
Supplementary Figure 6. Gene Ontology. Genes with associated accessible chromatin only at 0 hours post-RA 
that also displayed decreased transcript levels following RA action at 12, 18, 48, 72, 96, and/or 120 hours 
post-RA.  Testis and germ cell functions and cell types were not enriched among the dataset.  Blue bars show 
terms with statistical signi�cance, gray bars show top terms that are not statistically signi�cant.  p-values are 
shown within each bar.


