use_all calibrations function foodweb

use all calibrations

get all calibrations make bold otol tree

datelife_search

get _otol_syntnetc_tree

get datelife_resu )/ Llsummarize dateliie result}]
[Get_sSubset_array_dispatch] [Update_datelife_cache] _
get_subset array dispalc update dalelile Cacne) ra=r=tfe \ (summary patnsuc Matnx amayl ryariife Tesult study dex]

(datelite result MRCA]
[pafristic_matrix_to_newick] catelie Tesilt MBCA
[patristic_matrix_ MRCA]

atelire_qguery leng

[patristic_mairix_array subset both |

patristic _matrix taxa all_matcning

\ (SaVeNol0] Chronoqrabatrlstlc matrix_unpad]

[get otol _chronograms]
) [patristic maitrix_array subset] g Qr INput_tnrs
iciean chronogram]

patristic matrix st to_arra !
IS_good_chronogram
[Congrufy _and_check]— patristic_mairix_name _order _tes

phylo t0_patristic_mairix patrisiic_ma r|x 0 _phylo atristic_maitrix_pa
ipﬁyio flpiaBeI underscore_to_space | __Jiree fIX brlenL patrsiic_matrix_name reorder

[tree add outgroup|— |tree add nodelabelsl\ —1make mrbayes treel
[make mrbayes runfile} [run mrbayes|

el _mrbayes node constraints

| phylo_get subset array congruity | atristic _matrix_array congrul

— [phylo_get_subset_array]
PRYl0 _congrul Ip;y;o prune_missing faxai

\\ patristic_ maitrix_array Splt}—

| patristic_matrix_array phnylo_congrulty |

[free get singleton outgroup]

miSsing taxa chec ree_get node aata \ pnylo_tiplabel space [0 _underscore

ree node 1ps [PRylo get noge AUMbErs]
free C ec

phylo_check] Input_process

pnylo_nas_Dbrien




