A os- B ESR1 NFATC3 SP1
>0.03
& 0.010 03
g
o 0.4 o
e 0 0.02 _
S L '
g 5 0.005 —
£ 0.2+ 5001 01 -
- ()
£
.|I|||.||‘|| ||||| . G e .
0.0 -® e PN IR ® 0 S P o ® O QP
s Distance from Motif Center
1 "E0.0S
Position Relative to Central Base seqOutBias D qé
C Rule Ensemble o TF MO F o 3
- ol Oo.02
3|s AR ESR1 MEF2A MGA NFATC3 || NR2F2 REST SP1 TEAD1 g.
5|
ol2 £
4. [0}
@ %) QO 0001
o 2 ) \ ) IS
3|2 2
i W o.00; - -
= o
iy S
g M @
E Unscaled seqOutBias Rule Ensemble
0.04 - 0.04 0.04 -
>
(&)
c
()
3 0.02 0.02 0.021
1 ,
= |
g ‘ | \‘\ yw[
o o o o o o oo o o o o o @ o e o o coo-o-l*H‘L.oocoo
0.00 0.00 0.00+
‘ ‘ ‘ N N Q N N o S N S N
/\QQ S © & RO <5 S N <5 S K

Distance from Motif Center



