A

124,440

chr12
124,450 124,460 124,470

124,480 124,490 Kb

chr10
104,600 104,650 104,700 104,750 104,800 104,850 104,900 104,950 Kb 124,420 124,430
T T T T T T T T T T
1 rs78260931
! Sentinel |
(rs11191416)
m o mna mal mina 1 LB N I i n n Lorrnal ot n min LI I ) CADPrOXieS T Irr i
1 LI | ni mn o 1 1 1l 1 1 1 L 1 n 1 1 mni LI I ] 1
" 1 1 1 1 1 1 1 1 1 L] 1
;. e > CRISPR
sgRNA
TSP ALASL TN Gz Genes HitHHRDNAH10
—PFN1P11 RP11-332019.2.
'PTGES3P4 MARCKSL1P1-
= C100rf32 |-
s C100rf32-ASMT
RNU6-372P
RPI1I95C18.8 =} DNAH100S
94.58 107.8
] ATAC-seq l
0 1 ‘ i I 0 oo -
337.4 1337.7
RNA-seq
o] R Hl L . MJ‘J“A ' . ol ‘ Wl
C CDH5 DHX38
10 - . 101 ]
o Density o Density
~ &“ 008 o &\. 0.020
& 0 0.06 % 01 0.015
= ‘ * 004 = ‘ * 0.010
D =) )
104 @ . N 0.02 104 % . N 0.005
‘e 0.00 ‘.
@’ »’
-10 -5 0 5 10 15 -10 -5 0 5 10 15
UMAP 1 UMAP 1
FES FURIN
104 ) 10 )
o Density o Density
o~ 0.04 o
o i o J 0.03
< 0 0.03 < 0
:E’ ‘ * 0.02 § N 0.02
N 0.01 o 0.01
-10+ _r 0.00 -10 ‘-
" ' o
-10 -5 0 5 10 15 -10 -5 0 5 10 15
UMAP 1 UMAP 1

UMAP 2

| rs12311848
Sentinel
(rs11057401)
LI I N N I I R R R R R B R LN NN IR Tt CADPrOXieS
"o [ [ 1 [
1 [ 1
n
BE CRISPR
sgRNA
ZNF664 +m i + fmm Genes
#CCDC92
FAM101A#
A ATAC-seq
N A ) i
HRNA—seq
Gl | o
MAT2A
10 1 ]
o Density
&‘ 0.025
0- 0.020
. 0.015
‘ x5 0.010
=101 % & - 0.005
&
-10 -5 0 5 10 15
UMAP 1



