus musculus OX=10090 GN=Gap43 PE=1 SV=1

4-aminobutyrate aminotransferase, mitochondrial 0S=Mus musculus OX=10090 GN=Abat PE=1 SV=1
Excitatory amino acid transporter 1 0S=Mus musculus OX=10090 GN=SIc1a3 PE=1 SV=2

Creatine kinase U-type, mitochondrial 0S=Mus musculus OX=10090 GN=Ckmt1 PE=1 SV=1
Peroxiredoxin-6 0S=Mus musculus OX=10090 GN=Prdx6 PE=1 SV=3

Ubiquitin-like modifier-activating enzyme 1 0S=Mus musculus OX=10090 GN=Ubal PE=1 SV=1

Destrin 0S=Mus musculus 0X=10090 GN=Dstn PE=1 SV=3

Clathrin coat assembly protein AP180 OS=Mus musculus OX=10090 GN=Snap91 PE=1 SV=1

LIM and SH3 domain protein 1 0S=Mus musculus OX=10090 GN=Lasp1 PE=1 SV=1

Synaptotagmin-1 OS=Mus musculus OX=10090 GN=Syt1 PE=1 SV=1

ATP-dependent 6-phosphofructokinase, muscle type 0S=Mus musculus OX=10090 GN=Pfkm PE=1 SV=3
Guanine nucleotide-binding protein G(o) subunit alpha 0S=Mus musculus OX=10090 GN=Gnao1l PE=1 SV=3

Pyruvate dehydrogenase E1 component subunit beta, mitochondrial 0S=Mus musculus 0OX=10090 GN=Pdhb PE=1 SV=1
Calcium/calmodulin-dependent protein kinase type Il subunit beta 0S=Mus musculus OX=10090 GN=Camk2b PE=1 SV=2

Ras-related protein Rab-3A 0S=Mus musculus OX=10090 GN=Rab3a PE=1 SV=1

Guanine deaminase OS=Mus musculus OX=10090 GN=Gda PE=1 SV=1

AP-2 complex subunit beta 0S=Mus musculus OX=10090 GN=Ap2b1 PE=1 SV=1

Cytochrome b-c1 complex subunit 1, mitochondrial 0S=Mus musculus OX=10090 GN=Uqcrcl1 PE=1 SV=2
CaM kinase-like vesicle-associated protein 0S=Mus musculus OX=10090 GN=Camkv PE=1 SV=2
ADP-ribosylation factor 5 0S=Mus musculus 0X=10090 GN=Arf5 PE=1 SV=2

Fascin 0S=Mus musculus OX=10090 GN=Fscn1 PE=1 SV=4

NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufs1 PE=1 SV=2
Phosphoglycerate mutase 1 0S=Mus musculus OX=10090 GN=Pgam1 PE=1 SV=3

V-type proton ATPase subunit E 1 0S=Mus musculus OX=10090 GN=Atp6évlel PE=1 SV=2

AP-2 complex subunit alpha-2 0S=Mus musculus OX=10090 GN=Ap2a2 PE=1 SV=2

Plasma membrane calcium-transporting ATPase 4 0S=Mus musculus OX=10090 GN=Atp2b4 PE=1 SV=1
Glutamate dehydrogenase 1, mitochondrial 0S=Mus musculus OX=10090 GN=Glud1 PE=1 SV=1
Cytoplasmic dynein 1 heavy chain 1 0S=Mus musculus 0X=10090 GN=Dynclh1 PE=1 SV=2

Syntaxin-1A 0OS=Mus musculus OX=10090 GN=Stx1a PE=1 SV=3

Mitogen-activated protein kinase 1 0S=Mus musculus OX=10090 GN=Mapk1 PE=1 SV=3

Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform 0S=Mus musculus OX=10090 GN=Ppp2r

Phosphate carrier protein, mitochondrial 0S=Mus musculus OX=10090 GN=SIc25a3 PE=1 SV=1
Peroxiredoxin-1 OS=Mus musculus OX=10090 GN=Prdx1 PE=1 SV=1

Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial 0S=Mus musculus OX=10090 GN=Pdha1l

AP-2 complex subunit alpha-1 0S=Mus musculus OX=10090 GN=Ap2al PE=1 SV=1

Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 0S=Mus musculus 0X=10090 GN=Gnb1 PE=1 SV=3
V-type proton ATPase 116 kDa subunit a isoform 1 0S=Mus musculus OX=10090 GN=Atp6v0al PE=1 SV=3

Septin-7 0S=Mus musculus OX=10090 GN=Septin7 PE=1 SV=1

Cytochrome b-c1 complex subunit 2, mitochondrial 0S=Mus musculus OX=10090 GN=Uqcrc2 PE=1 SV=1
Microtubule-associated protein 1B 0S=Mus musculus OX=10090 GN=Map1lb PE=1 SV=2

Cytochrome ¢, somatic 0S=Mus musculus OX=10090 GN=Cycs PE=1 SV=2

Protein kinase C and casein kinase substrate in neurons protein 1 0S=Mus musculus OX=10090 GN=Pacsin1 PE=1 SV=1
Neurochondrin 0S=Mus musculus OX=10090 GN=Ncdn PE=1 SV=1

Voltage-dependent anion-selective channel protein 2 0S=Mus musculus OX=10090 GN=Vdac2 PE=1 SV=2

Glycogen phosphorylase, brain form 0S=Mus musculus OX=10090 GN=Pygb PE=1 SV=3

Aspartate aminotransferase, cytoplasmic 0S=Mus musculus OX=10090 GN=Got1 PE=1 SV=3

Protein/nucleic acid deglycase DJ-1 0S=Mus musculus 0X=10090 GN=Park7 PE=1 SV=1

Transketolase 0S=Mus musculus OX=10090 GN=Tkt PE=1 SV=1

Nucleoside diphosphate kinase A 0S=Mus musculus OX=10090 GN=Nmel PE=1 SV=1

V-type proton ATPase subunit C 1 0S=Mus musculus OX=10090 GN=Atp6vicl PE=1 SV=4

Succinate--CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial 0S=Mus musculus 0X=10090 GN=Suclgl PE=1 SV=4

Elongation factor Tu, mitochondrial 0S=Mus musculus OX=10090 GN=Tufm PE=1 SV=1
Heterogeneous nuclear ribonucleoprotein K 0S=Mus musculus OX=10090 GN=Hnrnpk PE=1 SV=1
Dynamin-3 0S=Mus musculus OX=10090 GN=Dnm3 PE=1 SV=1

Calcineurin subunit B type 1 0S=Mus musculus OX=10090 GN=Ppp3rl PE=1 SV=3

Ubiquitin carboxyl-terminal hydrolase 5 0S=Mus musculus OX=10090 GN=Usp5 PE=1 SV=1
Complexin-2 0S=Mus musculus OX=10090 GN=CplIx2 PE=1 SV=1

Succinate--CoA ligase [ADP-forming] subunit beta, mitochondrial 0S=Mus musculus OX=10090 GN=Sucla2 PE=1 SV=2
Vesicle-associated membrane protein 2 0S=Mus musculus OX=10090 GN=Vamp2 PE=1 SV=2
Mitochondrial glutamate carrier 1 0S=Mus musculus OX=10090 GN=Slc25a22 PE=1 SV=1
Dihydropyrimidinase-related protein 4 0S=Mus musculus OX=10090 GN=Dpysl4 PE=1 SV=1
Beta-soluble NSF attachment protein 0S=Mus musculus OX=10090 GN=Napb PE=1 SV=2

Band 4.1-like protein 3 0S=Mus musculus OX=10090 GN=Epb41I3 PE=1 SV=1

Septin-5 0S=Mus musculus OX=10090 GN=Septin5 PE=1 SV=2

NAD-dependent protein deacetylase sirtuin-2 0S=Mus musculus OX=10090 GN=Sirt2 PE=1 SV=2
Elongation factor 2 0S=Mus musculus OX=10090 GN=Eef2 PE=1 SV=2

ATP synthase subunit O, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5po PE=1 SV=1
Cysteine and glycine-rich protein 1 0S=Mus musculus OX=10090 GN=Csrp1 PE=1 SV=3

Carbonic anhydrase 2 0S=Mus musculus OX=10090 GN=Ca2 PE=1 SV=4

Got2
Gap43
Abat
Slcla3
Ckmtl
Prdx6
Ubal
Dstn
Snap91
Laspl
Sytl
Pfkm
Gnaol
Pdhb
Camk2b
Rab3a
Gda
Ap2bl
Ugcrcl
Camkv
Arf5
Fscnl
Ndufs1
Pgam1
Atpé6vlel
Ap2a2
Atp2b4
Glud1
Dynclhl
Stxla
Mapk1
Ppp2rila
Slc25a3
Prdx1
Pdhal
Ap2al
Gnb1l
Atp6v0al
Septin7
Ugcre2
Maplb
Cycs
Pacsinl
Ncdn
Vdac2
Pygb
Gotl
Park7
Tkt
Nmel
Atpé6vicl
Suclgl
Tufm
Hnrnpk
Dnm3
Ppp3rl
Usp5
Cplx2
Sucla2
Vamp2
Slc25a22
Dpysl4
Napb
Epb41l3
Septin5
Sirt2
Eef2
Atp5po
Csrpl
Ca2



Q8C1B7
Q8K2B3
P62821
Q8C8R3
P61750
QscaqQ7
Q6PER3
P27773
Q92319
Q62420
Q9DOF9
Q9D6R2
P10852
Q9D8NO
Q99pP72
P99029
Q60864
Q8CHH9
Q8BWFO
P35762
Q9R0Y5
P62983
P62962
Q9JIS5
P47754
Q60931
P42669
P62880
Q8K183
P19783
P09671
Q64521
035643
P63054
P00405
Q08331
P35802
P31938
Q8CAQS8
Q97155
Q60597
P14231
Q9zopP4
P48722
Q9wuB3
P60335
Q91VR2
Q8K1M6
Q9WUA3
Q8KOTO
P58281
B2RSH2
P31786
Q8BYI9
QOEQF6
Q8BG39
Q6PHZ2
Q8BH95
Q9D6P8
Qo1vi4
Qoczcs
P62823
P63040
P08113
P00493
Q9EQH3
D377P3
P97807
P48758
Q3UHJO

Septin-11 0S=Mus musculus OX=10090 GN=Septin1l PE=1 SV=4

Septinll

Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial 0S=Mus musculus OX=10090 GN=Sdha PE=1 SV=1Sdha

Ras-related protein Rab-1A OS=Mus musculus OX=10090 GN=Rab1A PE=1 SV=3

Ankyrin-2 0S=Mus musculus OX=10090 GN=Ank2 PE=1 SV=2

ADP-ribosylation factor 4 0S=Mus musculus OX=10090 GN=Arf4 PE=1 SV=2

ATP synthase F(0) complex subunit B1, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5pb PE=1 SV=1
Microtubule-associated protein RP/EB family member 3 0S=Mus musculus OX=10090 GN=Mapre3 PE=1 SV=1
Protein disulfide-isomerase A3 0S=Mus musculus OX=10090 GN=Pdia3 PE=1 SV=2

Calcium/calmodulin-dependent protein kinase type Il subunit gamma 0S=Mus musculus 0X=10090 GN=Camk2g PE=1 SV=1

Endophilin-A1 0S=Mus musculus OX=10090 GN=Sh3g|2 PE=1 SV=2

Phosphoglucomutase-1 0S=Mus musculus OX=10090 GN=Pgm1 PE=1 SV=4

Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial 0S=Mus musculus OX=10090 GN=Idh3a PE=1 SV=1
4F2 cell-surface antigen heavy chain 0S=Mus musculus OX=10090 GN=Slc3a2 PE=1 SV=1

Elongation factor 1-gamma OS=Mus musculus OX=10090 GN=Eeflg PE=1 SV=3

Reticulon-4 0S=Mus musculus OX=10090 GN=Rtn4 PE=1 SV=2

Peroxiredoxin-5, mitochondrial 0S=Mus musculus OX=10090 GN=Prdx5 PE=1 SV=2
Stress-induced-phosphoprotein 1 0S=Mus musculus OX=10090 GN=Stip1 PE=1 SV=1

Septin-8 OS=Mus musculus OX=10090 GN=Septin8 PE=1 SV=4

Succinate-semialdehyde dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Aldh5al PE=1 SV=1
CD81 antigen OS=Mus musculus OX=10090 GN=Cd81 PE=1 SV=2

Adenylate kinase isoenzyme 1 0S=Mus musculus OX=10090 GN=Ak1 PE=1 SV=1

Ubiquitin-40S ribosomal protein S27a 0OS=Mus musculus OX=10090 GN=Rps27a PE=1 SV=2

Profilin-1 0S=Mus musculus OX=10090 GN=Pfn1 PE=1 SV=2

Synaptic vesicle glycoprotein 2A 0S=Mus musculus OX=10090 GN=Sv2a PE=1 SV=1

F-actin-capping protein subunit alpha-2 0S=Mus musculus OX=10090 GN=Capza2 PE=1 SV=3
Voltage-dependent anion-selective channel protein 3 0S=Mus musculus OX=10090 GN=Vdac3 PE=1 SV=1
Transcriptional activator protein Pur-alpha 0S=Mus musculus OX=10090 GN=Pura PE=1 SV=1

Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 0S=Mus musculus 0X=10090 GN=Gnb2 PE=1 SV=3

Pyridoxal kinase 0S=Mus musculus OX=10090 GN=Pdxk PE=1 SV=1

Cytochrome c oxidase subunit 4 isoform 1, mitochondrial 0S=Mus musculus OX=10090 GN=Cox4i1 PE=1 SV=2
Superoxide dismutase [Mn], mitochondrial 0S=Mus musculus OX=10090 GN=Sod2 PE=1 SV=3
Glycerol-3-phosphate dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Gpd2 PE=1 SV=2
AP-1 complex subunit beta-1 0S=Mus musculus OX=10090 GN=Ap1b1 PE=1 SV=2

Calmodulin regulator protein PCP4 OS=Mus musculus OX=10090 GN=Pcp4 PE=3 SV=2

Cytochrome c oxidase subunit 2 0S=Mus musculus OX=10090 GN=Mtco2 PE=1 SV=1

Calretinin OS=Mus musculus OX=10090 GN=Calb2 PE=1 SV=3

Neuronal membrane glycoprotein M6-a 0S=Mus musculus OX=10090 GN=Gpm6a PE=1 SV=1

Dual specificity mitogen-activated protein kinase kinase 1 0S=Mus musculus OX=10090 GN=Map2k1 PE=1 SV=2
MICOS complex subunit Mic60 OS=Mus musculus OX=10090 GN=Immt PE=1 SV=1

Neuronal-specific septin-3 0S=Mus musculus OX=10090 GN=Septin3 PE=1 SV=2

2-oxoglutarate dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=0Ogdh PE=1 SV=3
Sodium/potassium-transporting ATPase subunit beta-2 0S=Mus musculus 0X=10090 GN=Atp1b2 PE=1 SV=2
Paralemmin-1 OS=Mus musculus OX=10090 GN=Palm PE=1 SV=1

Heat shock 70 kDa protein 4L OS=Mus musculus OX=10090 GN=Hspa4l| PE=1 SV=2

Glycogen phosphorylase, muscle form 0S=Mus musculus OX=10090 GN=Pygm PE=1 SV=3

Poly(rC)-binding protein 1 0S=Mus musculus OX=10090 GN=Pcbp1 PE=1 SV=1

ATP synthase subunit gamma, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5flc PE=1 SV=1
Dynamin-1-like protein 0S=Mus musculus 0X=10090 GN=Dnm1| PE=1 SV=2

ATP-dependent 6-phosphofructokinase, platelet type 0S=Mus musculus OX=10090 GN=Pfkp PE=1 SV=1
Reticulon-1 0S=Mus musculus OX=10090 GN=Rtn1 PE=1 SV=1

Dynamin-like 120 kDa protein, mitochondrial 0S=Mus musculus OX=10090 GN=Opal PE=1 SV=1

Guanine nucleotide-binding protein G(i) subunit alpha-1 0S=Mus musculus OX=10090 GN=Gnail PE=1 SV=1
Acyl-CoA-binding protein 0S=Mus musculus OX=10090 GN=Dbi PE=1 SV=2

Tenascin-R 0S=Mus musculus OX=10090 GN=Tnr PE=1 SV=2

Dihydropyrimidinase-related protein 5 0S=Mus musculus OX=10090 GN=Dpys|5 PE=1 SV=1

Synaptic vesicle glycoprotein 2B 0S=Mus musculus OX=10090 GN=Sv2b PE=1 SV=1

Calcium/calmodulin-dependent protein kinase type Il subunit delta 0S=Mus musculus OX=10090 GN=Camk2d PE=1 SV=1

Enoyl-CoA hydratase, mitochondrial 0S=Mus musculus OX=10090 GN=Echs1 PE=1 SV=1
Calmodulin-like protein 3 0S=Mus musculus OX=10090 GN=CalmI3 PE=2 SV=1

Solute carrier family 12 member 5 0S=Mus musculus OX=10090 GN=Slc12a5 PE=1 SV=2
Secernin-1 0S=Mus musculus OX=10090 GN=Scrn1 PE=1 SV=1

Ras-related protein Rab-3C OS=Mus musculus OX=10090 GN=Rab3c PE=1 SV=1

Complexin-1 0S=Mus musculus 0OX=10090 GN=Cplx1 PE=1 SV=1

Endoplasmin OS=Mus musculus OX=10090 GN=Hsp90b1 PE=1 SV=2

Hypoxanthine-guanine phosphoribosyltransferase 0S=Mus musculus OX=10090 GN=Hprt1 PE=1 SV=3
Vacuolar protein sorting-associated protein 35 0S=Mus musculus OX=10090 GN=Vps35 PE=1 SV=1
Glutaminase kidney isoform, mitochondrial 0S=Mus musculus OX=10090 GN=Gls PE=1 SV=1
Fumarate hydratase, mitochondrial 0S=Mus musculus OX=10090 GN=Fh PE=1 SV=3

Carbonyl reductase [NADPH] 1 0S=Mus musculus OX=10090 GN=Cbr1 PE=1 SV=3

AP2-associated protein kinase 1 0S=Mus musculus OX=10090 GN=Aak1 PE=1 SV=2

Rab1A
Ank2
Arf4
Atp5pb
Mapre3
Pdia3
Camk2g
Sh3gl2
Pgm1
Idh3a
Slc3a2
Eeflg
Rtn4
Prdx5
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Septin8
Aldh5al
Cd8g1l
Akl
Rps27a
Pfnl
Sv2a
Capza2
Vdac3
Pura
Gnb2
Pdxk
Cox4il
Sod2
Gpd2
Aplbl
Pcp4
Mtco2
Calb2
Gpmé6a
Map2k1
Immt
Septin3
Ogdh
Atplb2
Palm
Hspadl
Pygm
Pcbpl
Atp5flc
Dnm1l
Pfkp
Rtnl
Opal
Gnail
Dbi

Tnr
Dpysl5
Sv2b
Camk2d
Echsl
Calmli3
Slc12a5
Scrnl
Rab3c
Cplx1
Hsp90b1
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Vps35
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Fh
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Aakl



P80314
Q9CR68
Q9DOK2
P12960
Q9QYGo
Q8kou4
P48453
Q9R1Q8
P80317
Q99LC3
Q4KMM3
008539
P61089
Q3v132
QoJLM8
Q05920
Q9CWSO0
035129
008749
P20108
Q9WTX5
QoCz44
P47708
P97797
QsBVvI4
P63330
P61027
E9PULS
Q80SW1
P14211
P12658
Q5M8NO
Q9DC69
P21107
Q91V12
Q61171
Q80TL4
088569
Q61699
Q9DCX2
Q9D1G1
P61161
P60843
P28474
Q91Ws0
P48771
Q9EQUS
P21279
Qs8oT)1
Qo1vel
Q9CQA3
Q99KB8
008585
Q921M7
P47738
P31648
Q9D8Y0
P62761
Q9R1P4
P58771
Q9R0OQ6
P63028
P08553
P19096
D3YVFO
QOWTT4
Q972H5
Q8BPN8
P56959
P46660

T-complex protein 1 subunit beta 0S=Mus musculus OX=10090 GN=Cct2 PE=1 SV=4

Cytochrome b-c1 complex subunit Rieske, mitochondrial 0S=Mus musculus 0OX=10090 GN=Ugqcrfs1 PE=1 SV=1
Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial 0S=Mus musculus OX=10090 GN=0xct1 PE=1 SV=1
Contactin-1 0S=Mus musculus OX=10090 GN=Cntn1 PE=1 SV=1

Protein NDRG2 0S=Mus musculus OX=10090 GN=Ndrg2 PE=1 SV=1

Heat shock 70 kDa protein 12A 0S=Mus musculus OX=10090 GN=Hspal2a PE=1 SV=1

Serine/threonine-protein phosphatase 2B catalytic subunit beta isoform 0S=Mus musculus 0X=10090 GN=Ppp3cb PE=1 SV=2
Transgelin-3 0S=Mus musculus OX=10090 GN=TagIn3 PE=1 SV=1

T-complex protein 1 subunit zeta 0S=Mus musculus OX=10090 GN=Cct6a PE=1 SV=3

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufa10
Oxidation resistance protein 1 0S=Mus musculus OX=10090 GN=Oxr1 PE=1 SV=3

Myc box-dependent-interacting protein 1 0S=Mus musculus OX=10090 GN=Bin1 PE=1 SV=1
Ubiquitin-conjugating enzyme E2 N OS=Mus musculus OX=10090 GN=Ube2n PE=1 SV=1

ADP/ATP translocase 4 0S=Mus musculus OX=10090 GN=SIc25a31 PE=1 SV=1

Serine/threonine-protein kinase DCLK1 OS=Mus musculus OX=10090 GN=Dclk1 PE=1 SV=1

Pyruvate carboxylase, mitochondrial 0S=Mus musculus OX=10090 GN=Pc PE=1 SV=1
N(G),N(G)-dimethylarginine dimethylaminohydrolase 1 0S=Mus musculus OX=10090 GN=Ddah1 PE=1 SV=3
Prohibitin-2 0S=Mus musculus 0X=10090 GN=Phb2 PE=1 SV=1

Dihydrolipoyl dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=DId PE=1 SV=2
Thioredoxin-dependent peroxide reductase, mitochondrial 0S=Mus musculus OX=10090 GN=Prdx3 PE=1 SV=1
S-phase kinase-associated protein 1 0S=Mus musculus OX=10090 GN=Skp1 PE=1 SV=3

NSFL1 cofactor p47 OS=Mus musculus OX=10090 GN=Nsfl1c PE=1 SV=1

Rabphilin-3A 0S=Mus musculus OX=10090 GN=Rph3a PE=1 SV=2

Tyrosine-protein phosphatase non-receptor type substrate 1 0S=Mus musculus OX=10090 GN=Sirpa PE=1 SV=2
Dihydropteridine reductase 0S=Mus musculus OX=10090 GN=Qdpr PE=1 SV=2

Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform 0S=Mus musculus OX=10090 GN=Ppp2ca PE=1 SV=:
Ras-related protein Rab-10 OS=Mus musculus OX=10090 GN=Rab10 PE=1 SV=1

Proline-rich transmembrane protein 2 0S=Mus musculus OX=10090 GN=Prrt2 PE=1 SV=1
S-adenosylhomocysteine hydrolase-like protein 1 0S=Mus musculus OX=10090 GN=Ahcyl1 PE=1 SV=1
Calreticulin 0S=Mus musculus 0X=10090 GN=Calr PE=1 SV=1

Calbindin 0S=Mus musculus OX=10090 GN=Calb1 PE=1 SV=2

CB1 cannabinoid receptor-interacting protein 1 0S=Mus musculus OX=10090 GN=Cnrip1 PE=1 SV=1

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial 0S=Mus musculus OX=10090 GN=Ndufa9 PI
Tropomyosin alpha-3 chain 0S=Mus musculus OX=10090 GN=Tpm3 PE=1 SV=3

Cytosolic acyl coenzyme A thioester hydrolase OS=Mus musculus OX=10090 GN=Acot7 PE=1 SV=2
Peroxiredoxin-2 OS=Mus musculus OX=10090 GN=Prdx2 PE=1 SV=3

PHD finger protein 24 0S=Mus musculus OX=10090 GN=Phf24 PE=1 SV=2

Heterogeneous nuclear ribonucleoproteins A2/B1 0S=Mus musculus OX=10090 GN=Hnrnpa2b1 PE=1 SV=2
Heat shock protein 105 kDa OS=Mus musculus OX=10090 GN=Hsph1 PE=1 SV=2

ATP synthase subunit d, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5pd PE=1 SV=3

Ras-related protein Rab-1B OS=Mus musculus OX=10090 GN=Rab1b PE=1 SV=1

Actin-related protein 2 0S=Mus musculus OX=10090 GN=Actr2 PE=1 SV=1

Eukaryotic initiation factor 4A-1 0S=Mus musculus OX=10090 GN=Eif4al PE=1 SV=1

Alcohol dehydrogenase class-3 0S=Mus musculus OX=10090 GN=Adh5 PE=1 SV=3

CDGSH iron-sulfur domain-containing protein 1 0S=Mus musculus OX=10090 GN=Cisd1 PE=1 SV=1

Cytochrome c oxidase subunit 7A2, mitochondrial 0S=Mus musculus OX=10090 GN=Cox7a2 PE=1 SV=2

Protein SET 0S=Mus musculus OX=10090 GN=Set PE=1 SV=1

Guanine nucleotide-binding protein G(q) subunit alpha 0S=Mus musculus 0X=10090 GN=Gnaq PE=1 SV=4
Calcium-dependent secretion activator 1 0S=Mus musculus OX=10090 GN=Cadps PE=1 SV=3

Sideroflexin-3 0S=Mus musculus OX=10090 GN=Sfxn3 PE=1 SV=1

Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial 0S=Mus musculus 0X=10090 GN=Sdhb PE=1 SV=1
Hydroxyacylglutathione hydrolase, mitochondrial 0S=Mus musculus OX=10090 GN=Hagh PE=1 SV=2

Clathrin light chain A 0S=Mus musculus OX=10090 GN=Clta PE=1 SV=2

Protein FAM49B 0S=Mus musculus OX=10090 GN=Fam49b PE=1 SV=1

Aldehyde dehydrogenase, mitochondrial 0S=Mus musculus OX=10090 GN=Aldh2 PE=1 SV=1

Sodium- and chloride-dependent GABA transporter 1 0S=Mus musculus OX=10090 GN=SIc6al PE=1 SV=2
EF-hand domain-containing protein D2 0S=Mus musculus OX=10090 GN=Efhd2 PE=1 SV=1

Visinin-like protein 1 0S=Mus musculus OX=10090 GN=Vsnl1 PE=1 SV=2

Proteasome subunit alpha type-1 0S=Mus musculus OX=10090 GN=Psmal PE=1 SV=1

Tropomyosin alpha-1 chain 0S=Mus musculus OX=10090 GN=Tpm1 PE=1 SV=1

Actin-related protein 2/3 complex subunit 1A 0S=Mus musculus OX=10090 GN=Arpcla PE=1 SV=1
Translationally-controlled tumor protein 0S=Mus musculus OX=10090 GN=Tpt1 PE=1 SV=1

Neurofilament medium polypeptide 0S=Mus musculus OX=10090 GN=Nefm PE=1 SV=4

Fatty acid synthase OS=Mus musculus OX=10090 GN=Fasn PE=1 SV=2

A-kinase anchor protein 5 0S=Mus musculus OX=10090 GN=Akap5 PE=1 SV=2

V-type proton ATPase subunit G 2 0S=Mus musculus OX=10090 GN=Atp6v1g2 PE=1 SV=1

Band 4.1-like protein 1 0S=Mus musculus OX=10090 GN=Epb41l1 PE=1 SV=2

DmX-like protein 2 0S=Mus musculus OX=10090 GN=DmxI2 PE=1 SV=3

RNA-binding protein FUS OS=Mus musculus OX=10090 GN=Fus PE=1 SV=1

Alpha-internexin 0S=Mus musculus OX=10090 GN=Ina PE=1 SV=3
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Q61879 Myosin-10 OS=Mus musculus 0X=10090 GN=Myh10 PE=1 SV=2 Myh10

035660 Glutathione S-transferase Mu 6 0S=Mus musculus OX=10090 GN=Gstm6 PE=1 SV=4 Gstm6
P08551 Neurofilament light polypeptide OS=Mus musculus OX=10090 GN=Nefl PE=1 SV=5 Nefl
Q9ROP3 S-formylglutathione hydrolase OS=Mus musculus OX=10090 GN=Esd PE=1 SV=1 Esd
P60041 Somatostatin 0S=Mus musculus OX=10090 GN=Sst PE=1 SV=1 Sst
Q7TMM9 Tubulin beta-2A chain 0S=Mus musculus OX=10090 GN=Tubb2a PE=1 SV=1 Tubb2a
P68372 Tubulin beta-4B chain 0S=Mus musculus OX=10090 GN=Tubb4b PE=1 SV=1 Tubb4b
Q6PIC6 Sodium/potassium-transporting ATPase subunit alpha-3 0S=Mus musculus OX=10090 GN=Atpla3 PE=1 SV=1 Atpla3
Q9D6F9 Tubulin beta-4A chain 0S=Mus musculus 0X=10090 GN=Tubb4a PE=1 SV=3 Tubb4a
P99024 Tubulin beta-5 chain 0S=Mus musculus OX=10090 GN=Tubb5 PE=1 SV=1 Tubb5
P68369 Tubulin alpha-1A chain 0S=Mus musculus OX=10090 GN=Tubala PE=1 SV=1 Tubala
P63017 Heat shock cognate 71 kDa protein 0S=Mus musculus OX=10090 GN=Hspa8 PE=1 SV=1 Hspa8
Q9ERD7 Tubulin beta-3 chain 0S=Mus musculus OX=10090 GN=Tubb3 PE=1 SV=1 Tubb3
P60710 Actin, cytoplasmic 1 0S=Mus musculus OX=10090 GN=Actb PE=1 SV=1 Actb
P68368 Tubulin alpha-4A chain 0S=Mus musculus OX=10090 GN=Tuba4a PE=1 SV=1 Tubada
008553 Dihydropyrimidinase-related protein 2 0S=Mus musculus OX=10090 GN=Dpysl|2 PE=1 SV=2 Dpysl2
P68373 Tubulin alpha-1C chain 0S=Mus musculus OX=10090 GN=Tubalc PE=1 SV=1 Tubalc
Q80YN3 Breast carcinoma-amplified sequence 1 homolog 0S=Mus musculus OX=10090 GN=Bcas1 PE=1 SV=3 Bcasl
P56480 ATP synthase subunit beta, mitochondrial 0S=Mus musculus OX=10090 GN=Atp5f1lb PE=1 SV=2 Atp5flb
Q6PIES Sodium/potassium-transporting ATPase subunit alpha-2 0S=Mus musculus OX=10090 GN=Atp1a2 PE=1 SV=1 Atpla2
Q8VDN2 Sodium/potassium-transporting ATPase subunit alpha-1 0S=Mus musculus OX=10090 GN=Atplal PE=1 SV=1 Atplal
Q04447 Creatine kinase B-type OS=Mus musculus OX=10090 GN=Ckb PE=1 SV=1 Ckb

P17182 Alpha-enolase 0S=Mus musculus OX=10090 GN=Eno1l PE=1 SV=3 Enol
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